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<150> 09/338, 907 
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<151> 2001-05-11 

<160> 578 

<170> Patent. pm 

<210> 1 
<211> 56516 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> promoter 
<222> 1629 . .1870 

<223> identification method Proscan 

:; l :• misc_feature 
< 222 > 1 9 9 8 . . 2 0 0 0 
<223> potential start codon 

< 2 2 1 > exon 
<222> 2001 . . 2216 
<223> exonl 

<221> misc^feature 
<■ 2 2 2 > 2031.-2033 

,-22 3 > ATG 
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<221> primer_bind 
<222> 11930. .11947 

<223> upstream amplification primer 4-77 SEQ 

<221> allele 
<222> 12057 . . 12103 

<223> polymorphic fragment 4-77 SEQ ID24 

<221> primer_bind 
<^ nn > 12339 . .12358 

<223> downstream amplification primer 4-77 SEQ ID51, complement 

<221> primer_bind 
<222> 13547 . .13564 

<223> upstream amplification primer 4-73 SEQ ID64 

<221> allele 
<222> 13657 . . 13703 

<223> polymorphic fragment 4-73 SEQ 1D58 
<221> primer_bind 

<223> downstream 81 amplification primer 4-73 SEQ ID67, complement 

<221> exon 

<222> 18196 . .18265 

<223> exon 2 

<221> exon 

<222> 23717 . .23832 

c 2 2 3 > exon 3 

<221> exon 

<222> 25571 . .25660 

< 2 2 3 > exon 4 

<221> primer_bind 
<222> 34216 . . 34234 

<223> upstream amplification primer 99-217 SEQ ID43 

<22l> allele 

<?22> 34469 . . 34515 

. 223; polymorphic fragment 99-217 SEQ ID25 
;■ 2 1 > pr i mer_bind 

downstrelm^amplification primer 99-217 SEQ ID52, complement 

<221> exon 

<222> 34669 . . 34759 

c223> exon 5 

v221> exon 
222 > 40688 . . 40846 
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22 1 > exon 

222> 50182 . . 54523 

2 2 3 > exon 8 

2 2 1 > primer_bind 
2 22 > 51149 . . 51168 

223> upstream amplification primer 4-65 SEQ 1D65 

22 1> allele 
<222> 51448 . .51494 

<223> polymorphic fragment 4-65 SEQ ID59 

<221> primer_bind 
<'--'2> 51482 . . 51499 

<~221> downstream amplification primer 4-65 SEQ ID68, complement 

<221> primer__bind 
<222> 51596 . .51613 

<223> upstream amplification primer 4-67 SEQ 1D44 

<221> allele 

<222> 51612 . . 51658 

<223> polymorphic fragment 4-67 SEQ ID26 

<221> primer_bind 

<"^2> 51996 . . 52015 n . 

<223> downstream amplification primer 4-67 SEQ ID53, complement 

<-221> polyA_signal 
<222> 54445 . . 54450 
< 223> AATAAA 

gjggltctgt gactgttcgc aggaagagag gagcgggagc aggacagaca ataactgata 
gtcaggagct gggtttggag ataaagaggg aacaagagaa agttaagttc tgtgttttca 
tggcaaacat tgcacaaaag tttacaactt cgtgactaac agtaatctgg ggtgattcac 
aacaaattta cacataaaca catatttact gactttatac acagcaatcc taacgtgaac 
acagaacctg ctttatcttt tcgcacactg ttctagtgta gagatgtctg gtctcagtta 
aagaaagcat aaggagcatt agttgtgcac actgtccaca cccgtgactt ttttccacca 
qtactaaacc tagtgcttct tacagtacag ggcaatgaca gccacagaaa gagagaagct 
ccttttactg tgtaatgctt cctgctggcc ttcaaatact tgttacttga ^gatctcca 
ttcacctggc tttgtcccca aaggtcatca tctaccaatg atgttgttat ttgatgttaa 
tcatgtataa agaaagtagc taccatcctg gccctgatta gaacttccca ctgaaatacc 
qtcctgccta aaggtagcac aggtttccat tatggtggtg gtggggaggg ggcgggaata 
ratatatata tatatatata tatatatatg gtaaagcatt cggcattctt ttaaagtaca 
actatccttg aaaagggtta catattaaac catttttacc acagccaaag gggaggagaa 
agatccaaaa gtcctgtgga tctgctttaa catcaataaa acagttatcc acccttcgta 
gcttttagtg aaggctacaa aagtatgctt tttatggatt acacatgtgc acgcaactac 
tttaattact acagaaaaaa acgaggctcc ttattaaaaa aaaatcagaa acaagtccaa 
cagactctga ggaaatgaag caagagtgaa ttctgaaaag gtctaataaa cagtatggaa 
atatccttgt gggattgttc ttcagctatg cataaacatg taattatcat cattactgtg 
atggggaaaa acacggaccc taattctgaa acaccctggt agcgagagac gggcaggagg 
.^ Qrtqctgcg cac tca g agc ggaggctgag gaggcggcgt ccccttgcaa aggactggca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
6 00 
660 
72 0 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
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acccggaccc 
ccct tcccgc 
gcccgcgcca 
cgtgttattg 
tgccgcggag 
gagcatccct 
cggcgcacgc 
tgggggcgga 
ccgcctgctg 
gccgccgagc 
tgctgcccag 
ggcggctgct 
actgcgtcta 
gccgcctccc 
gctcccccac 
gtgccgcct c 
aggaagctgt 
ccctcgcctg 
gggcacgcgt 
cggagacgtc 
tcggtct tqt 
t taaccgtag 
gggtgatctg 
gtagat taaa 
tgaagtgtta 
gctttattct 
tagggtggca 
cctacagcag 
ctgctgatcg 
ggccagggcc 
ctgttccagg 
caataattca 
atgattttta 
gatataagct 
gttatgttat 
ttttggtttg 
attgcatacc 
ttttgaaaac 
atccagcact 
aaaattttgt 
ttgcccactg 
ttcttgttcc 
agtaacagag 
tgtacacaaa 
gaataaatag 
tcaccttatt 
aaaattttta 
tatcagcttt 
ctcatttctg 
attaatttat 
acacctttca 
ttttctttta 
gatctgtgct 
^aoafaaata 



tcctccggcc 
gtccgcagcc 
cagcaggtag 
ccgccgaggt 
ccccctgccc 
gagccatcga 
agccccgcac 
ggctgggagc 
gccgcgactg 
tgagaagatg 
cgtcgtgctc 
ctccgccttc 
ccagagcatg 
gctcccgggt 
agctggcgag 
cccgccttcc 
ggctgcgtcg 
ggtctgatgc 
t tagcagtt t 
tacactccga 
gttcttt ccc 
aagcctaact 
ttgtctgatt 
cttgagaaac 
taaaaaaaaa 
tggt tattcc 
tggggaaatg 
ctgtttttac 
accct tgatg 
t ccatttaaa 
t catggtttc 
ggctaatttt 
tcatgattaa 
cagaacacaa 
ttttgttcaa 
gcaagttctt 
ttacctgatg 
atttaatcta 
aattttcatg 
ttaatgtgtg 
atcatcaaat 
tgcattttta 
cagggtattt 
gctacct ttc 
ctatct t caa 
ttttacctgt 
gcttgctttt 
cgt ttgcaag 
aagggagttt 
atatattaaa 
actctaggtt 
catagaattt 
tggcaggtaa 
cctttttctt 



agcacccacc 
ggcccagctg 
ctgtactgca 
ggaactatgg 
cggcaggggg 
tccgggaggg 
tcgcctaccc 
gggtggcggg 
aggcccggga 
ctgctgtccc 
ctgggcacgg 
ctgcccgccc 
gtgctcttct 
ctcggcgt cc 
ggtcacccgg 
tctccgcatg 
tcctgaggct 
tgcttagcaa 
ctggcctttg 
agtgcgcttt 
ctggacaagt 
agatacaatt 
actttctttc 
aaaccataaa 
aaaggtgaat 
taatgtccac 
ggacggtatc 
cctgtggtca 
gccccagttg 
ccagtgtctg 
ctggtagttg 
ttccct ttat 
gtttttactt 
agtcattcac 
agaggacaca 
atttttttaa 
ttcagagatc 
atcattcccc 
catttatgaa 
ttccttgatg 
gcaagttatg 
tttttattgt 
tgaatttatt 
aatatttttt 
acataagacc 
gactttgtac 
cttgttttgt 
gctagtgatg 
tagtaattta 
gaggcatttt 
taaaaaataa 
ttaagctgaa 
acctgct tec 
ccccagt ttc 



ttcacccagt 
gggagcatgc 
actgt eggee 
caaegggega 
atgtggcgat 
ccgcgggt tc 
ggccccgggc 
cgcggcggcc 
ggcgggcggg 
tggtgctcca 
cgcccaccta 
get t ctacca 
tcttcgagaa 
acccgagctc 
ccggcccggc 
cttcctgccg 
acgagtggga 
agtgggtgca 
gtccaaagag 
tacagtgacc 
gaaagctggg 
cttgccaact 
tgttactgtt 
agtggaaggc 
ttttctttta 
ctagtcctct 
attttgtctt 
gtcaggtact 
gaagttgttt 
taagtgtctc 
aegt ttaaaa 
atggtaactc 
ccacatcatg 
ctgttaaaaa 
atatgatgea 
atggctgtaa 
cgatttactt 
ccaccgtctg 
aggatgectg 
aagttcttta 
aacatttaat 
atggagggga 
agggtctttt 
attgt t tctg 
caaaggaaaa 
cattaacttt 
taggacactc 
attctcttgt 
agaggttata 
aaaataaaat 
gtggttcaca 
gagaagtagt 
aacaaat t ta 
actact ttat 



teegtcagt c 
gcagtggccg 
caaaccaacc 
ccaatcagaa 
gggtgagggt 
ecttget ttg 
ggeggegegg 
cgggcccggg 
gagegcagge 
cacgtactcc 
cgtgttggcc 
agegctggae 
ttacaccggg 
ccgggggcgc 
ggacccagca 
t tetgecgag 
cccgccgccc 
gatgeaegtt 
gtggtcatgt 
tct tgaaaca 
cgaagaaatg 
ttaactgyy c 
tctctgtaga 
cctct ttaac 
tttctcagtt 
tttacttttc 
tttaactttt 
atatttagtt 
ggggggaagg 
cttggaagga 
tgggectcat 
caccaagttt 
tgacaactgg 
aataattcta 
gaatacacca 
aacctagcag 
cttgatttcc 
ttcaaatcaa 
aggaccctta 
ggagtegtag 
aaaaatttaa 
caaataatta 
tetgeagtet 
ttaagattaa 
agatt tatag 
gtcactgaga 
tttttttctt 
t ctgtataaa 
agttt ttaaa 
tttttttaaa 
gtagttcttg 
agtaggtcca 
gttggatttt 
ttt catatgt 



gccaccacct 
gagcegggtt 
aatcaagaga 
ggcgcgttgt 
catggggtgt 
ccgccgggag 
cccatgcggc 
cggtgattgg 
ggagctcget 
atgcgctacc 
tggggggtct 
gaeeggctgt 
gtccaggtga 
ggacctct cc 
eggagagcac 
ategctet ct 
cttt ccccgc 
ttaaataata 
tggaacagat 
gaagtacaat 
aatacatttg 
l LgaaL.gL.gi_ 
gattggattc 
agtaggtatt 
tgaaagaaca 
ttggtagggt 
tttttttcca 
tgcagttgca 
aactaggaga 
aaaaaagata 
ttaaaaatt t 
gtctaaatgt 
cctgggatgg 
tctgtggcgg 
ttgaaggatt 
tgtttctgaa 
cagcaagtga 
aggaagtggc 
agtataattc 
aacgaactga 
aaccaagagt 
ttttctgttt 
gggtttcctg 
atcaatagag 
tgatgttctg 
tgttttgatt 
gaattgtttt 
gt at tgttga 
taaaaggttt 
tgacattttt 
cagaagaata 
tgagatttat 
tct tggat t c 
atctctgaga 



1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
22 2 0 
2280 
2 34 0 
24 0 0 
2460 
2520 
2580 
2640 
2700 
2^60 
2820 
2880 
2 94 0 
3000 
3060 
312 0 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4 14 0 
4 2 0 0 
4 2 60 
4 3 2 0 
4380 
4440 
4500 
4560 
4620 
4680 



S MlAKi Saliences ( il \ i 1 1 i V . ; i ): V\juctkL'i l-Ultv i >\B m 



Docket No. GEN-T1 13XC3D2 



gt tactttcc 
cttaagttct 
ctccctctgg 
ggcattcctt 
ctcttctgtc 
gagcccacct 
aagagcctt t 
ttttttgagg 
agtattttgt 
aagcattttg 
actttcccat 
gaacatttga 
tattcatatt 
atatatatat 
aagacaat ta 
aaagccctat 
agaggccgta 
aaagttggag 
aaattctatc 
ctatcctagg 
atcqttatga 
ataggatgtc 
ttcccccatt 
taatcaacac 
ccaggctctg 
gtgatcctcc 
gaaatggggt 
tctgccttgg 
ataaatattc 
ttcagaatat 
tgtaatataa 
tgacctgctt 
attttgacat 
gacagaatct 
aacctctgcc 
caggtacaca 
gacgagattt 
cttgatccac 
agaaacagtc 
actgattcat 
tgtaaaagca 
ataagtcatc 
aaatgttgcc 
tgtatcctta 
tctt aaattg 
ttctgcattt 
tcccaatcaa 
ttactagact 
taaatataaa 
aatgcctgat 
atactttgag 
atcccagt tt 
tgtgggaagg 
cqaaat at ac 



tgtgctgcca 
cgtgattctg 
aggccctagg 
ggcttggggc 
tcacatctca 
ggatattccg 
ttccaaataa 
ggctgccctt 
agttatt teg 
gtctctgett 
aatcttttag 
ttaactgttt 
teggtattet 
atatatggaa 
at tatgtatg 
ctataggata 
tatatatcct 
tactgacaga 
atcgtgagtt 
aatctagata 
taaataatga 
ttcaaatgtc 
ectatgeaat 
gtaatagatt 
gtgcggtggc 
ggagtagctg 
ctttctgtgt 
cctcccaaag 
taattaccga 
att ttacatt 
caataaaatg 
taagtgtaaa 
ttctctaata 
cacactgttg 
cccgggctca 
gcaccatgcc 
tgccatattg 
catgettage 
aaggcttttt 
caaactaatc 
gecattcatt 
tagtctactc 
cagcgtcgtc 
attttactct 
ct tcct tcac 
gcttat ttaa 
atacaattcc 
tataggaaaa 
cctctgtgaa 
ttttctattt 
aaagttaaag 
ggtgtgtaac 
ttctttagtt 
ct gcatacct 



aaacagatca 
gaggecagea 
gggaatctgt 
cccatcactt 
ctctcccttt 
ggatgatctc 
gaaaacattc 
cat tccccca 
tagt ttaact 
tctttaacag 
tttcttattt 
tattttegga 
tttaattctt 
ataactgaaa 
atgtggtgaa 
ggaagtaact 
tgagctggag 
ggattgcgta 
aacgtgaaac 
tatcctaaat 
caaatctttt 
agaattcttt 
acactgaaaa 
ggggtttggg 
accatcatgg 
ccgtgccatt 
tgcccaggct 
tgctgggatt 
tttatcttgc 
agtggctctg 
cacagttct t 
atagtgtgaa 
tgcccttaac 
cccaaaccag 
agcggtcctc 
cagctaattt 
cccagtctgg 
tgattcatac 
atctagagaa 
ctaaactcct 
agaatgaaac 
ccttttatga 
tctgatacct 
tetctget ta 
1 1 tagctgag 
gcaggataat 
agt ctaacac 
tactaaaaaa 
caaaccagtt 
taaaatcaca 
tttcccctac 
tttagatttc 
aaatgaact t 
atggggatac 



cctcaaacta 
ctttgaaatc 
tcttgtgggt 
caacctctgc 
ctcttagaag 
ttcatctcaa 
acaggttcca 
caacaatgaa 
tgccttattt 
agaacctggt 
acagatt tac 
acaaatctgc 
atctgattct 
tcttgataaa 
tatactggtg 
tgaatgtgga 
tttaaggaaa 
ggactcatga 
tagatttatg 
gttgagatag 
tagcatgt tt 
tttctttget 
ctgatcattg 
tttttttgag 
etcattgeag 
atttctagct 
ggtcttgaat 
acaggtgtga 
ttaaatcagt 
actgetaatt 
aagtttatat 
aaacacaaga 
ttctccaagg 

a gg t g ca gtg 

ccacctcagc 
ttttttttgg 
ttttgagctc 
tcttaactga 
catttataac 
aatgagttaa 
atgtttactt 
cacttctaca 
atagtcctaa 
tttgecat t c 
agtgacagga 
aaaaact t t t 
aattaaat tc 
atgtaactag 
atttcaggtt 
gatgeaatta 
tcctacactg 
t tccaagagc 
cttacagatc 
ct ctgtgcca 



ageggcttaa 
aaggtgtagg 
ttcaacttct 
ct tacagtcc 
gatget tgtc 
gatcct taat 
gggcttagga 
ctccatagt t 
ctttaggtat 
tttctgtaat 
cttcacatat 
attctgtata 
gaaattacca 
ttaaaggtga 
tttggtttgt 
atgettagag 
acttatggga 
aaaaggaatg 
ttagtttata 
ctgeataaac 
tgtgaagctg 
tctttttLdd 
aaatttgtag 
tcagggtctt 
ecttgaatge 
aatttt taaa 
tcctggcctc 
gccaccatgc 
tggtaacact 
cccccttctc 
aaaataaaca 
aagaagataa 
attcatactt 
gtgeagtetc 
ctcctgagta 
tattttttag 
ctgggctcaa 
aacattgttc 
tggatctt tc 
atttatattc 
agaattggag 
ttctttctgc 
caagaatatg 
atgtgaagac 
ctgtgtaggt 
actataggaa 
tggttaggga 
aactctat t t 
gcatttgtgt 
tacattcaaa 
cgtacacctt 
t tttgagtaa 
agttttttag 
tt acgatgga 



aataatagaa 


4 98 0 


ct caa tt t ta 


5 0 4 0 


ggtgac t ggt 


5100 


ttgctgccac 


516 0 


attgggttta 


52 2 0 


L cx LdaL L y L a 


52 8 0 


tataaaraca 

L_ ^— j Cl d 


5 34 0 


1~ c\ r~* c t~ ^ t~ t~ c 


5 4 0 0 


ttaegtatta 


5 4 6 0 


aagtttactt 


5 52 0 


cccttaagta 


5 5 8 0 


ataaccaact 


5 64 0 


t ct tataat t 


5 7 0 0 


t^ta^rttrt 


5 7 6 0 


ttgecac t t a 


5820 


/~~* +~~ /~* rr r"r t~ 2j 
dL LLdydy Ld 


^ a a n 


ssttp^^snn 

da i— u. cx cx ci ci y y 


5 94 0 


^anttarrtt 

Cl Cl y l_ l_ Cl L- L. 


6 0 0 0 


nrrf sns 3 1 1~ 
y uay da l u 


6 0 6 0 


a a l a a. l y u ci 


6 12 0 


Cl L_- Cl Cl Cl Lm L L Cl 


6 18 0 


dddd L i_ ll l t 


6 2 10 


yL»^aacxcicict L. 


6 3 0 0 




6 3 6 0 


r- 1~ nnn t~ 1~ ^ ^ 
_d_j_d L- v- ci ci 


64 2 0 


anttttt n 1 - ^ 
dy L L L L Ly Ld 


64 8 0 


^yy '-yd lll L. 


6 c ) 4 0 


l- l cty ^ ^ ^ uci 


6 6 0 0 


t c\n p\ ^ t~ t~ t ^ r* 
l y y ci a l l l a u 


6 6 6 0 


t_clclcl Ly L L. cl cl 


6 7 2 0 


yy l l l LLdy l 


6 7 8 0 


Cl y Cl cl L L L- Cl ci y 


6 84 0 


1 1 1 1 1 1 at a a 

l l L L L Ly LCla 


6 90 0 


r^rtr^ pfnr 

ci l- i ^_ cx ' l y l 


6 96 0 


ortaaaacta 

v — j ^ — j ^-j ^— j Cl. ^ ^ Ci 


7 02 0 


tnonrrnt 

i— yyy yy l ay « 


7 0 8 0 


y ty a LCLy ll 




raaatttrtr 


72 00 


f- ttntnt^nr 


72 6 0 


L y ct cl L L, L Ly L 


/ J ^ U 


a aaaaaart t 
yyy y 


73 8 0 


Cl L, L LL Ly LLd 


7 d d fl 
' t H U 


aatcatacct 


750 0 


rttaaataaa 

a c.a ci L- ci y ci 


7 5 6 0 


ataaatatat 
y L yyy u y u y u 


7 62 0 


attaaarat t 


7 6 8 0 


actgettaac 


7 74 0 


t tacact t t a 


780 0 


atagtttttt 


7860 


cactgccaca 


7920 


tcctaggtac 


7980 


gtgtttgaat 


8040 


t acagt agca 


8100 


aggcaeggga 


8160 
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tgtacattgt 
acctgccatt 
aatttactgt 
tcttactgag 
gtagtcatcc 
aaagaattcc 
aaaagaagag 
agtattgttc 
ttacagacaa 
tcaggcactt 
gaccccctac 
ataacactga 
taaagtaact 
tttgaacatg 
aataaacatg 
cttttccatt 
attagaccgc 
tgttacccca 
ataacattag 
gatggcaata 
t^gt ctgggc 
tggatcactt 
taccaaaaaa 
caggaggctg 
cagagtgaga 
gctggtaatc 
agatcagcct 
cgtggtggtg 
aacccaggag 
acaagagcga 
cagagtactc 
taagggatgg 
ccaagtctag 
ctccaccctc 
cgcagccagc 
aatttttgag 
caccagaaat 
gtgtataagt 
agaattccag 
gtcccagcca 
acaaaataca 
cttaaaagaa 
actgaggaaa 
tgttgcatat 
tcttggtgca 
attttttgtt 
aaaattacat 
tttttgcaga 
taggtgtaat 
cagtctcaag 
atgagataat 
aacacaccct 
aaaagacaca 
nncca tqqca 



tccaggtgct 
atggaggtca 
gccatgccag 
caagtgacat 
aggtgagaaa 
aaatctattt 
ggtgggttag 
tattatgtaa 
ggaaaaggga 
attttctgaa 
tttcaaggta 
aattagagac 
ctttgcttgg 
cgtaattaac 
aggagtttga 
cgttggtttc 
tcctctctgg 
tctcattgtc 
catattttaa 
atgggaagaa 
acqqtqtggc 
gaggtcaggc 
atacaaacac 
aggtgggaga 
ccctgtctca 
caagcacttt 
gaccaacatg 
cctgcctgta 
acagaggttg 
aattccgtct 
tagggaattc 
agatttttga 
tgagtccgat 
aagagtaagg 
agtgcagaga 
cctatgcaat 
caaaacccca 
gtaagtgata 
gggcggaaag 
catattaagt 
tagtctctac 
aacttgaata 
taaaggagga 
gtaagcaggt 
cttacatatt 
ggtttttaat 
aagcttctaa 
gagtagtttt 
tcctatttct 
attctcgtcc 
acgtgaaact 
ctaaaataag 
tgcatgctga 
qt t ccacagc 



gtcctgggta 
cattctagtg 
gttgtttagc 
ttgtgtggag 
tgatggttag 
tagtggtagc 
taacacactc 
ataattccat 
acacccatgg 
gatgctctgc 
ttcatctagg 
gtgtttatta 
gttagtggag 
atggaatgtt 
agcatggcat 
attctagtct 
aattccaact 
agggtaactt 
tgtatggatc 
tgacttgatt 
tcatgcctgt 
attcgagacc 
ttactgggca 
atcacttgaa 
aaagaaaaaa 
gggaggctga 
gagaaacccc 
atctaagcta 
tggtgagcca 
caaaacaaac 
tagtctgtgt 
atggcataac 
tcattctttc 
cagaatgagc 
aaccttggtt 
tctccaaggt 
aataagaaag 
tttggaagac 
aaaggagggt 
gctaaccacc 
cgtaaagtaa 
tatgctgaga 
atacaactgt 
ggttcaccta 
gcattgcttc 
tttactcctt 
tatatgagaa 
gtcacagtca 
ctgccattcc 
ttaaatggaa 
gcctagctca 
aacagtacca 
gtgtatgaga 
atgacgtggt 



ccaagggata 
tgggaagaca 
ctggtgggtg 
ctctgtaaaa 
gggagtggaa 
tgatagggct 
agtcgcagtt 
ctttacaaag 
ttcacatctg 
ctggcaatgt 
aaagacatga 
actttgccat 
aaggctataa 
tagggaaaag 
tcaaggtttt 
agcttttcct 
caagcccttg 
ttatgtaata 
atctcctctg 
ttactttttc 
aatcccagca 
agtctggcca 
tggtggtgtg 
catgggaggt 
aaggtaaaag 
ggcaatggat 
ttctctacta 
catgggaggc 
agatggcacc 
aaacaaacaa 
ttctgtggaa 
tagttgataa 
cttaaataga 
aaagtcagag 
tagttgtgaa 
tttatgttgt 
tgttacttga 
gactttactg 
gatggtacct 
tactgttaaa 
cacataattt 
tagttcacaa 
gtccaaatga 
aaagttggat 
cgggcttaat 
gtaattccgt 
gtcttctcac 
aaagattttg 
gtatgtcatc 
tactttttgt 
gtgaatggta 
aaagacagga 
aagaactttg 
tgctgtgggt 



caatgtttga 
aacaataaca 
agaggtaggg 
gggccagctt 
agagtggatg 
ttgtgattga 
agtgagtgct 
taggcaccat 
tagtagccta 
ggttatattg 
actgccaatt 
acagaggtaa 
aaattacttg 
aggttttcaa 
ctaaattctg 
tctgggccgc 
cttttctcca 
ttaacatata 
caacattgta 
ttttaacaaa 
ttttgggagg 
acactglydd 
tgcctgtagt 
agaggctcca 
ggccaggtgc 
cacctgaggt 
aaaatacaaa 
tgaggcagga 
attgcactcc 
aacaaaacag 
atgtatatga 
gttttgctct 
tgaaggagga 
aagttaaaaa 
tcaaaaccag 
ttcttctgtt 
agattttaga 
cgctcctcca 
ggaaaggaga 
aggtgtaatg 
agcagtgcag 
attaaagaaa 
atacttaact 
gtaacgtagt 
ttgtgttcat 
ggttgatatt 
ttgacatttt 
ggatcttgca 
tggattaagt 
catgctattt 
catcatagat 
tgtaaaataa 
tggccttctt 
ggtagagcag 



tagacaatgt 
agaaaatgaa 
gtttggaaaa 
ggaaggtaat 
ttaagattga 
atgtggagga 
gctgtgtgca 
tcttcctctt 
gccaggagtt 
gttgaaatga 
acaatatagg 
agtaactctt 
gagtttttac 
ttgataacat 
ccccggttaa 
ccctccccac 
tctgtcatga 
taatactgat 
acctcttgga 
aatggtggag 
ccaaggaggg 



cctagctact 
gcttgggcga 
ggaggctcac 
cgggagttcg 
attagccggg 
gaatcacttg 
cgactgggca 
agagaaaagg 
atctcacttt 
aacagggtac 
agaaacatga 
agaattctca 
tactttttgt 
tctctgtagg 
gtacttattt 
gcttggcatg 
gtcatgttaa 
ttctagactg 
aaagatgtca 
tgaacaaaga 
gggtgggagc 
taacgccagc 
ataggaataa 
caaagtgaaa 
ttatttggaa 
gtgagaaacc 
gtcaacttct 
tgaagacaaa 
actcagaaaa 
gggcagtacc 
gggtggcaca 
acatgccgct 



8460 
8520 
8580 
8640 
8700 
8760 
8820 
8880 
8940 
9000 
906 0 
9120 
918 0 
9240 
9300 
9360 
9420 
9480 
9540 
9600 
9660 
97 2 0 
9780 
9840 
9900 
9960 
10020 
10080 
10140 
10200 
10260 
10320 
10380 
10440 
10500 
10560 
10620 
10680 
10740 
10800 
10860 
10920 
10980 
11040 
1110 0 
11160 
11220 
11280 
11340 
11400 
11460 
11520 
11580 
11640 
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ttctgttaga 
aggcggctga 
ttcttactgg 
ttcagactaa 
attctttcat 
caacatatag 
ttagaactct 
ttggaatgat 
ggtcgaagat 
gacttgcata 
aaacatttgt 
ccaactagaa 
ggtgggagaa 
ctacttgcag 
ggcaggaatt 
acccggaaca 
atgaccatct 
gcaaatcaga 
ttacaggaca 
aactgttgga 
gaaacgttga 
ataatcgtgt 
gggggatatg 
acctcagtga 
acagaacaca 
ggggaactca 
aaaatgagac 
atgaccatgt 
ctggacacaa 
attaccttag 
ttatttttaa 
tgcttgtcaa 
aggctcctcc 
ccaatattgg 
ctgagaagaa 
gaaaaattag 
accctgatga 
caaggaaaaa 
tactatggaa 
actagacatg 
ttacagtttt 
agcaaaagga 
gtttgtattg 
taataatttt 
tgctttacag 
acatttaaaa 
tgaaattctt 
gctctttctc 
ggataagaat 
gaagtagttt 
ttacactcat 
ctcatcgtaa 
agaacctacc 
^rrt-t qtaaa 



tgtagtctgc 
tgattccatg 
aagattgccc 
acttggagac 
tcctgatcat 
gcttatgtcc 
gtggagttga 
gtcaagagga 
tgtaaaaatt 
aatctggaga 
ggaaagcaag 
agaatttttt 
ctgaagttca 
gatcctcaag 
caatatctga 
ggaattccta 
tctgttggtc 
catcaccatt 
cccctggaga 
accaaattca 
tqttctatct 
tctaatccga 
atcagaagat 
ctctcgattg 
cccatgattg 
tgcttctagt 
agacttccag 
gctgtgggag 
tttgatcaac 
aacctttgca 
aggtaatgaa 
ggggcgttac 
atgtttgtaa 
ccagaaccca 
ggaagcactg 
agagtcatca 
ttcagtgact 
ccccttgttg 
acagccatgt 
gtaagaacaa 
gcgtgtgaag 
aaaaaagaac 
attattgggc 
actattcaat 
cagaaatct t 
gttcaagtaa 
tatagctgta 
ttatccatta 
aatgacaggt 
acatagtttc 
tttacaggca 
aatgacagat 
tcttagtggc 
qtaqctaggg 



aagcatcctg 
gatagcccac 
tgttcttatg 
tacagtcagt 
cctcaaaatt 
ttgagaagca 
attgcactat 
attctgattt 
tgttttaagt 
aagattatca 
tttagaacat 
tgcacattat 
gttagttcag 
taagccattg 
tgaaaagatt 
ctcatcaaaa 
atttggtaga 
atcagcacaa 
tgggtagcct 
ttatttacat 
tctcttaaaa 
gtgaacctga 
gtctgtgatc 
aagagaagac 
ggttgtcctg 
tctacctatg 
tacattctgg 
tcagtgatcc 
ttatcaaaaa 
aaaatagata 
aactacatca 
cacacacttg 
tgttgaccac 
caggaagttc 
tctttatctt 
atcacgcaga 
ttctggattt 
tttcttgcag 
gtctcattga 
tgagagagca 
tactattttg 
tttgtcatct 
aagtagctgt 
gaaacgtttt 
ataatgatta 
ttataaacat 
cttctgtgta 
atcacttaac 
taacctattt 
actgatttca 
aagaaatagg 
gaggattcaa 
tcttatgtta 
cttgtgaat t 



attttactgg 
tactagtatt 
atactgctgc 
cagagaactt 
ttgaaaaaga 
gcagttaat t 
gcaagggatc 
ataacaggct 
gcaaacagtt 
ggatttaata 
cacatattct 



tttacattag 
tatggcaaag 
acgtggaaat 
agaaacataa 
ttctgcattc 
ttatgtggtt 
gctaatagca 
ccagctttac 
tttcaacaag 
aatctgctcc 
cgaaaatgga 
gtgtcctgag 
caagttgtat 
ctttttaaag 
ctgcatatga 
agaaagcccc 
agctaaccga 
aaaacttgga 
gagatagttt 
gtgtaattcc 
aacagatttt 
acaagttgaa 
atcctatgga 
caggaagatc 
tccagtacag 
tgtttttcat 
tgctggagtt 
tctcattgaa 
gtgagccgtg 
aaagcttatg 
gttaggttcc 
ttgctatttt 
aaacggggta 
actggtaata 
tgtaaattgt 
atcaaagact 
agagttttga 
tagttggtta 
ctacaatccc 
tttggagggg 
attcaagtct 
cagtataagg 
aagagactga 



gcaagactat 
ttcacaaatt 
ccttttagct 
gctaggccac 
aattgtaaaa 
acctaaacac 
aagtaacaat 
atgaatgagt 
ttttattcag 
tggtgaatta 
tctgtttgga 
gttcaaaatt 
aaaaggcaaa 
taatagtttg 
agccttccat 
atacaagagg 
cacacttctt 
tcattctgga 
cacccaaaca 
atctggaaga 
taatggtggt 
aggtttggay 
aagcaccagg 
tgatcagtgg 
ccaactgtga 
tgtagtggaa 
actagatagt 
gggcttatcg 
atgacaattt 
tccttatgat 
agcatcataa 
tggcagatga 
tgtggcagag 
tgctaccaag 
acactgctgt 
agggtggcct 
atgcaaaata 
ggaagaacca 
tgcagtcagc 
atggtccaaa 
aagaaggctt 
atttattgca 
gatcttattt 
gaaaaagact 
tatttcgttg 
atatgtaatc 
ggggagagat 
ataaaaagtt 
ctatgttcta 
aggaggagta 
ttgggtgttt 
taattgaagt 
gagagcagac 
ttaacaggag 



gttgatttac 
tcacaagaca 
tcatttgctg 
ctctcaggtt 
attacatcag 
agcaagtacc 
aaaattatga 
acctttccat 
ctttgaaaat 
tatggcatgt 
cagaccactt 
cctaatgcat 
taaagacaga 
ggaagtagta 
cacaattccc 
gaacctgatt 
ccaaatattt 
atcatcacta 
agctaagaaa 
tcatattaat 
attctacatg 



Lcctd.tyv-.aaa 
aacacctttg 
ttgggacttt 
gagacattct 
gaagtgctag 
gtccaccagg 
ctggaacatt 
ctggtgccag 
gttacatggc 
gtcagaacag 
cttgggaaca 
ttaaatgacc 
ccttctgcca 
ttaaccaaga 
gaccatggag 
agagggctag 
gcgttcttaa 
cagtttattc 
cacctagtca 
tgctgaagaa 
tgataattgt 
cagaagggca 
agtttttgta 
gcataaaaat 
atattgaaat 
agactagcta 
ccatttcatg 
ggtgttgtat 
gttactatta 
tgcccaagtt 
ccattacttt 
tgttccttta 
aagaggcata 



11940 
12000 
12060 
12120 
12180 
12240 
12300 
12360 
12420 
12480 
12540 
12600 
12660 

12 7 2 0 
12780 
12840 
12900 
12960 
13020 

13 0 8 0 
13140 
n 0 n 0 0 
13260 
13320 
13380 
13 4 4 0 
13500 
13560 
13620 
13680 
13740 
13800 
13860 
13920 
13980 
14040 
14100 
14160 
14220 
14 280 
14340 
14400 
14460 
14520 
14580 
14640 
14700 
14760 
14820 
14880 
14940 
15 0 0 0 
15060 
15120 
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attgtgaaga 
gtgggaagat 
gtttctggtc 
tttccacagg 
ctgtatctgc 
atttgggtgt 
aaaagttttt 
ttgagataaa 
gacattgtgt 
acctgttttt 
aaacaacaca 
cctgaaagcc 
tgtcctttgt 
taaatgaaaa 
atgaacctga 
atgaaaaaca 
tttgcagggt 
agaatgatgc 
aaactacctt 
aattcagtaa 
tcaggccatt 
tgtgttctgg 
tttttataat 
gggcttaaga 
ctccccaaag 
aaatcagtgc 
tttactcaca 
catttatgtc 
tacatacata 
gcttccagaa 
cctttctttc 
tatggacaag 
acaagatgca 
ttttaagtct 
acacacaaaa 
agtttaaaaa 
tagcatggaa 
gctcctcagc 
cgttcttatt 
ctcctgctct 
ctgaaaaaag 
cgttatgtct 
gctctttgaa 
atgcttgcta 
nnntgtacta 
tgagaaatct 
cttcacattg 
tgttttatct 
tatttagcaa 
tacagatggc 
aaaacagcaa 
ttggaaagtc 
gatgtaagta 
aaaatqtatt 



agtgactagt 
gactaggaaa 
tcctaataag 
gaaatttatg 
tgtgtctcag 
ggcatattct 
tttaaaaaat 



tgaagaatat 
tatggaggct 
aagattaaaa 
gatgtgatga 
agtgtgtgca 
gatgaagata 
gagaaatttt 
aattatcatg 



aaaagaaaag 
acatttgtag 
ctttaaaaag 
tattttgaaa 
acatctgtta 
qaggagctca 
atgctcctga 
tatgtagaga 
gatcttccct 
cactgggatt 
atactcaatg 
agccacgatg 
atcgataaac 
gcactgtgca 
ctttatgtta 
ttctcttttt 
atagatctaa 
gaaacaaaaa 
ttacaagtat 
cagcagaagg 
taaactggaa 
ttcaaaagac 
cgcgacactg 
ctcatgaaca 
gcagtttaca 
aaaaaacaaa 
cattacagtt 
ggaagatata 
tatttttctc 
tacataactg 
aatttttgtt 
tcttcctttg 
tttagatatt 
atcatcaaag 
acatgggcat 
ttttctgtgc 
agaaacttga 
agctatcttc 
cattcttttt 



caaaggagaa 
tgtatagtaa 
ggacagggaa 
tcctgcctta 
gtgccttcag 
ctgatctctt 
catgtttcaa 
atatttttta 
aaggtgttaa 
aagaatcaat 
aggcgaggtg 
agataaataa 
gttattcaga 
tttttctgta 
aacaagcaat 
ccgtatgttt 
acggaactaa 
tcactggtgc 
atgaggtata 
aaaaccagct 
tagtccctaa 
aggagtgtgg 
cagggtctgg 
ccctgcccct 
gcaggcatgg 
gtcttgatgc 
tcacttttaa 
tttatgaata 
gtttctaagg 
tctaagtgca 
aagatattaa 
aaagccttag 
tgcccagaat 
actcccagtt 
actaatacag 
tgatgtttct 
ttctgccatt 
cccatgtacc 
ttttccttca 
gttctttaaa 
tttaaaacct 



cctgtggaca 
tcttatgaac 
atgaggatat 
ctttctgtac 
aatcatggat 
tatattacag 
gctatatgga 
cacaggtttg 
tcaaaatacc 
agatattaca 
aagctatgaa 
ttacttgctt 
gtaagtgatg 



gaggatttca 
taaggtttgc 
acacctttac 
ggcagttagg 
ctcaaaataa 
tcaacagcat 
gatttgcatg 
acaaagaatg 
gcatgtgatt 
aggcagttta 
aaactggtcc 
gtttgtttga 
aatcattttt 
ggggatgtct 
tataatgaac 
tcttgtgcct 
tgtgatttaa 
actttaatta 
gctttgccta 
tggtgctagg 
ggggctgggg 
gcaggtgcgc 
ctgtgctgcc 
accgaccccg 
gccactatgc 
aattctggct 
ctctgaacag 
aaaactcatt 
aaagtaatgg 
tttgtctgca 
taaatagtgt 
ctaatttata 
aaaaacttag 
tcttgaaaaa 
gtacatcgaa 
ctcatactta 
ccagttcaga 
caacaggcct 
tctcatctgc 
attaaaaaag 
taaaaaggta 
tgtctgtctc 
agtgttttat 
tgattattct 
ctgagctatt 
ggaaatattc 
atgttttaaa 
gatttgccaa 
tatttcattt 
gttcttatat 
cctgttcttg 
ttttcctaaa 
gctttgtttt 
tttctagaag 



gctcccaggg 
tatgcaggtt 
agatggaaat 
ggaagggcag 
tccttatgcc 
catctatact 



tggaagacaa 
ctgtatattt 
actttagatg 
tatgcatggg 
gcatctaatt 
cgaaagcaga 
attggctacc 
gatgagttct 
ttaaaattac 
tattttgaag 
aaaatgagta 
ttttatttat 



ctggtgacaa 
ctcttggggt 
acttgtcatt 
accaccaLyc 
catgctgggt 
cccgcccact 
ctgggctgtg 
tgttggtaag 
atcaagctat 
gtgcaaatat 
aaacctttgt 
aagttgttgg 
catgaccaaa 
atcttgcata 
caccattagc 
tttattctaa 
cacctgtgtg 
cagaataaag 
gccacccttc 
ccagggttac 
cagaatccta 
gttgtgtacc 
ccatattttc 
ttttactaga 
atattgttag 
attttaattt 
tatgatctct 
acaacatcat 
atatcaaagt 
aaaataaaga 
gcatgaaacc 
ttaaatgaag 
tatttttgtg 
cttaccttct 
tcctttgtgt 
tagcattggt 



gtggtaaatt 
tattttgcca 
tcatatcacc 
agaattcttc 
aaagtagcat 
taacaacagc 
atggacatga 
atgtctctgt 
ccgtatgact 
agcaagttaa 
caggccttct 
ataactagtt 
tctgaattaa 
taaaaagtgg 
ttaaagagtt 
tgacaaatta 
ctagatttac 
gtttattctg 
aagtgtaaat 
agaaaactga 



aggtgtgcag 
ctggctaauC 
ttgaacttct 
ccacctcagc 
caaaactttt 
agaatgggga 
tggtattact 
ttaaacatac 
cacatccctg 
gttaattgcc 
agataatcct 
atccatgatg 
agccatttcc 
aatatgtaag 
cctaccgccc 
ttttaatctt 
tggtctcctt 
tgcttccatt 
cctaataata 
ctttagtgtc 
atagtatttg 
ttgattgtgg 
caatcaatga 
attaccnnnn 
gaggctcctg 
tcgtcagttt 
aatgtttttt 
aaatataata 
taggtttttc 
tgggtttttt 
attttacttt 
ccctctgttg 
agctctttaa 
gggtcgaagt 



15420 

15480 

15540 

15600 

15660 

15720 

15780 

15840 

15900 

15960 

16020 

16080 

16140 

16200 

16 2 6 0 

16320 

16380 

16440 

16 5 0 0 

16560 

16620 

16 6 3 0 

16740 

16800 

16860 

16920 

16980 

17040 

17100 

17160 

17220 

17280 

17340 

17400 

17460 

17520 

17580 

17640 

17700 

17760 

17820 

17880 

17940 

18000 

1 8 0 6 0 

18120 

18 130 

18240 

18 300 

18360 

18420 

18480 

18540 

18600 
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taattctaga 
ggtgacatct 
gtacttttta 
aaacctgtag 
ataataccta 
aacaacctga 
ttttcttcct 
gatgaggtat 
attacattca 
tgtatctgag 
acatttcact 
tctggcctgt 
tgctgctgat 
agtacaggga 
tgttaatttc 
tacctgccag 
tctagtagtg 
taatattgat 
ttccttcaga 
tctgcatgta 
actgacctga 
ccgagtgcct 
gggaaggctg 
tgattttaaa 
gaaaaatgtg 
atccatagac 
atgttaggaa 
gactgttgtt 
gtttcctggc 
ttcgcttgac 
tcgagtcagc 
tgacaacact 
tgtaatggtg 
gcctcagcct 
tattttcagt 
caggtgatct 
ccctgcctgc 
cacttttctt 
ggagttagag 
gtgtgtcagt 
ctcctttcag 
atggcattta 
catggcaggg 
aggaactgct 
ttccactcct 
gaagattctc 
tatgaagtta 
tgtaatctga 
gtagcaaata 
gtttccacta 
tgtattttgg 
aatataacca 
aaaaaat tat 
t t ccaagatg 



gtcccaagaa 
taatataact 
attctccaaa 
ctacttttga 
gaagctcaaa 
tcaatatagt 
gtcagctgtc 
agaaagtaaa 
gatttatagg 
tattttcccc 
cttggcagaa 
gcagacatat 
ggatgtttct 
atggctcttg 
atgtagagtt 
cttttctttg 
acttgtggag 
cactagtact 
ttaaggactt 
tttgggacta 
atttcattta 
gtgactttgt 
ctttttgaaa 
tttctttaga 
catataaaaa 
gtggttcatt 
tcacaacaga 
ctgcttagac 
ctgatactca 
acatccttgt 
aggatatagt 
ttgccttttt 
caatctcagc 
cccgagtagc 
agagatgggg 
gcctgcctcg 
tatttgcctt 
gttgaacagc 
agacccaggt 
gggcaaatta 
gcaccttaca 
aaagtggttg 
aagcgctgca 
gtttcatgag 
ctcctccaag 
acacagccaa 
ttgtcaaagt 
tgtcctatct 
ttggtgacac 
aaatattcaa 
aaatcttaca 
taaaaccatt 
tgcaggaaaa 
tgctgtagcc 



tttgcaaaaa 
gtagcacagt 
taattcagcc 
tgcgtacttc 
gctggaaaca 
actcttaggg 
tcttcatgat 
agaagttaaa 
acaagggttg 
aactttatta 
atagcaaaac 
tggctgtttt 
tccaggtttt 
atagatttga 
gtctgtttaa 
tccaggtttc 
tgggttctct 
gttaatttgt 
ctagaaaaca 
gaaggtacta 
tcagtttaga 
atcaccgctc 
gccttttaaa 
attacaggct 
tttgcatgta 
gtctgattgt 
gtatctctga 
tttctagttt 
aaagaattga 
ctctacattc 
ggctgttatt 
ttttttgaga 
tcactgcaac 
tgggattaca 
tttcaccatg 
gcctcccaaa 
tttaatctca 
atgcgtggtg 
tcctgttcgg 
cttatctctc 
gaggctgtct 
tgatgacagt 
catgcagtat 
gatagggatg 
ttaatgggaa 
atttattgct 
aatataatct 
gaaaggtagc 
aaagctttta 
gtttaagggc 
ctttctctta 
tgttttaaaa 
aatgctaaac 
tggtaaccat 



gagtacattg 
agcagaatca 
ctccaaaaaa 
ctaaattgca 
gcctgatcaa 
aaatcactta 
tttgtggttt 
atgcattttt 
aagctancaa 
catgactggt 
agtcaaccaa 
acttctaata 
aaatatcaaa 
ttttcctgca 
caggattctc 
agtatgaact 
gaacatttct 
gtgcttacta 
tccatgaaaa 
tgggaaggat 
gaaccacttc 
tggcaccaca 
attctgtaag 
ttagtcagta 
gttttagggt 
gtttaggtac 
aaatgtaatt 
gtcttctgcc 
catttaaatt 
tgtctctgtc 
tcttcccctt 
tggagtttca 
ctttgcctcc 
gacatgcacc 
ttggtcaggc 
gtgcagggat 
tgaaatgttc 
agtagaatgt 
cattgcagaa 
agagccttat 
cctaatcctg 
catagctcac 
ctcttggact 
aggaaattag 
ctatgactct 
atcttagtta 
cagctgtaac 
tgagaataaa 
tattttgact 
atagcccagg 
aaagttcttg 
taaaacccat 
ctggttttta 
acagaaccat 



tcagcaatat 
ggaaattgtc 
atcccacttc 
tttttattac 
tatagtactc 
tgcctgtggc 
ttattactgc 
ctcaatttag 
ggggttgata 
tcagactatt 
tggtcaatgc 
ccattctgct 
caaaagggat 
tttcctttat 
ttaaaattcc 
ccactcgatt 
ggaagtgttg 
catgttggct 
aacagattaa 
aatcttcata 
cccttccctt 



tCCJLCdtCCC 

ttgagaaaat 
tatgacagag 
ttcagagacc 
ccttctaaaa 
agcggaaaga 
aggcttgccg 
agtctctctc 
tctgttagct 
atccttcaac 



ctcttgttgc 
cgggttcaag 
accacgcctg 
tggtcttgaa 
tacaggcgtg 
tcttttcttg 
tataaaaagg 
atgctgttct 
tggtaaggtg 
gtagcgtacc 
cattagcata 
acacagggcc 
acttgctgcc 
gctttggctt 
aattatgcca 
tgagatagtc 
caagaaataa 
agttaagcta 
gcagcttatt 
ggaggggcat 
ttttaaaatt 
actttgtacg 
acagaattag 



ttttcccaat 

attgggtaag 

ttatgttttc 

tttaaaaaat 

ttaagctaaa 

tttttttaaa 

ttataccata 

tgaattaatg 

ggaatcttga 

ttatctaatt 

tgctgagaac 

tttcctgtcc 

ctgtgggccc 

tttgatccag 

ttcttcagtt 

aatagagctc 

ctgatagtga 

tttatatgta 

aaaaaacaat 

ctcagaccat 

caccctacct 

dy^ayyu <_ «- 

actaggggaa 
ccttttccta 
cctaaagcct 
cccttttgag 
acatttcaaa 
gaataaatga 
ttcccttgtt 
tatttctctc 
gatctacttt 
ccaggctggg 
ccattttcct 
gctaattttg 
ctcctgacct 
agccactgtg 
gctgaagtgt 
gatggacttt 
gcaataggct 
tgagtgatag 
tggctcatag 
gcgctggatc 
ctcatgaatt 
cctcactgcc 
gattgccatg 
gaacacaaaa 
agaaactgtc 
agagaattca 
gttcttaaat 
atgaacatga 
gtgaggccat 
cttccaaata 
ccaactatat 
ttctcagaat 



18900 

18960 

19020 

19080 

19140 

19200 

19260 

19320 

19380 

19440 

19500 

19560 

19620 

19680 

19740 

19800 

19860 

19920 

19980 

20040 

20100 

2 016 0 

20220 

20280 

20340 

20400 

20460 

20520 

20580 

20640 

20700 

20760 

20820 

20880 

20940 

21000 

21060 

21120 

21180 

21240 

21300 

21360 

21420 

214 8 0 

21540 

21600 

21660 

217 2 0 

21780 

21840 

21900 

21960 

22020 

22080 
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cactgtaggg 
tcatatgtat 
atccctgatt 
tagtattaaa 
tagatttccc 
ctaaaacttt 
ttttt taaca 
catgggtgat 
gagctcatgt 
ctcatcagga 
acctgtatca 
t cccatct tc 
tgtgttggaa 
gctactgtta 
atttatttaa 
catatatcta 
cctagtaccg 
acatatatat 
tttataattt 
agctcatttt 
tttatctttg 
aaatgtatat 
agtacttttg 
ggtcctgtct 
ctaggacatg 
tactttgctc 
tttttttttt 
cacagctcac 
agtagttggg 
atgggggtct 
cctaccaaaa 
attttaaaat 
tttattctca 
tgattatcca 
gataccaaaa 
cctgtgcact 
catgtaaatg 
ttaattttta 
ctcatggatg 
gttcaaacaa 
gataacagta 
acttactttc 
ttctcccaag 
ggtttttttc 
tacactggat 
t aaccttaat 
gggct ttagt 
tctttagcag 
cgctttttag 
gatcaggt tt 
gccaacaaaa 
tatgt tgaga 
t aaatataga 
cctttt tgat 



gagaatct tt 
aataattata 
aaaaagagag 
atggctaaat 
atagctgaga 
attgtaat t c 
tttccttcct 
gatagaatta 
gtgtattaac 
gatagtttgt 
tttgtctcct 
tgcacccact 
attttttctt 
tcaat tcata 
ctatagttat 
cccagcatca 
agt cctaaaa 
acacactgaa 
cccctttctc 
gttccataca 
aaataaaaag 
tttttaaata 
aagcccattc 
ctgcagt tga 
tgcgctacgt 
aggtaacttg 
ttttggagac 
tgcagccttg 
accgtagtgc 
cgctgtgttg 
tgctggatta 
ttaacaatat 
gttgaagtaa 
tatgcggttt 
tctaaggtgt 
actttaaatc 
gttgttatac 
tttgttcaca 
tgaagggcca 
ataggaaatt 
attagtgatc 
tccagttctg 
gcctctctcc 
cctgtgccca 
gactaatcct 
taccacctct 
agactgattt 
gattgatttt 
tgactctgta 
tttattttta 
ctaaacttca 
caaggcaat t 
ttaaat tctg 
gact ctggcc 



gcaagcaaca 
agtcttaagt 
atgtataata 
cttctttggg 
gctaatcatc 
ctctaaatcc 
ctgactcact 
ttcttttcac 
tagagaagtc 
agccatttac 
gaatt tcact 
ttgccact tc 
tttgaaagct 
ccatcttacc 
tagcagtctg 
ttgtaaggca 
actcat tagt 
tatttagtgg 
attaaaaaaa 
catgctgctg 
cct tt caaga 
tct cagatag 
atagtacaac 
ctggattgtt 
gctgaaagaa 
tttccatgct 
agtctcactt 
acctctgggg 
ccaccatcat 
cccaggctgg 
taggtgtgaa 
acttcatgtg 
ttttgtttgg 
tccttcagca 
tcaagaccct 
atctctagat 
tttatttttt 
tatttttgat 
gctgcagtaa 
taaaggcata 
tgtatgatat 
gaggctagac 
caggcttgca 
agcacccctg 
tctacagaga 
aagtccct ct 
gggggaacac 
ttaaaatccc 
ataagtgggt 
aaaatgtgta 
tgtgttttcc 
ttcagctaaa 
aaatgtagt t 
aattgttatt 



ttctacttat 
catcaagaaa 
atggataaga 
atat tctgac 
ttgtaatctg 
tcagctt t ta 
ccttttgttc 
agat taacag 
tcccttacat 
tttcaaatcc 
tcatttcctc 
ctgtttgttt 
caactaacaa 
cttgtttttg 
agat catt t t 
tgtgagacct 
agaagatgaa 
caattcatag 
ctttgttttc 
ttggattatt 
aatgcaaaaa 
atttaaagaa 
ctgtgaagag 
gctgacatct 
gggttaaaat 
tttctctcta 
tattgctcag 
ctcaagtgaa 
gcccggctaa 
tcttggactc 
ctgccatacc 
aatgtatggt 
catttttagt 
tctgtgggga 
catatagaat 
tacttataat 
atttgtatta 
ctgtgatttg 
aatgaaagag 
gaatttgata 
taaaaaaaaa 
atccaagatc 
gacagcatcc 
gcactgct t c 
ctgctaaggt 
ctctgaatac 
actt ctgt cc 
taaagatcgt 
ggaagaattg 
tttaagaaag 
aatacagtgt 
tgttctttag 
ttcattctgt 
t taaaagtaa 



agggagc cat 


aacaaaag 1 1 


22 3 80 


aagt taact t 


gtgaatgata 


2244 0 


gattt ttctt 


ggttaat t tt 


22 500 


taqtatqata 


ca t tg t c t aa 


22560 


tggaaaactg 


t cctct t tgg 


22 62 0 


t tttct acag 


acttttt t tt 


22680 


t cat tt teat 


ggee tgaga a 


2274 0 


ttttcttttc 


gagtatcgt t 


2 2 8 0 0 


ttcattt tta 


tgttttcttt 


22860 


aag 1 1 1 c t gc 


ggt tct taag 


2 2 920 


1 1 1 aaa c ca t 


gtcctctgt t 


22 98 0 


aattggcaag 


ggecact etc 


2 3 04 0 


c 1 1 ctaggaa 


gt t ttttatt 


2 3 10 0 


caaccc 1 1 tg 


t t aataacat 


2 3 16 0 


act t gg 1 1 ac 


a t aaggagca 


2 3 2 2 0 






2 3 2 8 0 


gtgtccttgc 


ettttgetga 


2 .3 34 0 


ttgcatttgg 


ccatt ttttg 


2 3 4 0 0 


tagactttag 


gatttagaga 


2 3 4 6 0 


taaatat 1 1 1 


gtgactgtat 


2 3 520 


aaaaaagctc 


aaaaaacaga 


2 3 5 8 0 


d LULL- cX ci ci ^ ci 




2 3 64 0 


C C\~ C F\\~ at AC 


V— \ ^ V — k_. CL CL 1 — - L- j 


2 3 7 0 0 


\_. ^ c+ V- ci ^-j 


V-J \^ CL CL CL M V_ \J 


2 3 760 


r~i r~i t~ C ^\ f~ t~ 

y y l, LyLLai l 


y Latyyy LyL 


2 3 8 2 0 


L- Cl C CL U- ^-A CL ^-j L_- 


ttataaattt 

d Cl Cl Ci L- 


2 3 8 8 0 


getgagtgea 


gtggtgtgaa 


2 3 94 0 


cct rrtarrt 


ctgcctccca 


2 4 0 0 0 


at 1 1 tct a 1 1 


ttttgtagag 


2 4 0 6 0 


C*. CL ^4 * — CL CL 1— x— - L_ ^-j 


cctatctcRa 

V — L_- V-j V_. V_- CL 


2 4 12 0 


LaaULU i_ ci L, ci 


d CL CL CL l_ I L CL ' 


2 4 18 0 


ttttaaaatg 


ggtttaatag 


24 24 0 


aatatatatt 


tatataegtc 


24 3 00 


ttggt tttag 


aaccaccaca 


2 4 3 6 0 


gggatagtat 


ttgcatataa 


24420 


atctaataca 


1 1 a t aaa tgc 


244 80 


ttttaattgt 


tatattattt 


24 54 0 


ttgaatctgc 


agatgtggaa 


24600 


caaaaatgea 


aatgtacaaa 


24660 


ggcaat taca 


1 1 aaac tgt t 


24 72 0 


cicty^ciciciL. Ly 


Lo.LClLClLa.ClCl 


2 4 7 8 0 


aaggtgt tga 


cagggt t agt 


24 84 0 


ttcttcctgt 


g t cc tcaggt 


24 900 


ctcttctt ag 


aaggac t agt 


2 4 9 6 0 


cccact ctga 


ggcect 1 1 1 1 


2 5 0 2 0 


agtcacagtg 


ggaactat t a 


2 5 0 8 0 


gtaacagtgc 


cacataaat a 


2 514 0 


gagt attgac 


a tgt t aagga 


2 5 2 0 0 


ggagttaaat 


ccatctgatg 


2 5 2 6 0 


aaagcat ttt 


cattttaact 


25320 


cacatgeagt 


ttttttgaat 


25380 


aagctaatgt 


ttgaagatat 


25440 


act t tttgea 


agagaagt tg 


25500 


atgetet t t c 


tcccgat ttg 


25560 
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accctctatg 
ggtcctttgc 
agtctataaa 
cttacttctt 
agtgcaaatt 
atgttaaatc 
agttcaatct 
ccggagacaa 
tgtgctcaga 
ctgtcttccc 
ctcatggtga 
ttattcacat 
tgttgggtga 
taacccttga 
tgaatttggg 
aatatggttt 
tgtccatccc 
gttccttctg 
ttgggtgatg 
gctgccagtg 
atqtggctgc 
atctgagtgt 
tggtgtctgt 
ccccagtctt 
ttagatgcat 
ccttttttct 
gattcttcct 
tgctactgcg 
tgtgctagtg 
attttattat 
tatctgagtc 
gtcatacttc 
ggcaagttgt 
tgaggagtgg 
tttctcacag 
tcccgctaga 
gagtggctct 
ctcgctagtt 
tctcaggggt 
atgtattcct 
ttcatccgtg 
tgttccatag 
ctgcttttcc 
ttctttgtct 
ctccttgtgt 
aaaattgata 
ctaaacaacc 
ggttagttgg 
ctacagcttg 
acatacttaa 
gttagattta 
tttttttttt 
ggcacgatct 
cct cctgaqt 



tacaggtagg 
tggtcagtgg 
tagaactaac 
gtcttcttta 
ttgaatgtct 
attcagtgta 
gctttgtata 
agcaccatga 
agcttagctc 
tcctctcctc 
aggaagaatt 
gcctcttcta 
cagaagcaga 
gaaccaagct 
cagaattgtg 
atcgactttt 
acttctctcc 



tgtcctgctg 
ttggcatcct 
gcgctagggc 
cttcgtgagt 
catttaaaaa 
tattaatttt 



tcttctccag 
tattcgtttt 
ttttgtgtta 
ttggctgtgt 
tgtttcattc 
tatctatctg 
acttgcagtt 
tgcaaatttt 
ctaagatttt 
cttgatacct 
agtcagtcca 
cttcaggttt 
gcttttcctc 
cttctttatg 
tggtggtaga 
ggagccttct 
gcctttacta 
ccccatgggt 
gaaaggtaga 
ctcccacaag 
tgtgagtaca 
ctgtagccca 
aaatttttag 
acttgcatct 
ttgccttgca 
tcagtgttgt 
tggaagccgc 
caaaaacgtc 
tttttttttt 
tggctcactg 
agctgggatt 



caggtttttc 
accttaaaga 
tgcattttaa 
gtatcagatt 
tacatgtaca 
aataatattt 
gaatgctgat 
tcaccggggc 
gtgtgcacag 
ttgccctccc 
cttcatggtc 
ggtgttttta 
atggaatgag 
tggtgtcttc 
gtcattgcat 
tacaaaaaaa 
cagctgtcca 
tgggcattgt 
atgcacagtg 
tgaaaaaatc 
ttcttcttgt 
tttttacctg 
ggaaatttct 
ttatgtttgt 
ttgttggttt 
cattttggat 
tgagtctact 
ctcacatttc 
atcataaagc 
ctcttaaatt 
gattacttta 
gcctaacgct 
ggaaatggat 
ctgaggaggt 
ctgtagaact 
agtgtctatt 
cctttcccca 
aggagaggga 
ctgatcctgc 
agagtttttc 
agcagggttt 
aagaaggatg 
cctacatcca 
caggaggtct 
ggggttcgtc 
ctaaattctt 
tgtttctcct 
accttgcagc 
tgttgttgta 
ctcccatttt 



agaaagaaca 
gagttggagt 
caacctctgc 
acaggcgtgc 



agccatcaga 
ggaataaaaa 
cctgacattt 
tggttttaga 
gaaaaaccaa 
tataaaactt 
tgctgccaaa 
gacttgggct 
gctttccctt 
ctcaccaggg 
agctggcgaa 
cattagaaca 
atgaacagtg 
aaagggtctg 
gtaggtctcc 
atttaaaaat 
gtcaccccag 
atatatgaag 
gtcccttgct 
agctctttac 
ttttggtttg 
gattggccct 
ttgctcttat 
gttggttcat 
ttttttaaat 
aatttctgtt 
ggtgagccag 
cctttgaccc 
ttagtcacgt 
ccctgcttga 
tctcttcaga 
gggccttttt 
agacttgtct 
gcactgcatt 
cattactttg 
tcacactcag 
ctatacttct 
agggaagtgt 
cttgcttctg 
cctgttctct 
tgttgcccct 
tgggctgggc 
gtcttccctg 
gtgggtcgag 
tgttccactg 
tttactggta 
ttgagttttc 
tctctgaagg 
gggttggcag 
tggttaataa 
gagtgttcct 
ctcggtctgt 
ctcacgggtt 
accgccatgc 



aagattgctg 
gagcatttgg 
aagctagttt 
agcagcaact 
aaaaggatga 
tattccacaa 
ggcttttccc 
ttctctttca 
tcctttctgg 
gtcctgggca 
gtgcctggtg 
ttgcatctgt 
accctttatc 
tttagtctga 
aaaagacaga 
catgaattta 
caatggatga 
caaatgaaga 
tttttgcccc 
acttgtcatg 
cagcagttta 
c Ly agcttgg 
ttccttaaat 
ttctcgctgt 
tttttttttt 
gacccacctt 
tttaaggcac 
tgtttcatag 
tttccagttg 
taattccaac 
ttgtgcttta 
tgtaagacag 
ttctgcttgg 
tgggttttgc 
tttgtaggtt 
cgttttcaca 
tggatacttg 
cttttcattc 
gctgtaagtc 
tcacccagcc 
gttcatcagt 
cctgagccct 
accgcagtgt 
cctgtgaaat 
gctcatactt 
tctgttacat 
catctttcct 
gtctaagaaa 
tagtattcct 
atttcaaaac 
gtttattctt 
cacccaggct 
caagcaatct 
ccggctaatt 



taaacaacta 
tgtcgttcag 
acaagctcat 
gttttctgtt 
atctctacaa 
aagtggggag 
ctggttccct 
gtacatgaca 
ctccctccct 
gcagctggag 
tgagcattgt 
tttgggcatg 
ctgttatagc 
aacagtgtgg 
ataagttggt 
taccttaaaa 
ctgctgtgga 
tagctgcctt 
catgaatata 
tgtcttgttt 
agtatcatat 



attattccta 
tctttagttc 
acgccccctc 
tgagttcatg 
tcttcatctc 
tttccatctc 
aacctttatc 
atctgggcca 
tcttgccttt 
gagaaatgga 
cttttagtgt 
tcatgtgctt 
ggggatgtcc 
tagcaccttg 
ttactgaact 
ttagggagaa 
tgtgcccagt 
tcatcgagta 
ttcaggctgc 
tcccacaggg 
gttttctttt 
gtgctgcatt 
ggctttctgc 
tggcccccaa 
tagacttttg 
agtcatgaat 
tcagcattct 
ttggaacaat 
tatatagctt 
ggagtgcagt 
cctgcctcag 
tttgtatttt 



25860 
25920 
25980 
26040 
26100 
26160 
26220 
26280 
26340 
26400 
26460 
26520 
26580 
26640 
26700 
2 6 7 6 0 
26820 
26880 
26940 
2 7 0 0 0 
27060 
2 7 l n n 
271S0 
27240 
2 7 3 0 0 
27360 
27420 
27480 
27540 
27600 
27660 
27720 
27780 
27840 
27900 
27960 
28020 
28080 
28140 
28200 
28260 
28320 
28380 
28440 
28500 
2 8 5 6 0 
28620 
2 8 6 8 0 
28740 
28800 
28860 
28920 
2 8 9 8 0 
2 904 0 
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tttaccaggt 
aaatccattc 
tttttgtcaa 
ataaaggcat 
cacttgtttt 
cctttgctgc 
ggagtgtctt 
tagcgtgggc 
tgcagccagg 
gagtagagcc 
ggtccatggg 
ttttatgctt 
tcttgggtac 
ttgattcaaa 
gcaaaattcc 
aggccgtgct 
tggatggttg 
gttcttatga 
aagtcaactt 
ttattcagta 
taagttgtga 
gaacttattg 
cattttgtta 
ttcttccagc 
ttggttttga 
ttcaggtaga 
tttatgttat 
ctaagttttt 
gggccttgct 
tctagagcac 
atgtgttcag 
cttggctgtt 
ctcactaagc 
tggaacgctt 
tcagggaata 
cattggagca 
gcaattcatg 
acagatataa 
gagcacatac 
ccttcaatgg 
gagatgagcc 
cttttcctat 
ttatatgtat 
taatttccac 
tttctccttt 
ttatttataa 
gtaaccatca 
tagatgggtc 
tatatatcct 
aaatagtgta 
ggttttttgc 
tgggct tttc 
aggattgaat 
t tat ctcagt 



tttccactaa 
aacttcagtg 
atctgttatt 
aatttaaaag 
ctgctgttct 
tggctgtgtt 
tctccggaga 
cccacccaaa 
gttgcagatg 
tttggtgttt 
ttttggtttc 
acttctgctt 
ttttaaaata 
taacctagtc 
agccttttat 
gagcagcttt 
tttcatttct 
ttcttttgtt 
tcgtgtggct 
ttagtattta 
agaaatacat 
gttgtggatg 
gactatgagc 
tttcacttaa 
aattagattc 
ttttctggat 
ggagagacgg 
tcctgccact 
ctggattagg 
tcaaactttc 
tgaagtagca 
tagtggaaag 
catttctagc 
agcagccatt 
gggaaaccca 
gtcagaacac 
gcacccccaa 
taatatgaaa 
tgttggaaaa 
gaaaaaaatg 
tgtcactcct 
ttgtgaatag 
cttttgaaga 
tttttgtatc 
gttttcttct 
ttaatgtttt 
ctatagaaaa 
tgttatccct 
tatgccaata 
gttgtcttct 
atttctgtgt 
attttgattg 
ctttggattc 
gtgttttgta 



tgtccttttt 
ttttaaatta 
ttggttttaa 
gtgtgttggg 
tgcttatggt 
tggttaagtt 
acatttctac 
cgagattctg 
cacgtgagac 
cgttcacttg 
tgtgcccttc 
tactgtgttt 
atgttatatc 
tggttatggg 
gttcctagcg 
cactgtaagg 
taatatgtac 
tctgaaggtg 
tactagttct 
agaaatgcag 
ctccataatt 
caaatgaagc 
tagtaaaact 
gttccttttc 
aggtttaaat 
aacttgctat 
cttctttcct 
tctttacctc 
atttgcttta 
tccatatcag 
cttttaattc 
gacctagctt 
tattgatgta 
gtagggttat 
aggggcggta 
acacgacatt 
acaattacaa 
tattgtgaga 
atggcaccaa 
caatttccgt 
aagaatgttc 
tatctttttt 
acatactttt 
ctatttaaga 
ggaaatttt a 
catatggtgt 
gattatttcc 
agatcaatgg 
ccatactgtc 
aaatttgttc 
gaattataga 
tattgaagat 
atgaacgtag 
gtttaatgta 



ctgttctaaa 
ttgtttttca 
tcttcaagct 
ttatttcagt 
actttctttc 
atttgtggaa 
ctgttttagc 
agttgaaggt 
ctgctcacct 
tctgattctc 
atcttatgag 
gcttaatttc 
cagcttttta 
ctacgagaat 
cagtgtggat 
tcactgtccc 
gccctgtgag 
aattaagtaa 
catgaatcta 
aattttgttt 
attgctggga 
atatttgtga 
tatggcacaa 
agataggagg 
cccagatctt 
agcttatacg 
taaacctcac 
tctcagcctt 
agggagtgtt 
caataaggct 
tctttaagaa 
ttgacctacc 
aagtgagaga 
taattggcct 
gagagaaaga 
tatcaattaa 
tagtaacatc 
ttaccgaaat 
tagacttgct 
gaagctcagt 
ctgtacaagt 
gagtacgtgt 
aagcttaatt 
agtccttgcc 
gagttttgct 
aagatcgaag 
ccccaatgtt 
agcatttgtt 
ttaataatgc 
tttcttttca 



atacaatcca 



ttatatgaag 
tgtctttgtt 
gcctaaagtc 
cttgtttgct 
atcagttgaa 
tgggcccctt 
gaactgagcc 
ctcatttact 
tcttcacagt 
tcttgtaaat 
agtcttaaca 
agttgttttc 
agcctccctg 
aacagactgg 
aggtcgggtt 
agcggataca 
gtgacatggt 
ttccatgatt 
caaaaaatat 
caatacagta 

LddddataaC 

acatggagac 
cagcctggtg 
ctgtttaatc 
tcagtacttg 
gaaccaacct 
cagagaatta 
gtggctggtt 
gttttgcttt 
cttttccttt 
ttggctttca 
catgcaactc 
aatttcaata 



attagctcga 
atagatgaat 
cctgcatttg 
cagatttgca 



gagacaggag 
atttgtcatc 
agagatcaca 
atgacacaga 
cgatgcaggg 
aaagcgaagc 
tttttgcatc 
gtttttttat 
tattgatttt 
aaacttaagg 
tttacattta 
ttcatatttt 
tgaaataagt 
ctgttatatt 
ttgctttgca 
aagttgtttt 
caatttctac 
ttgggaagaa 
tttacttagg 
catcttttgc 



gaatagatac 
tgctgtgtgg 
tctttaagtg 
ttgtctgagt 
ttgttatctt 
gcctcaggtg 
aaggctcctc 
attcaggcag 
ttcaccctga 
tctattagaa 
caaagttctg 
tcttgccaac 
agtaggaagg 
ttttttgtgg 
caggttcaag 
tctaagaatc 
tcttgctcag 
agaatatgtt 
gtatcagttc 
atttgtatta 
ttttcttaag 

+- -l-l 1 r~r ant" 

ttaacacttt 
gataagagta 
tttattttat 
ccacttcaat 
ctgctagctt 
aagggagtta 
tgatgtttta 
ctaatcattc 
gcatccgcaa 
acataccttc 
ttcctttcac 
ttgttgtgtc 
aacaggccat 
ttatatgggt 
gatcacaata 
gacgtgaggt 
ttgtcataaa 
atgataaaat 
tgttacttac 
ttttatacat 
ttttctctca 
ttgctaagat 
gttctaggat 
tttaatatag 
agactgaata 
gatctatata 
gtaagttttt 
ggctatttta 
ccaaagtttg 
ttgatataac 
tcttctttat 
cagatatatc 



29340 

29400 

29460 

29520 

29580 

29640 

29700 

29760 

29820 

29880 

29940 

30000 

3 0 0 6 0 

30120 

3 018 0 

3 0 2 4 0 

3 0 3 0 0 

3 0 3 6 0 

30420 

30480 

30540 

3 0 6 0 n 

30660 

30720 

30780 

30840 

30900 

30960 

31020 

310 8 0 

31140 

31200 

31260 

313 2 0 

31380 

31440 

31500 

31560 

31620 

31680 

31740 

31800 

31860 

31920 

31 980 

3 2 040 

3 210 0 

3 2 16 0 

32220 

32280 

32340 

3 2 4 0 0 

32460 

32520 

i ■ c q n 
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cttgctaaat 
aatcctttcc 
ttcctagccc 
tctttttctt 
gtatttcttt 
cagttcctgg 
catgccttcc 
accacatgag 
ctgatagccc 
cattttcatg 
tttccttcta 
cttttctaca 
taaattattg 
gatacatata 
tgaatgaaca 
cattatacca 
atgatcatag 
tgttgtctga 
catgagctcc 
acttattttt 
ctcaagctag 
ataagcgtaa 
ttatattatt 
atgcactaaa 
tagaacgttt 
gtgttggtac 
ggatctgaaa 
tttaattagt 
taccaatgaa 
tgcattttgt 
tactgtagga 
aaaacaaagc 
atttttccag 
gcatttgctg 
ataataacat 
tgaatgtatt 
tccttaattc 
ttacgataca 
tagatggaag 
atgacagacc 
gaagttgtgt 
agtagatcta 
gttacacaaa 
tcttaatatc 
accaaattgg 
agcttgactg 
ccttgttggt 
taatggtaaa 
gagcattcaa 
aattaaaaat 
atgacatcat 
attaagtaag 
cttttgactt 
ctt ttgcaat 



tttctggcta 
atattcctca 
cattgccctt 
tgcaatcata 
tcctcacttg 
aacataataa 
tgctgtctgt 
ttattaacct 
acagtaattg 
aaaatgaatg 
gttgctataa 
ttttcttaac 



tttaataata 
atattatctg 
aaaagcttgc 
gtatctaaag 
gtcatccaga 
gtactgtctg 
tgtcttgttt 
gtcttttggc 
gagtttttgc 
aaacttagac 
ttagtttcag 
ggagctgtgt 
cacatggtgg 
ttaacgatac 
gggcaaaaac 
gaattattag 
tgtagcactg 
ttgcccctct 
aatactctgt 
tcacacaaaa 
aaggtacaag 
cccaacgtgg 
ttttagtttt 
cattccttga 
actttcatgc 
tattcttgtg 
ctttttctac 
taagttggag 
aatgttgctg 
aatctgtgtg 
gttggtccac 
catattttag 
gaagtataca 
tgatttagtg 
gacattacag 
gttcttcatc 
catgtgacta 
aagggggagt 
ttgtaacagt 
gagtgtttca 
tcattgcttc 
gccattgtct 



gacctcctag 
tctttaggga 
cctaaatttt 
tcatgatatg 
tccatgaagg 
gtatataaga 
caatgttctt 
gagaaataat 
ctttcatggc 
tgtggtgttt 
tataataagg 
agatctggtg 
atattaatta 
ttaatttcta 
atatttgcgt 
aaaaaattca 
tgaaggaagg 
agatctggca 
cctgtattct 
tgtcaatcaa 
tgtataattt 
taattgatta 
tttatataac 
gaaataggaa 
gaatttacta 
tgatttctaa 
tcattgaggc 
catataatta 
catttaaaat 
tgaaacgaag 
tagcattagt 
taaaccaaat 
gtataatcca 
taagtaaaaa 
tcttcctgga 
attagtgtac 
tattattaca 
ccatggattt 
agtgtatggg 
tccaaactcg 
agcttgcttc 
aggattagat 
agtgcttgga 
aaaattgaat 
gaaaacagtg 
tgtgatctcc 
cagggcctat 
tgttctgtcc 
gtgcatgaaa 
ttttacaagg 
acttttaaaa 
gaataggagg 
ctctgtctaa 
cttttgccct 



13 

tacagccttg 
aaagcactca 
ttctcatcat 
taacgacatg 
gaaggaccat 
aatagtttct 
ttaaattaaa 
cgttttattt 
tttgaatata 
ggaactagct 
aattttgtat 
aatcttcatt 
ttaaaaataa 
agttaggtgt 
ggaagctgaa 
gtaccacata 
cttctgtacc 
agaatgaatc 
gtttgtattt 
agttattagt 
taatgtttct 
cttattaaac 
aaatgaggtt 
ttctgtgtga 
tatgattttc 
aatttgtatt 
tttgtatgag 
gaaatgtttt 
atagttcacg 
gtcacatgta 
aggtttagct 
ttgctctatg 
gagcaaacaa 
tttgagtgtt 
aaagatactt 
atattatctc 
tatatctgag 
atttaaaatc 
ttatatgtaa 
tacttttatt 
ttcatctctt 
tagaaaatat 
agctgttaat 
aattggtaca 
gctatgctat 
atatgttgat 
gacagtgctg 
agtgtgctgg 
ctaattttta 
tgcttacaag 
aatgccagtt 
gttcagttgg 
tagacatgac 
tttcacattt 
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actagaactg 
ttcttttatc 
tttccttcat 
tttttattta 
atgtgttgtt 
gaattagctg 
catctaagac 
ataaatgact 
aaccttactg 
ttaatgtttg 
gtttttccta 
attaaatata 
tataaattat 
gggttctgaa 
agtacgaaat 
ggtttttaag 
agacgtacag 
caataaacgt 
gaaaagattt 
gtagtttttg 
gtttttactt 
g Luudy'C 1 1 g 
tcttataaat 
agcttttgaa 
atcaaatgag 
tctaaaaatg 
tcagcgtttc 
tagattcttc 
ttatgttcat 
aataaatata 
tttttaggtt 
tcccacagat 
aagtcctttc 
tgaacaaata 
ttgttttaca 
ttaggaaatg 
aaattaagtt 
tatctaagta 
tggagcttct 
agctgtatgg 
aaaagaacat 
gtcaagtttc 
gtcttcaaca 
ccaataagct 
gttcttagag 
agtcactcac 
tctaatggaa 
ctcctaccaa 
attttattta 
agcagatatg 
tgtttttaaa 
tctccccatc 
gttctgtcat 
attaaacaga 



gtgtgaggga 
cattctttag 
cacaccttgt 
tctgtttaat 
atcctttgtg 
tgaatgaatt 
agcaaataat 
gagttgaaag 
ttacaaaaca 
tcttcctgtt 
attgtaccca 
attatacata 
taaatataaa 
gactattata 
ttttagatac 
taggagctgt 
aggtagacag 
agttttctcc 
ggtgtgcata 
taactcagtt 
tcctaagcag 



aaaatttaaa 

tgtgaacatt 

gtacttttta 

acgtattaca 

atggcctatt 

atggctgacc 

acttaattgt 

cattttctcc 

aacaataaca 

gtatcttgtg 

agctagtcag 

attttcaaag 

gttgaaggaa 

aagtttcttc 

gaagtgcttg 

catgattatg 

gttttgtaag 

ttgcaacttg 

atgccttata 

tattggagaa 

atggtaatgt 

atgcaattta 

gtgtctttga 

tgagcaaata 

ctttctgcaa 

tgtggttttt 

attttagttt 

tcataggtat 

cacatgtcct 

tgccagctct 

ttcagttgct 

acaaaacaaa 



32820 

32880 

3 2 940 

33000 

33060 

3 312 0 

3 318 0 

33240 

3 3 3 0 0 

33360 

3 3 4 2 0 

33480 

33540 

33600 

33660 

3 3 7 2 0 

33780 

33840 

33900 

3 3 960 

34020 

3 4 0 8 0 

34140 

3 4 2 0 0 

34260 

34320 

34380 

34440 

3 4 5 0 0 

34560 

34620 

34680 

34740 

34800 

34860 

34920 

34980 

35040 

35100 

35160 

35220 

35280 

35340 

35400 

35460 

3 5 5 2 0 

3 5 5 8 0 

3 5 6 4 0 

3 5 7 0 0 

35760 

35820 

35880 

35940 

3 6 0 0 0 
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cactttttgt 
gactgctgat 
catttgtaca 
tcagcatatt 
aactccatca 
gttgcatacc 
gcagaagtgc 
tttaactaat 
gtggaattaa 
tttttttttt 
ct ttttgaac 
gatacctaga 
agagttct tt 
agacttaact 
gcaaatggca 
agtgct teat 
at t caagaga 
agaagtagaa 
aagctagtgc 
ccctgtggct 
tctcttacat 
ggctgcagtc 
tggttcgggg 
tccagtgctc 
ccatatagct 
gatttctaat 
tctgccccag 
tttcctcagc 
taagatcaat 
agtctgtgtg 
tttttgttct 
gagtgcaccc 
ttctttggaa 
tcttcttaga 
catcgttgcc 
tactccaatt 
tttcttgtgt 
gacctccaaa 
tttgacatta 
caatggagta 
cttccctttg 
attccctgtt 
tettgecttt 
cat tcccatg 
1 1 ccaact ac 
gttctct etc 
tttccct ccc 
cctctctctc 
ctcccccact 
atacacgtgc 
acttatcttt 
catt cccctt 
caaagctatt 
aqctttctgt 



ttctcatggt 
gaetegcaaa 
attgtccatt 
gaagatagaa 
ttcagttttt 
tcttatagga 
aggcactgtg 
tttccttaga 
atgtatctta 
taattgecat 
tctct taaaa 
att tccatgt 
caaaacagga 
gaataaaaat 
agctaataat 
aattagaaaa 
tacaaatgac 
attaaatgaa 
tcagctttgt 
gctctcaggc 
ttgagaagtc 
ctttgtggag 
tcctgtgctt 
tgettttace 
gactctggtt 
ctctctttcc 
ccccggggtc 
ccttggcaac 
gctgactgcc 
gagcagttct 
cttcacat tc 
aatatccctt 
gaaactgctg 
catggcaacg 
tcagtcatct 
ctgaaataac 
ttgactccat 
geategtate 
tttatacctt 
taatttttct 
tttttgtatt 
attattttta 
t catcttctg 
gtt tccacat 
t tctagaatg 
ccccttcttt 
tccctttctt 
ttttctttct 
ccccaacttc 
caccgcgccc 
gcatggcagg 
ctagttatgg 
t t tt taaaac 



ggect tcctc 
agcttcctcc 
agagagcttc 
tttatccttc 
ttgcctaagt 
aacttagaca 
gtaatattta 
cttgt t ttag 
atctgccacc 
ggt taaaacc 
gaaaacagaa 
tat tcatagg 
gaacaaaggg 
tatttttatg 
attttataat 
gacataaact 
ccacacactt 
tactttgaag 
gtggtaacgg 
agggecacaa 
tgaaatgggt 
gcttgggggg 
ggtctgggat 
accttgaagt 
ctccctcctc 
ttggcccttc 
tgcccatccc 
cctgtttgtt 
ttctgcagcc 
tttatttttc 
aaggat tttt 
ttgatttcaa 
aagctgecat 
tcaacagttt 
gccttacttc 
taagtctata 
ccactctcca 
atttgtgtca 
tataaccagg 
tgttgaagat 
acattggttt 
cctttttttt 
ccctttatta 
gcttagct tc 
ttttgttcct 
cttccttctt 
ccttccctca 
gennnnnnnn 
caggctaaag 
agctccgtgt 
tgggtgcacg 
tgtggct tta 
at tcatgata 
t tactaactt 



taaatccatg 
cctccatgtc 
get tgactgg 
catgeataca 
tttattcaca 
tggaggaaga 
aact tttctc 
gtatttggct 
tggacccatt 
atagttgeta 
att taatgat 
gtgaataaca 
aataagctac 
t ctcaaacat 
ataggatatt 
agaaaaatgg 
gaacaaatgt 
ccaacttctg 
cactctcgct 
acttggtggc 
cttactcagc 
atcccgtccc 
cctgtgcttg 
tcatctggaa 
ctcactcgct 
tgcagcttgc 
agtgctgggc 
ttctcccttc 
aagccaggcc 
tccttttgac 
tgctttcaga 
aatcttaatg 
gtctaagaag 
ctaagctctt 
tetgeagggg 
gctgtgcaaa 
gaaatgaatc 
gttgtcatat 
aaataatttt 
aaatatcacc 
cccccctttt 
tttaatgtgg 
ttctcagcca 
ggt tgattct 
tcagcctcag 
tct ttcgetc 
ctcgttctct 
nnnattcttc 
cagtcctcct 
tctctttgtt 
caggcatget 
tetacgegtt 
a tt cattt cc 
act tggatgc 



getttageca 
tctctgccta 
cccaaaagga 
ctcatatttc 
aaaagaacaa 
agctgttcag 
agctgttcga 
ttctaatggt 
aaagtaagee 
gcgaaggtga 
gtgtctataa 
ctggcgattg 
aaagcaattt 
catatgaaca 
aatatactta 
gaaaagggca 
ttattctttc 
agaaagcata 
cttaagaagg 
ttaaaacacc 
tgaaatcaag 
cc Ly L aeggg 
gttcgaggtc 
atggcactgg 
ctaaacctgt 
agggecttet 
tgttctgttc 
cttagcagtg 
atttcatttc 
tacctcatgg 
aagttatatt 
tggagtctct 
aaaactttgg 
gattcegtet 
tttctcccag 
gagaagtctg 
ccacttctca 
ttgttaactt 
aactttattg 
tcctcttcct 
tttatttcct 
atgtttccgg 
ctgccattac 
tgecatttta 
tatgeccaat 
tctctccct t 
ct tgcttgc t 
tccctccctc 
gagtagttag 
tccctgcctc 
ctgcatgtct 
ctggagcaga 
ttttatgttt 
cagtaattag 



tegtttcett 
actctggacc 
tgtctcaaac 
ttgtcttggt 
attgatagca 
atggggtcct 
agggttttgt 
tataagggat 
cctatggtgg 
catacttaag 
tggcaaacca 
tagagatttg 
ttttctttgt 
aat ttagttg 
atattacaaa 
tgaataagaa 
t cataatcaa 
gcaaacaaga 
tgtgtttgct 
acagatttct 
gtgttggcag 



ctgtgctggg 
ctcgcccaca 
gtttttggct 
gcagctcttg 
ctgccctgcc 
gagaacatcg 
agccgagcca 
ttttcacgga 
tctctggaaa 
tgacttggat 
agaaaaattt 
accctgtctc 
ettgeaaatg 
ggccccttgc 
cttaaccact 
tcacataact 
tagaaataaa 
ttaaacatct 
gggttgtcgt 
agtctgtatt 
ttcagttatc 
cagaccatat 
ttgaactcat 
ccttctttt c 
tgetttctet 
tcttccttct 
gactacagac 
ctgctcttcc 
tcctcttggc 
agectagtea 
taaaaatact 
ttgttttagt 



36300 
36360 
36420 
36480 
36540 
36600 
36660 
36720 
36780 
36840 
3 6 9 0 0 
36960 
37020 
37080 
37140 
37200 
37260 
37320 
37380 
37440 
3 7 5 0 0 
3 7 5 6 0 
37620 
37680 
37740 
37800 
37860 
37920 
37980 
38040 
38100 
38160 
38220 
38280 
38340 
38400 
38460 
38520 
38580 
38640 
38700 
38760 
38820 
38880 
3 8 940 
39000 
3 9 0 6 0 
3 912 0 
39180 
39240 
39300 
39360 
3 9420 
39480 



s MI\RI St\;;ic:vi> < il \ i i 1 1 \< M V^ir-ik cl 



15 



Docket No. GEN-T1 13XC3D2 



tcttgtgtgg 
ccagagaggc 
tgagagctac 
aataggaagg 
ttctggataa 
ccaagaggat 
aattcctatg 
aatgtccatg 
aactattcag 
agatccatgc 
ctaggaaatc 
gagggcacta 
taaacttcca 
attgatttaa 
tgaggttgtg 
gatgttaaac 
cttctaggcc 
gcttttgatt 
gggaaagacg 
gcacctgaaa 
acaaagtagg 
tgttattaag 
tgtcgtgtga 
ttcacactta 
gcagtactga 
tttattaaat 
ttccccaaac 
aatagaattt 
tagagaaatg 
ttcaaaatat 
gtttttcgtt 
ggcgcaatct 
gcctcctgag 
ttagtagata 
gatccacgca 
gttgagccac 
caaaatatga 
gttgatgtgc 
aagtagacat 
tacacgtagg 
tgtcatcttt 
ttagtctgtt 
actgaaagag 
gcccaggggc 
tttatatctg 
gaaaactaag 
aaaaattaaa 
ctggccttcc 
gtgcaaattt 
tattaatatt 
aacagacagt 
gtttataacc 
ttttatcatg 
caqcctctqt 



gacagtccca 
cagtagaaaa 
tgttttctgt 
agagaagaac 
ttgcagtagt 
tgaaatcgta 
aatgttcata 
aagcaattaa 
ccataaaaag 
tgagcgaaag 
ttgagtcacc 
atatttaccc 
acacggtgac 
acagaaaaag 
gaattaatag 
agtatattgt 
ttgcagtatt 
gcatgaagaa 
atggagggca 
tgcctgtaca 
ttaagtgtac 
atgtaacagt 
gtcctgtgga 
aaaggaaagc 
gtgcacgtta 
ttgggtgtca 
atgttaggtt 
taagtgagca 
taaacatgga 
ctgtttgagc 
ttttgttttg 
tggctcactg 
tagctggaac 
tgggatttca 
cctcggcctc 
tatgtatgtc 
gcctccagca 
cttggaaatt 
tattaaagca 
ccttctagac 
ggatgttagg 
aaataatgat 
agagcagctg 
tagctagtat 
aaagatgatt 
gtgtttttca 
actgtacgaa 
cttctccttc 
aagtatatct 
tttctctttt 
tcatcaagat 
aatgaaaaac 
tcccctcctg 
tgcctgccat 



ccatgtaata 
tctagactag 
taaattgtca 
aaatccttaa 
cccccagcta 
tgttcataca 
gcagcattat 
taggtaaaca 
gaatgaagca 
aagccagaaa 
atgggcaaga 
ttgccggggt 
ttgtacatgt 
gcaagtgaga 
attctgttgt 
ggaggtgttt 
aaaacatgtg 
ttatttagat 
gcgaagagag 
cggtatatac 
ttttttcctc 
ggagatttca 
ctcaccaatt 
tctgtaaaag 
ttagtcagtg 
ttgtgacaag 
ttaagaacct 
ggataactta 
aataggcaaa 
tggggttgag 
agacaagagt 
caacctccgc 
tacatgcgtg 
ccttgttggc 
ccaaatgagc 
agtgtgcttg 
cgttttacat 
ttatagagta 
ttcagaagtg 
gtagtactgt 
gatttttcca 
aagatgaggg 
tctactgcag 
aaaaattggt 
gttctcataa 
ttttagatgt 
atgcacagtg 
ctagcgataa 
tcttattcta 
aaactatcga 
tgtcgttggt 
agatagactc 
tctaagaacc 
cggaggaatg 



gctgttcttc 
ttttttatag 
gtaaatattt 
ccctagtagg 
aagaaccttt 
aaagcttgtt 
tcataatagc 
aaatgtgatc 
ctgagtcctg 
caggaggcca 
tgctatcacc 
ctactagatt 
agatatttga 
gtgctttcta 
gtgtgtttga 
tgtaactaat 
ctaacaccac 
gcaatttatg 
tcaccgacca 
agtgcacatg 
cattacattt 
ttagtcctgc 
atcattaatc 
ggaggaagac 
ctgccctttt 
aagaaatgca 
ttgagctatt 
gttaaactaa 
cagggaagtg 
agagaacact 
ttcgctctgt 
ctcccacgtt 
tgccaccatg 
caggctggtc 
tttgtgtttt 
tatcagtagg 
ggaaaccctc 
atatttttaa 
agcaaggata 
gcaccgttac 
aagttcagtg 
tcactcaggt 
aaagttaggg 
tatggtcgaa 
ttgtatataa 
aaatgtttag 
aaacgtcttc 
ccagttttct 
ccatccctcc 
aggagttact 
ttattaaaca 
cccataataa 
ccttggttca 
cgttccagcc 



cttactcagc 
tctattttca 
taatcaagga 
aacctaatga 
taaaaatatg 
cacctgcagc 
caaagtatgg 
tgttcacaca 
cagccacaca 
tgtgctgtgt 
tttgttcagt 
gaagcgtttc 
tcaatatata 
aacttagagc 
gggaatt taa 
taatgacggc 
gaataaaggc 
atgttacggt 
tgacgggtaa 
tttatgtaga 
acccggtata 
aaay Ly tggt 
cagcctcttt 
gtgaagaagg 
gctgtatttt 
gttaagtgtg 
gtcagatata 
ccaaacatag 
tgtggagttt 
aggcttcatg 
cgcccaggct 
cacacgattc 
catgactaat 
tcaaactcct 
tacctcatca 
atctactgag 
acctgaagca 
ctacaacaaa 
gaaattattc 
attatctaac 
agattatagt 
tttaaaagaa 
agggaggctg 
ggaaaaaaaa 
cacagagtaa 
aatatgtaat 
cttgctttcc 
taatttgttg 
cttcttacag 
tacctatttt 
tagtttaaga 
ccttgtttaa 
gcagagctca 
gtgatctctg 



tactttccct 
tgtcacttat 
aaagggaggc 
atgggatttg 
tcagatatac 
cttcatatgc 
atgcaaccca 
gtggaatact 
gatgaacctc 
gactgtattt 
ggccagaagc 
cgctaggcca 
gcaaatgaat 
cctaaatata 
aaataattta 
actgaattga 
aactcacgtt 
ggtttatgaa 
gtgtgttcac 
attcagtttt 
tttttcaaga 



at t lc o ^gg c 

ctactcaaag 

agcacgcctg 

tcgtaaaata 

accttttttt 

accagaaaaa 

tgttagctgt 

ctgtttcctt 

gggttttttt 

ggagtgcagt 

tcctgcctta 

atttgtattt 

tacctcaggt 

gctgtttggg 

ggcagatgtt 

ttcgtctgaa 

acatttataa 

tgcccaacct 

actgtctgtg 

tgtcaaatga 

aagctctttg 

gaggagtgag 

atgtaacata 

ttgtaaagta 

gcatcagttt 

accctgctac 

tgcgttgtat 

aaaagtggca 

tgcatttcaa 

ttaaacaagt 

atgctgctac 

tgggtaaggc 

ccttgccttc 



39780 

39840 

39900 

39960 

40020 

40080 

40140 

4 0 2 0 0 

4 0260 

40320 

40380 

40440 

40500 

40560 

4 062 0 

4 0 6 8 0 

40740 

40800 

40860 

40920 

40980 

410 4 0 

41100 

41160 

41220 

41280 

413 4 0 

41400 

41460 

41520 

41580 

41640 

41700 

41760 

41820 

41880 

41940 

42000 

42060 

42120 

42180 

42240 

42300 

4 2 3 6 0 

42420 

42480 

4 2 5 4 0 

4 2 6 0 0 

42660 

42720 

42780 

42840 

42900 

42960 

.1 t n o n 
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tggcactgat 
tcccagccgc 
ggttccaacc 
gggtggtcac 
ctgacttacc 
atttctgaat 
aattatttgc 
acaaattgat 
acatt tcaca 
cctttttttt 
gtgggtgaga 

gtacaaacct 
ttttagattt 
agatataata 
aactctgctt 
tttatatgaa 
ttaaattata 
ctgtaagtac 
ctatttaata 
attgttgata 
qaattagctg 
ggacgctctg 
ggaattcttg 
cttgtccttc 
cctgggcatt 
agacgaaaca 
tgttgtaatg 
tgtatgatcc 
catttctatt 
taatcccagc 
gcgtgaccaa 
tggtaggcac 
gggaggcagc 
gcaagaatcc 
agaaggaaaa 
tttaacaatt 
gagtatgtgc 
ttcttcatat 
actttttttt 
gcttcatctt 
ttgcagcaag 
cgtatcagta 
gagtattttt 
actatgct tc 
ataggaagta 
t tgacattga 
tgaacct tag 
ctgagactta 
gcagagatca 
catgtacgtt 
cagcactgcc 
ctgtactcca 
acaatctgta 
t aat t atgqa 



ggcgtgtgtt 
atcataagtg 
tcccactgcc 
tgcctatgtg 
cagataccat 
taaaggaaaa 
aacctagatc 
aagaagatga 
tttaacctca 
tttttaatcc 
tttaagtatt 
ttgtagaagt 
agcattcccg 
ataacacgt t 
tcattgtttt 
ttgatgggtg 
tgacatctga 
tttgtggcca 
ttcatatttt 
tgccatggcc 
cagtgattgt 
caggtgagag 
tagtcacctt 
ccgtt ttatg 
ctctcatggt 
gtgtagtttg 
taataaattg 
tagttaagtt 
aatattttta 
attttgggat 
cacggtgaaa 
ctgtaattcc 
agttgcagtg 
gcctaaaaaa 
atctccacaa 
tggatatttt 
ctttacgtat 
tttcttgtgt 
aaaggctata 
gttggaatgt 
tagacctgtg 
tactttagtg 
tcctagattc 
aactaagata 
tttataccac 
actgct ttcc 
ggact tggct 
gtttcttcat 
aatgaaataa 
ttaggaaaaa 
tcttcttcca 
cgaagcattc 
tgccagcact 
aatgttgagg 



acagtgctgg 
ccttgaggaa 
ctgcttatcc 
tattcattac 
aaagaaaata 
atacaccaga 
atagaaaagg 
ctgataacta 
ttcatgataa 
attagattgg 
atcaggcatt 
tgctttggaa 
ctttctgaga 
tttcct tcta 
tttttgtttt 
ttctggtctg 
tataagttgt 
catttcatta 
atgatgcaat 
cagtgtttct 
tgaacatgca 
ctgggaagct 
catgaggtct 
gtgtaagttt 
tcactgcttc 
attactattg 
tgtgcttaag 
ttttctacca 
tatt taaagt 
gctgaggcgg 
tcccatctct 
agctactcag 
agctaagatc 
aaagggatca 
gttcacctgt 
cctttaaatc 
tttttaaaga 
gttataaaca 
tagtgttcat 

gggtcctgtg 
acctgtacga 
cctactagaa 
cctaaggtgc 
gtt t t tgcaa 
ttatttcctc 
actttgtcgc 
gttatagccc 
cttacaagga 
ttaacatact 
caaaaggacc 
aagctgacgt 
tat ttctgac 
tgaaataccg 
tggagatcta 



cact tagcac 
gccaaaacct 
tctgctacat 
aaattgtctc 
aaatcttatc 
gtaaaatcaa 
ggtcatt tec 
gaaagaaaaa 
ggtaagtgca 
caaacatccc 
tttatacttt 
atgtctctca 
cattattcaa 
gtgtgt tget 
ctgtcactgg 
gt tataatct 
gttaggtaga 
gtattaaata 
taagaaataa 
caaagcattc 
gggcctctgc 
gtagaagctg 
tatgttgagg 
cat tttaagg 
ttgtaatcat 
attttttttt 
gacaaccttt 
gtattttcat 
atggaggccg 
gtggatcaca 
actaaaaata 
gaggctgagg 
gtgccactgg 
gggaagaggg 
ecageggtaa 
ctctttttta 
tgagatttct 
gctgtacatg 
tgatgtgatt 
tgttgccttc 
atagttggaa 
atttatgggt 
tatagggtga 
atgtggatat 
ccttcagtgt 
atgetect ct 
caccatggct 
gataataaca 
caaaagcatg 
catgeacat t 
cttagtagag 
attcgaaatg 
ggtatctgea 
gataattcag 



agggctctgc 
tctgtgagtt 
gtgagctgac 
ctt ttgaaag 
acttcagtca 
gactgaaaga 
ttcttgcgta 
tgggtaaaga 
aatgaaaact 
aaggtttgat 
gctgttagga 
gatgtacaaa 
catgtatacg 
tttaacctgt 
ct cagccctg 
actttagttt 
aaat tctgta 
ttatctctat 
tttttttctg 
tgggggatca 
tccactccac 



ctttctctct 
geattgectg 
tgtggct ttg 
attgaccttt 
aggataaagt 
caaactggga 
aagtgcactt 
acaacaatag 
acaggggata 
cataggctca 
atgcaatgta 
tgcattcaca 
tgtgcacata 
agcttgaaaa 
ctttcaattg 
aagagtcact 
acttggaata 
atatagtagg 
aagttggtag 
ctgtttgtca 
gttgetacca 



cay LyLLddL 
agaggcagee 
gaggtataaa 
ggaagatgtc 
aattattttt 
ggtattctat 
attacaacat 
ggcacagtgg 
aggtcaggag 
caaaaattag 
taggagaatc 
actctagcct 
gattacagat 
ccccaatttg 
taatgtctat 
gtgtgtgtct 
tcagtatata 
taacagcagt 
agagcaaatg 
gactttctct 
agaaaaacaa 
tttttactca 
ataagtactt 
tagaacctcc 
cat tgtccct 
acgctgggcc 
gcccctgcct 
ccgtaaacac 
t eggagtget 
gccctgccac 
cagtctgttc 
gtgttgacca 
tgaaggcagg 



a. a. a l i-j t_L-*.^>^i 

agtagtgtcc 
tcaaagccca 
attgeggcag 
ctgaagtggc 
ttgagtattg 
atttactttc 
ctcacgcgtg 
ttctagacca 
ccgggcacag 
acttgaatcc 
ggctgacaga 
aacccaaaga 
gatattttcc 
atgttggaga 
atatctcctg 
tacttcegta 
tatctccccg 
gggcttggtt 
attacccaag 
taatatctta 
tgtaacatga 
tattaaacct 
taaatggcat 
acctgggtcc 
ttggtcgtct 
gcgtagaat t 
attctgagca 
tttgtctcag 
gtcctgagca 
catcttcct t 
ggtgat tact 
aaaat tggtg 



43260 
43320 
4 3380 
43440 
43500 
43560 
43620 
43680 
43740 
4 3 8 0 0 
43860 
43920 
43980 
44040 
44100 
44160 
44220 
44280 
44340 
44400 
44460 
4 4 520 
44580 
44640 
4 4 7 0 0 
44760 
44820 
44880 
44940 
4 5 0 0 0 
4 5 0 6 0 
45120 
4 518 0 
45240 
45300 
45360 
45420 
45480 
45540 
45600 
45660 
45720 
45780 
45840 
4 5 9 0 0 
4 5 960 
4 6 02 0 
4 6 0 8 0 
46140 
46200 
46260 
46320 
46380 
46440 
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atgtgtgctc 
gattattcag 
tttattttag 
aatacagggt 
caagaagagc 
caaagacaag 
ttgaacgcat 
ccttagtcag 
taacat tctt 
ctttct tgga 
cctttt ttca 
cacagtaata 
aggaaagcaa 
tgctccccca 
gacaagcaaa 
aggtgccatc 
gggaggcagc 
catttgcggg 
cctgggctgt 
ttaacttaat 
cagcttgaaa 
cctaaggaat 
catttttact 
ctttgttaga 
acaaaaaaga 
aaatcaaaga 
tt tcagtata 
tttataaatt 
aatcagtcta 
gacaatacta 
actttccagt 
tgaggtctgg 
ggacgtgcag 
gcgttatatc 
tattctctaa 
tacagtacag 
aagtgtaata 
catgatgtaa 
aagtaagatc 
aatgtcctac 
ttgctagggt 
gattattata 
aatgagttaa 
ggcgtttttg 
ggattccacc 
catgcatgt a 
t tcaagacag 
caggcgtgca 
tggaaggttg 
cttttttcaa 
tacatgccat 
ggtatcctgg 
ctatctttga 
at t a 1 1 agcc 



t tccctaggg 
atgatagtac 
tgtt ttgcac 
atttttgatc 
agttgcagag 
tcttcctcgg 
tttcaatttg 
ctcttaaatc 
acctgtccac 
ataaataata 
aataagcaag 
attttggttc 
ggagtggcaa 
agtttgttgt 
gttgaggatt 
gtgagccaga 
agtcaccatg 
tcccttcaga 
ctatagcact 
gacttatgta 
cccccaacca 
ctgtactttt 
ttatatgacc 
at ttctctgc 
tgtcccagaa 
taagtgagta 
gtcaacaatt 
caaatcaaat 
aaagaacttg 
cgtgataaca 
gtcagatgcc 
ctgttgggcc 
gtggacatga 
caaagtgtct 
atatgtactt 
tgtttttaat 
ggttaacaat 
tgtattcagc 
tacatgtatt 
ttattttata 
gtgtgattta 
tcgggtatgt 
ctatgctgtt 
agacagccca 
aagcacagac 
atcccagcac 
cctgggcaac 
cctgtagtcc 
agactgcagt 
aaaaaaaaaa 
tttattcata 
gaccagcccc 
ct tctggcgg 
at t tgtgagt 



cacagttgtg 
tgtaggaaaa 
atgtattatt 
acctaaatgc 
agtacttagc 
acggtggagt 
aggccaaagg 
ttaggaatat 
agggagcccc 
gcctcatacc 
t cttagaaac 
tt ttaccaat 
tgattagaaa 
ggctgtgtag 
atcaggcgcc 
ccagcttcct 
gtgacaggtg 
gaggtgagta 
aaaagttgtc 
at tgtagttg 
ccagtttata 
tcttcatttt 
atgagttcta 
aaagaatgtc 
gaacaagaac 
acaacagttc 
tgaaaccaat 
tttatgcatg 
ttacagtggg 
tagcaaat ta 
cggacctacc 
agtgtgcgca 
tgctgttata 
tctgtggtta 
tctgctcaag 
taaccctcct 
gaaactttaa 
gagccattca 
gacatgaaaa 
agtatttaga 
taaagcaata 
tctgctatca 
ttccttcttt 
ggtgtagtga 
caaaaatact 
t t tgggaggc 
atggcaaaac 
cagctactca 
gagctatcat 
aaaaaaggat 
tatcagggac 
ctgtcgatac 
aataggagct 
caggt cactg 



ctgctaaaaa 
ttaagacaaa 
aaagccagtt 
tgcatgttac 
aaaaacggga 
gtagaattca 
tctcagcctc 
ttctttgttc 
ctacaaagaa 
ttgtgcaatc 
tacagttgtt 
tatataatat 
ccaatggcca 
cagtcagtga 
tgtgagtgcc 
ctcggcccct 
acacactagg 
tggacttaga 
acatgaaaaa 
acttagaaat 
atcctttttt 
acaactttt L 
aaatagtaaa 
caaaaattca 
atatgagaag 
cagcacttcc 
gtaaatggtt 
tctgatcgtg 
cccatctact 
aattaaaaac 
tgtcaggtca 
gaaaagcaag 
tttgttggaa 
attatattca 
aaactatcat 
gggttaactt 
gcttctattt 
ggaccacttt 
tatgttctca 
atacctctgg 
gaagcgcttt 
taactttaca 
tacctgcctt 
gcagtccata 
cagaaaaaaa 
taaggcaggc 
cctgtctcta 
ggaggccgag 
tgtgccaact 
ttgggaggat 
ttgagcatcc 
agagggaccg 
ccatgtaaaa 
taaaactt ta 



tactttttaa 
aataatgaaa 
tactcctgga 
taagagct eg 
agtgtgtggg 
tcatttctca 
ccactcggca 
ttcaaggaac 
gggagtttct 
gaggctgaaa 
tacagggctc 
gttaaaatat 
agttagagag 
cgagaagctg 
cagctgtgtg 
gtggagctcg 
atggggctgg 
ggaggctcca 
taacatttgg 
tataacatgc 
tttaactttt 
LLyLcctgtt 
aaaaaagaat 
tattcacatt 
atggctgcat 
ggaact tegg 
atattgtctc 
ttttaaactt 
tgcattgata 
aacaacaaac 
cataaagtgg 
ggaggggtag 
atagaagggg 
gaaattttag 
tgttcttctt 
taccaggtga 
ttcattgact 
ggcccatgga 
gaaaaaagac 
acattttaaa 
ccctttctgt 
aatcttatgt 
tctaattctg 
tccatggatt 
gggggctggc 
aaattgcttg 
cagaaaatac 
gtgegaggat 
ccagcctggt 
atgcatatgt 
tttgatcttg 
ctgtctaaga 
aggaggagaa 
tcaaaagt tt 



gcagttcttt 
aattaaaatc 
agtgtgtaag 
acactgaagt 
gttgaaggag 
gaacacgt ct 
tacctcccta 
ttaaatatgt 
agtctccgtt 
aagactgt ct 
atggctat tc 
ggcaagtat c 
gaggggcaat 
tgtgtcaggc 
ccaggtcagg 
cagt ctggtg 
tggtggtagg 
gcttcctatt 
tactattgat 
tcttctactt 
gtttattttt 
accttatttt 
tatttttgtt 
gategtateg 
gaacgtttcg 
ttcaactaga 
aagaatacat 
tacttgtaca 
gtatttcttg 
acacaaaaaa 
tgttactgtg 
aggactatgc 
gcagttgaca 
ccaattgttt 
ttccttgttt 
aaatgattaa 
cttaactgta 
agaaatttaa 
taatgtattt 
acaatgatta 
ttgtgtttta 
aatatgggaa 
tgggaataaa 
ccacat teat 
tgtggtggct 
ageccagaag 
aaaaat tagc 
cacctgagcc 
aacagagtgc 
tatattcaaa 
gtctctgccg 
accgctggtc 
getgeagegg 
aaaagacaaa 



46740 
46800 
46860 
46920 
46980 
47040 
47100 
47160 
47220 
47280 
47340 
47400 
47460 
4 7 5 2 0 
47580 
47640 
47700 
47760 
47820 
47880 
47940 
4 8 0 0 0 
48060 
48120 
48180 
48240 
48300 
48360 
48420 
48480 
48540 
4 8 6 0 0 
48660 
48720 
48780 
48840 
48900 
48960 
49020 
49080 
49140 
4 9200 
49260 
4 9320 
4 9380 
4 9440 
4 9500 
49560 
49620 
49680 
49740 
49800 
49860 
4 9 920 
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ctttttccat 
aagaaaaaga 
atcaatgttg 
gctgtatgtg 
agcatagaca 
ctgcacatga 
at tgaagatt 
atacctggtt 
tctcctgctc 
gtattttgca 
tctgttattt 
gtatcttgca 
t tgtat ttag 
agctctgttt 
atttgcaaaa 
cagaaaatgg 
agaact ttaa 
tctgtgccat 
caaaagagtc 
gagcctgcag 
tttcacagaa 
ctggtccttc 
aggaagaaat 
tgtgagtggg 
caccttctca 
ttcccattag 
ttccaggaac 
ttcagtgtga 
ttaagttgac 
cacattaaac 
aaattaagtg 
catctttgaa 
ccatggacac 
tttcctcatg 
tgtctttgtt 
gaactttgag 
cctgacctgc 
aaaaggtcta 
gaagcttctc 
tatacctacc 
ttacagctta 
ttttcagaaa 
ctaatggctg 
ataaaatagg 
caaagtttta 
t atataaatt 
tgtaatcatt 
aataaaagtg 
tcatttccat 
taagctttat 
gtgatctaac 
ggcaacatat 
gtacactgag 
raaqaaqtta 



t ctggccata 
tttcctggga 
atcttaagtg 
aacacctgga 
agtagctgtc 
catcaaat tg 
ggataataga 
gtacaacttt 
tgtccatttc 
agtcagatgg 
tcaatttatt 
gctagt taat 
gaagtgtcag 
agcacatgat 
taaatttcta 
tataaaatat 
atttcccagc 
aagtgcttga 
ggtgtgaacc 
acattctgcc 
tattcattca 
ccttggatcc 
gcagagccag 
cttcaccagc 
agccagtgaa 
gtttagtgga 
cagatcacga 
actgttctat 
atttctgctt 
ataccagttg 
actgtgt tac 
gagtcgtgtg 
tcaggatata 
ctgaattgta 
aagtacaggg 
aggcaatact 
ataagatcac 
taaaatacag 
cttaacctgt 
tgtaagtctt 
gttattaatt 
agggtgtgtt 
tgctgtttaa 
cttaatgact 
aaaaaataca 
catctgcaat 
aagtgatctc 
ccgatctggc 
gtgattttta 
tttttccttt 
tagactgatc 
cgagaacctg 
tagtt tgtcc 
agat tgcagt 



ggatgcttat 
aaagtgttaa 
gtttgactgc 
tatatggaac 
tccagacagt 
tttcctgaat 
atttgtgacg 
agcatcgggg 
ctatgaacta 
ctgcattttt 
acaacttgac 
atttcatctt 
gatgt tcaaa 
tttattgtat 
atatttattg 
gagaacgaag 
ttt ttgaaga 
aaacgttaag 
ttggttggac 
tagatttact 
gaagtcgcgt 
cgtcagtggt 
cctgtgctgc 
tactgcagag 
atacagactt 
gctacacatt 
tttttagcca 
ttttgtgtta 
actgctactg 
gatcatgata 
actgcttctc 
gtgtgaattg 
gttggcctaa 
attttctctt 
atttaatata 
gttggaatta 
ttgaatgtta 
tcgttgaaaa 
attgatactg 
ttcacatatc 
tttctttata 
tggatgaaag 
cattttttga 
ggccctgcat 
ctaaaataat 
t tataagatg 
agtgaaacat 
taactcttac 
aaatttagag 
gttcataatt 
atagatagaa 
tctacaaaaa 
cagct actcg 
gagccatgga 



agaatt ttat 
ttccaaatta 
aggcatgctt 
cctacttggc 
gggatgtgct 
ttat taagga 
aaagctgata 
ctgctggaag 
atgacaactt 
gagcattaat 
agctccaagc 
ttgcttattt 
ggaaagggta 
tgcgt tat ta 
aaattgct ta 
tttaaaat tg 
tttaagctac 
gttttctgtt 
cccaagttca 
agcgtgtgcc 
ttctgtagtg 
gctgctcagc 
ccactttcag 
gcattttgca 
aattcgtcat 
aatatgtatc 
tggaacaata 
taatttaaac 
gatttttgct 
agcaaaatga 
ccatgccaga 
gtttgtgtac 
taatcggggc 
acctgtaaag 
ttttgaatat 
tgtggattct 
ggtttcatag 
aaattttgta 
acttgaatta 
atttaaactt 
agaatgccgt 
taaaaaaaaa 
ccctaaaatt 
tcttcacaat 
caaaactgtt 
catggccgat 
gtcaaatgcc 
accatacata 
tggcaacaat 
atattctt tg 
ggaaataagg 
aattaaaaaa 
ggagggtgag 
cataccactg 



gagtcaccag 
agtatcaaga 
atgaccgatg 
tgcctgtggg 
acattgtcta 
gtgtaaataa 
tgcaatggtc 
ggtaaaagct 
gagaaggctg 
ttgcagcgta 
tcttattact 
ct acaagtca 
aaaagtgttc 
gctgattt ta 
atttgcacac 
tgactctgat 
gctattagta 
ttgttttgtt 
caagattttt 
ttttgcctgc 
tggtggattc 
ggct Ly CciCy 
agttgaactc 
tt tgtctgtg 
gactgaacga 
gccttagagc 
tatcccatgg 
ttcgatttcc 
gcagaaatat 
aagaaataat 
gaataaactc 
attagaatgt 
atgggtaaaa 
taaaatttag 
aatgggtatg 
aactcatttt 
aactatacta 
tcaaaatgtt 
ttttctaaaa 
ttgtttgtat 
cgatgtgcat 
aataaaatct 
caccaacagt 
at t tttccct 
aagcagtata 
gttaatttgc 
t taaat taac 
ctgatagt tt 
tttgcttaat 
aataggt ctg 
ccaagttcaa 
aat tagccag 
gtgggaggat 
cactacagcc 



atccagaaag 
agactttacc 
ctggaaggaa 
t tactat taa 
tttttggcgg 
agccttgt tg 
t tgggcaaac 
aaatggagt t 
ggaggattgt 
tttcactttt 
aaagtattta 
gtgaaataaa 
atggggaaaa 
ctcattttat 
cctgtacaca 
tcattatagc 
cttccctt tg 
tttttaatat 
aaggtgatga 
ttctctttga 
ccactgggct 
L. a g a c u u g c ^ 
tttaagccct 
tcaagaagtt 
atttgtttat 
aagagctgtg 
gagaagacct 
tcatagtcct 
atcagtggcc 
gattaaggga 
tttcaagcat 
atgcacacat 
cttatgaaaa 
atcaattcca 
ttctaaattt 
aacaaggtag 
atcttctcac 
tggaaaatta 
ttaagagccg 
tattactgat 
gcttttatgt 
ttcactgtct 
ctcccagtac 
aagct t tgag 
ttagtttggt 
ttggcaat tc 
taagttggtg 
ttcatatgtt 
atgggttaca 
tgtcaatcaa 
gaccagcctg 
gcatggtggc 
cgct tcagcc 
taggtaacag 



50220 
50280 
50340 
50400 
50460 
50520 
50580 
50640 
50700 
50760 
50820 
50880 
50940 
510 0 0 
51060 
51120 
51180 
51240 
513 0 0 
51360 
51420 
5 1 '1 8 0 
51540 
516 0 0 
51660 
51720 
51780 
51840 
51900 
51960 
52020 
52080 
52140 
52200 
52260 
52320 
52380 
52440 
52500 
52560 
52620 
52680 
52740 
5 2 8 0 0 
52860 
52920 
5 2 9 8 0 
5 3 040 
5 3 10 0 
53160 
53220 
53280 
53340 
53400 
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ccgtatctgg 
aacaagat tt 
gattaaagaa 
taacatgcaa 
tacttgtcaa 
cgtctgtaca 
caatatttga 
gggagtcata 
atagctggt t 
agctgaagta 
atgtttattg 
attttatatg 
taaaaaaggt 
tttgtctctt 
cctcattaat 
ttcttgtata 
tattaaatac 
actaagcctc 
tagcttgacc 
accaacagtt 
acatgcataa 
cagtttggga 
caacgtggtg 
ggcacctgta 
gcggaggttg 
gactccgtat 
ccttacctgt 
cactagtttg 
gagattatta 
gtaattgtcc 
tgttgctaaa 
cagagttact 
gttttcattt 
ggtctttcag 
gccatcccca 
catttgttta 
atgtatttag 
tggagtacag 
atcctgcctc 
ttttttgtat 
ctgacctcag 
caccgcgcct 
tgaagagaac 
ctgggagatg 
tgttattgtt 
attgtgat eg 
tccttaaaga 
gcgagagctg 



tggaaagcta 
tttctccctc 
cttgaaatta 
tcattagaat 
atattcatgt 
ategctaatt 
catcttttcc 
tatgaggtca 
atcctgagca 
cttctaatat 
atgt tgatga 
tgaatatgta 
gctattgaaa 
tatggtattt 
tcagcaataa 
tgtgataaag 
tacgtcatat 
ttgegggcat 
actaaaagta 
acct tatcaa 
ctttaaataa 
ggecgaggea 
aaaccctgtc 
atcccagcta 
cagtgageca 
taaaaaaaaa 
aaagagggga 
agattctagg 
ttcttgctaa 
attattttct 
catctttctg 
ttctgtctgg 
gcccatgacc 
tttattgcag 
tgttttatca 
tataatggaa 
attctttttt 
tggctcaatc 
agcctcccaa 
ttttagtaga 
atgatccacc 
ggcccaatgt 
tagaactaaa 
tgt cctggaa 
t cct tgect t 
t tggaatttg 
t ttctgaggt 
tgcactcact 



caatgeaatg 
ettttgggee 
cgttatcact 
caaaattagt 
aattaactga 
tactcagtt t 
aatttgtgta 
aagacatata 
ggggaaaagg 
actgagggaa 
aacagatcag 
agatatgt tc 
ttctgtgtct 
tcagaataaa 
aggaaaatat 
tttacatgtt 
t ttaaaggtt 
catctcatct 
atgcatctgc 
ggtaaatccc 
att tcctgcc 
agtggatcac 
tctactaaaa 
cttgggagga 
agatggcgtc 
aaaaaaaaaa 
gaatatgtat 
tataaaaata 
accaattcag 
gaagtgtttt 
gttat tcaag 
gtcacaggtc 
acctttattc 
agaagatggt 
ttggctagag 
acaaagatga 
tttttttttt 
tcggctcact 
gtatttggga 
gacggggttt 
cgccttggcc 
atttggattc 
gaat t tctgt 
tgaatgaat a 
ggt tgat t tg 
gtcat ct act 
tgggattaag 
t cacaaat t t 



tcgttgtagt 
agttttcatt 
tagtataatt 
actttggtca 
atttaaaacc 
agagtagcta 
tgaaaagtaa 
ccttgttatt 
ttatttttag 
gtataatatg 
tttttccatc 
tgcaatttta 
ccagcaggca 
gtctgacttg 
gcatctcaaa 
gtgtatatat 
cagtttgtag 
cactgtcatc 
aagcatactg 
agactctaaa 
gggcgcggtg 
ttgaggtcag 
atacaaaaat 
tgaggcagga 
attgcactcc 
aaaaaaaatt 
ttacttcaaa 
cattcttata 
ttttatttgc 
ggaactcaac 
ctcgtgtata 
agttcttgat 
tttttcctca 

ggag aaaa gc 

tggaaaatag 
ggaaagaacc 
taagaeggag 
gcaacctcca 
ttacaggcgt 
cgccatgttg 
tcccaaagtg 
ttaaagaaca 
gtcaaactgt 
catcagtaaa 
gttttactgt 
agaaaatgag 
gtagtgt tec 
gaattcctgc 



tttgcatggc 
acgagtaact 
gacattatat 
aaatatttac 
ttcaactatt 
caactcttcg 
atctattcct 
ataatatgta 
gaaaaccact 
tggaacaaac 
eggattatta 
taaatgttca 
agaatacttg 
tgtttttgag 
aattggtgat 
gt tgtattgc 
tgatagtaaa 
acaaacccca 
ccaggttttg 
agagttggtg 
gctcacgcct 
gagttugaya 
tagecaggeg 
gaatcatttg 
agcctgggcg 
cctctcctgt 
gagttcaggg 
taattttaac 
tgtctaaaat 
acatgattgt 
ctgtgctctg 
agttttcgga 
actgcaccca 
cggaattccc 
cagtaactac 
tggcttagat 
tgttgctctg 
tttccctggt 
gttccaccac 
gecaggctgg 
ctgggattac 
ctttcaaatt 
ttagcaaatg 
ataccatacg 
gaaataat t t 
aaagaagtta 
caaggtgt tc 
tctgtgttag 



t tgctttata 
cacacttttt 
agagactatg 
aacatt caca 
atgaagtgct 
atactatcat 
gtagcaactg 
tactataata 
tcaaatagaa 
t ct caacaaa 
t tggt tcatg 
tgtctttttt 
actaactctt 
at tat tggtg 
aaaaagt tat 
caaataegge 
caagcagtgc 
tgccacagcg 
gatagtttgt 
ctgtgtcact 
gtaatcccag 
cudyce t gg c 
tgtggtggca 
aatcctgcag 
acaagagega 
ttgagctttc 
aaatgactct 
accaatgtga 
gtgtgaataa 
gaggaggatt 
t tgagacatg 
caattaacca 
tcttttataa 
acccaccgct 
tgtgagagat 
cagagaactg 
ttgcccagac 
tcaagcaatt 
acctggctaa 
tctcgaaatc 
aggegegage 
aaatatcagt 
taagtagaag 
tatgttatga 
t caatataga 
atagctatct 
taaaaeggea 
gcgctg 



53700 
53760 
53820 
53880 
53940 
54000 
54060 
54120 
54180 
54240 
54 3 00 
54360 
54420 
54480 
54540 
54600 
54660 
54720 
54780 
54840 
54900 

5 5 020 
55080 
55140 
55200 
55260 
55320 
55380 
55440 
55500 
55560 
55620 
55680 
55740 
55800 
55860 
55920 
55980 
56040 
56100 
56160 
56220 
56280 
56340 
56400 
56460 
56516 



<210> 2 

<211> 23 

<212> DNA 

-'213^ Homo sapiens 



20 



Docket No. GEN-T1 13XC3D2 



<210> 3 

<211> 5227 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> polyA_signal 

<222> 5180 . .5186 

<223> AATAAA 



<400> 3 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 

1 5 

gtg etc ctg ggc acg gcg ccc ace tac gtg ttg gec tgg ggg gtc tgg 102 

Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 20 

egg ctg etc tec gee ttc ctg ccc gee cgc ttc tac caa gcg ctg gac 150 

Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 

25 30 35 40 

qac egg etc tac tgc gtc tac cag age atg gtg etc ttc ttc ttc gag 198 

Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met val Leu Phe Phe Phe Glu 

45 50 55 

aat tac ace ggg gtc cag ata ttg eta tat gga gat ttg cca aaa aat 246 

Asn Tyr Thr Gly Val Gin lie Leu Leu Tyr Gly Asp Leu Pro Lys Asn 

60 65 70 

aaa gaa aat ata ata tat tta gca aat cat caa age aca gtt gac tgg 294 

Lys Glu Asn lie lie Tyr Leu Ala Asn His Gin Ser Thr Val Asp Trp 

75 80 85 

att gtt get gac ate ttg gee ate agg cag aat gcg eta gga cat gtg 342 

lie Val Ala Asp lie Leu Ala lie Arg Gin Asn Ala Leu Gly His Val 

90 95 100 

cgc tac gtg ctg aaa gaa ggg tta aaa tgg ctg cca ttg tat ggg tgt 390 

Arg Tyr Val Leu Lys Glu Gly Leu Lys Trp Leu Pro Leu Tyr Gly Cys 

105 110 115 120 

tac ttt get cag cat gga gga ate tat gta aag cgc agt gee aaa ttt 438 

Tyr Phe Ala Gin His Gly Gly lie Tyr Val Lys Arg Ser Ala Lys Phe 

125 130 135 

aac gag aaa gag atg cga aac aag ttg cag age tac gtg gac gca gga 486 

Asn Glu Lys Glu Met Arg Asn Lys Leu Gin Ser Tyr Val Asp Ala Gly 

140 145 150 

act cca atg tat ctt gtg att ttt cca gaa ggt aca agg tat aat cca 534 

Thr Pro Met Tyr Leu Val lie Phe Pro Glu Gly Thr Arg Tyr Asn Pro 

155 160 165 

gag caa aca aaa gtc ctt tea get agt cag gca ttt get gee caa cgt 582 

Glu Gin Thr Lys Val Leu Ser Ala Ser Gin Ala Phe Ala Ala Gin Arg 

170 175 180 

ggc ctt gca gta tta aaa cat gtg eta aca cca cga ata aag gca act 630 

Gly Leu Ala Val Leu Lys His Val Leu Thr Pro Arg lie Lys Ala Thr 

185 190 195 200 

cac gtt get ttt gat tgc atg aag aat tat tta gat gca att tat gat 678 

His Val Ala Phe Asp Cys Met Lys Asn Tyr Leu Asp Ala lie Tyr Asp 

205 210 215 

att acq qtq qtt tat gaa ggg aaa gac gat gga ggg cag cga aga gag 726 
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235 240 
att cac att gat cgt ate gac aaa 
lie His lie Asp Arg lie Asp Lys 

250 255 
cat atg aga aga tgg ctg cat gaa 
His Met Arg Arg Trp Leu His Glu 
265 270 
ctt ata gaa ttt tat gag tea cca 
Leu lie Glu Phe Tyr Glu Ser Pro 
285 

cct ggg aaa agt gtt aat tec aaa 
Pro Gly Lys Ser Val Asn Ser Lys 
300 

tea atg ttg ate tta agt ggt ttg 
Ser Met Leu lie Leu Ser Gly Leu 
315 320 
get gga agg aag ctg tat gtg aac 
Ala Gly Arg Lys Leu Tyr Val Asn 

330 335 
ggc tgc ctg tgg gtt act att aaa 
Gly Cys Leu Trp Val Thr lie Lys 



245 

aaa gat gtc cca gaa gaa caa gaa 822 
Lys Asp Val Pro Glu Glu Gin Glu 
260 

cgt ttc gaa ate aaa gat aag atg 870 
Arg Phe Glu lie Lys Asp Lys Met 
275 280 
gaa aga aga aaa aga ttt 918 
Glu Arg Arg Lys Arg Phe 
295 

ate aag aag act tta cca 966 
lie Lys Lys Thr Leu Pro 
310 

ggc atg ctt atg acc gat 1014 
Gly Met Leu Met Thr Asp 
325 

ata tat gga acc eta ctt 1062 
lie Tyr Gly Thr Leu Leu 
340 

acaagtagct gtctccagac 1112 



gat 
Asp 

tta 
Leu 
305 
act 
Thr 



cca 
Pro 
290 
agt 
Ser 



gca 

Ala 



acc tgg 
Thr Trp 

gca tag 
Ala * 



345 



350 



agtgggatgt gctacattgt ctatttttgg cggctgcaca 
aatttattaa ggagtgtaaa taaagccttg ttgattgaag 
acgaaagctg atatgeaatg gtcttgggca aacatacctg 
gggctgctgg aagggtaaaa gctaaatgga gtttctcctg 
ctaatgacaa cttgagaagg ctgggaggat tgtgtatttt 
tttgagcatt aatttgeage gtatttcact ttttctgtta 
gacagctcca agctcttatt actaaagtat ttagtatctt 
ettttgetta tttctacaag tcagtgaaat aaattgtatt 
aaaggaaagg gtaaaaagtg ttcatgggga aaaagctctg 
tattgegtta ttagctgatt ttactcattt tatatttgea 
ttgaaattgc ttaatttgea caccctgtac acacagaaaa 
aagtttaaaa ttgtgactct gattcattat agcagaactt 
agatttaagc tacgetatta gtacttccct ttgtctgtgc 
aaggttttct gttttgtttt gtttttttaa tatcaaaaga 
gaccccaagt tcacaagatt tttaaggtga tgagagcctg 
actagcgtgt gccttttgcc tgettctett tgatttcaca 
cgtttctgta gtgtggtgga ttcccactgg gctctggtcc 
ggtgctgctc ageggcttge aegtagaett gctaggaaga 
tgcccacttt cagagttgaa ctctttaaag cccttgtgag 
agaggcattt tgcatttgtc tgtgtcaaga agttcacctt 
acttaattcg tcatgactga acgaatttgt ttatttccca 
cattaatatg tatcgectta gagcaagagc tgtgttccag 
gecatggaac aatatatccc atgggagaag acctttcagt 
gttataattt aaacttcgat ttcctcatag tcctttaagt 
actggatttt tgctgcagaa atatatcagt ggcccacatt 
gataagcaaa atgaaagaaa taatgattaa gggaaaatta 
tctcccatgc cagagaataa actctttcaa gcatcatctt 
attggtttgt gtacattaga atgtatgcac acatccatgg 
ctaataatcg gggcatgggt aaaacttatg aaaatttcct 
tcttacctgt aaagtaaaat ttagatcaat tccatgtctt 
tatattttga atataatggg tatgttctaa atttgaactt 
attatqtqga ttctaactca ttttaacaag gtagectgae 



Ly aLa LLacta 




1172 


ct l. l. y y ct l d ct l 


ci y ct ci l. l. l. y l. y 


12 3 2 


y l. uy l. ct ct ct l_ 




12 92 


ctctgtccat 


ttcctatgaa 


1352 


gcaagtcaga 


tggctgeatt 


1412 


ttttcaattt 


attacaactt 


1472 


gcagctagtt 


aatatttcat 


1532 


taggaagtgt 


caggatgttc 


1592 


tttagcacat 


gattttattg 


1652 


aaataaattt 


ctaatattta 


1712 


tggtataaaa 


tatgagaacg 


1772 


taaatttccc 


agctttttga 


1832 


cataagtget 


tgaaaacgtt 


1892 


gtcggtgtga 


accttggttg 


1952 


cagacattct 


gectagattt 


2012 


gaatattcat 


tcagaagtcg 


2072 


ttcccttgga 


tcccgtcagt 


2132 


aatgeagage 


cagcctgtgc 


2192 


tgggcttcac 


cagctactgc 


° n 5 n 


ctcaagccag 


tgaaatacag 


2312 


ttaggtttag 


tggagctaca 


2372 


gaaccagatc 


acgattttta 


2432 


gtgaactgtt 


ctatttttgt 


2 4 92 


tgacatt tct 


get tactget 


2 552 


aaacatacca 


gttggat cat 


2 612 


agtgactgtg 


t tacactget 


2672 


tgaagagtcg 


tgtggtgtga 


2732 


acactcagga 


tatagttggc 




catgetgaat 


tgtaattttc 


2852 


tgttaagt ac 


agggatttaa 


2 912 


tgagaggcaa 


tactgttgga 


2972 


ctgeataaga 


tcacttgaat 


3032 
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tataagaatg ccgtcgatgt gcatgctttt atgtttttca gaaaagggtg jgtttggatg 
aaagtaaaaa aaaaaataaa atctttcact gtctctaatg gctgtgctgt "aacatttt 
ttgaccctaa aattcaccaa cagtctccca gtacataaaa taggcttaat gactggccct 
gcattcttca caatattttt ccctaagctt tgagcaaagt tttaaaaaaa tacactaaaa 
Latcaaaac tgttaagcag tatattagtt tggttatata aattcatctg "atttataa 
gatgcatggc cgatgttaat ttgcttggca attctgtaat cattaagtga tctcagtgaa 
acatgtcaaa tgccttaaat taactaagtt ggtgaataaa agtgccgatc tggctaactc 
ttacaccata catactgata gtttttcata tgtttcattt ccatgtgatt "taaaattt 
agagtggcaa caattttgct taatatgggt tacataagct ttattttttc ctttgttcat 
aattatattc tttgaatagg tctgtgtcaa tcaagtgatc taactagact ^catagat 
agaaggaaat aaggccaagt tcaagaccag cctgggcaac atatcgagaa cctgtctaca 
aaaaaattaa aaaaaattag ccaggcatgg tggcgtacac tgagtagttt gtcccagcta 
ctcgggaggg tgaggtggga ggatcgcttc agcccaggag gttgagattg cagtgagcca 
tggacatacc actgcactac agcctaggta acagcacgag accccaactc ttagaaaatg 
aaaaggaaat atagaaatat aaaatttgct tattatagac acacagtaac tcccagatat 
gtaccacaaa aaatgtgaaa agagagagaa atgtctacca aagcagtatt "gtgtgtat 
aattgcaagc gcatagtaaa ataattttaa ccttaatttg tttttagtag tgtttagatt 
gaagattgag tgaaatattt tcttggcaga tattccgtat ctggtggaaa gctacaatgc 
aatgtcgttg tagttttgca tggcttgctt tataaacaag attttttctc cctccttttg 
ggccagtttt cattacgagt aactcacact ttttgattaa agaacttgaa attacgttat 
cacttaqtat aattgacatt atatagagac tatgtaacat gcaatcatta gaatcaaaat 
tagtactttg gtcaaaatat ttacaacatt cacatacttg tcaaaLiLLc atgtaa.caa 
ctgaatttaa aaccttcaac tattatgaag tgctcgtctg tacaatcgct aatttactca 
gtttagagta gctacaactc ttcgatacta tcatcaatat ttgacatctt ttccaatttg 
tgtatgaaaa gtaaatctat tcctgtagca actggggagt catatatgag gtcaaagaca 
tataccttgt tattataata tgtatactat aataatagct ggttatcctg agcaggggaa 
aaggttattt ttaggaaaac cacttcaaat agaaagctga agtacttcta atatactgag 
ggaagtataa tatgtggaac aaactctcaa caaaatgttt attgatgttg atgaaacaga 
tcagtttttc catccggatt attattggtt catgatttta tatgtgaata tgtaagatat 
qttctgcaat tttataaatg ttcatgtctt tttttaaaaa aggtgctatc gaaattctgt 
gtctccagca ggcaagaata cttgactaac tctttttgtc tctttatggt attttcagaa 
taaagtctga cttgtgtttt tgagattatt ggtgcctcat taattcagca ataaaggaaa 
atatgcattt caaaaanaaa aaaaaaaaaa aaaaa 



3332 
3392 
3452 
3512 
3572 
3632 
3692 
3752 
3812 
3872 
3932 
3992 
4052 
4112 
4172 
4232 
4292 
4352 
4412 
4472 
4532 
15 92 
4652 
4712 
4772 
4832 
4892 
4952 
5012 
5072 
5132 
5192 
5227 



<210> 4 
<211> 353 
<212> PRT 

<213> Homo sapiens 



0> 



<221> HELIX 
<222> 1 . . 33 
<223> Rao and 



Argos 



identification method, potential helix 



<221> HELIX 
<222> 4 . . 20 
<223> Klein, 
he lix 



Kanehisa 



and 



DeLisi identification method, 



potent ial 



<221> HELIX 
<222> 4.-24 
<223> Eisenberg, 
potential helix 



Schwarz , 



Komarony , 



Wall 



ident i f icat ion 



method , 
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<221> HELIX 
<222> 50 . . 70 

<223> Eisenberg, Schwarz, Komarony, Wall identification method, 
potential helix 

<221> CAR BOH YD 

<222> 57 . .59 

<223> Prosite match 

<221> HELIX 
<222> 76.-96 

<223> Eisenberg, Schwarz, Komarony, Wall identification method, 
potential helix 

>:221> PHOSPHORYLATION 

< 2 2 2 > 78 

•:223> potential Tyrosine kinase site, Prosite match 

<221> PHOSPHORYLATION 

< 2 2 2 > 8 4 

<223> potential caseine kinase II site, Prosite nidLcii 

< 2 2 1 > SITE 
<222> 94 . . 115 

<223> potential Leucine zipper site, Prosite match 

<221> MYRISTATE 
<222> 119 . . 123 

<223> potential site, Prosite match 

<221> PHOSPHORYLATION 
< 2 2 2 > 133 

<223> potential protein kinase C, Prosite match 

<221> PHOSPHORYLATION 
<222> 147 

<223> potential caseine kinase II site, Prosite match 

<221> PHOSPHORYLATION 
<222> 194 

<223> potential protein kinase C, Prosite match 

>:221> PHOSPHORYLATION 
•:222:. 2 15 

• :223> potential Tyrosine kinase site, Prosite match 

<221> SULFATAT ION 
< 2 2 2 > 221 

<223> Prosite match 

•:221> PHOSPHORYLATION 
-:222> 233 

■223-. potential cAMP and cGMP dependant protein kinase site, Prosite 
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<223> potential caseine kinase II site, Prosite match 



<221> PHOSPHORYLATION 
<222> 306 

<223> potential protein kinase C, Prosite match 

<221> HELIX 
<222> 310 . .330 

<223> Eisenberg, Schwarz, Komarony, Wall identification method, 
potential helix 



<221> MYRISTATE 
<222> 319 . . 323 
<223> Prosite match 



<221> MYRISTATE 
<222> 323 . . 327 
<223> Prosite match 



<221> AM I DAT I ON 
<222> 329 

<223> Prosite match 



< 2 2 1 > HELIX 
<222> 333 . . 353 

<223> Eisenberg, Schwarz, Komarony, Wall identification method, 

potential helix 



<221> MYRISTATE 

<222> 341 . . 345 

<223> Prc'site match 



<221> PHOSPHORYLATION 
<222> 350 

<223> potential protein kinase C, Prosite match 
<400> 4 

Met Arg Tyr Leu Leu Pro Ser Val Val Leu Leu Gly Thr Ala Pro Thr 

15 10 15 

Tyr Val Leu Ala Trp Gly Val Trp Arg Leu Leu Ser Ala Phe Leu Pro 

20 25 30 

Ala Arg Phe Tyr Gin Ala Leu Asp Asp Arg Leu Tyr Cys Val Tyr Gin 

35 40 45 

Ser Met Val Leu Phe Phe Phe Glu Asn Tyr Thr Gly Val Gin lie Leu 

50 55 60 

Leu Tyr Gly Asp Leu Pro Lys Asn Lys Glu Asn lie lie Tyr Leu Ala 
65 70 75 80 

Asn His Gin Ser Thr Val Asp Trp lie Val Ala Asp lie Leu Ala lie 

85 90 95 

Arg Gin Asn Ala Leu Gly His Val Arg Tyr Val Leu Lys Glu Gly Leu 

100 105 110 

Lys Trp Leu Pro Leu Tyr Gly Cys Tyr Phe Ala Gin His Gly Gly lie 

115 120 125 

~^\ T >- Val Lvs Arc* Ser Ala Lys Phe Asn Glu Lys Glu Met Arg Asn Lys 
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165 170 175 

Ser Gin Ala Phe Ala Ala Gin Arg Gly Leu Ala Val Leu Lys His Val 

180 185 I 90 

Leu Thr Pro Arg lie Lys Ala Thr His Val Ala Phe Asp Cys Met Lys 

195 200 205 

Asn Tyr Leu Asp Ala lie Tyr Asp Val Thr Val Val Tyr Glu Gly Lys 

210 215 220 

Asp Asp Gly Gly Gin Arg Arg Glu Ser Pro Thr Met Thr Glu Phe Leu 
225 230 235 240 

Cys Lys Glu Cys Pro Lys lie His lie His lie Asp Arg lie Asp Lys 

245 250 255 

Lys Asp Val Pro Glu Glu Gin Glu His Met Arg Arg Trp Leu His Glu 

260 265 270 

Arg Phe Glu lie Lys Asp Lys Met Leu lie Glu Phe Tyr Glu Ser Pro 

275 280 285 

Asp Pro Glu Arg Arg Lys Arg Phe Pro Gly Lys Ser Val Asn Ser Lys 

290 295 300 

Leu Ser lie Lys Lys Thr Leu Pro Ser Met Leu He Leu Ser Gly Leu 
305 310 315 320 

Thr Ala Gly Met Leu Met Thr Asp Ala Gly Arg Lys Leu Tyr Val Asn 

325 330 335 

Thr Trp lie Tyr Gly Thr Leu Leu Gly Cys Leu Trp Val Tin He Lys 
340 345 350 

Ala 



<210> 5 
<211> 364 
<212> PRT 

<213> Homo sapiens 

<400> 5 T 
Met Leu Leu Ser Leu Val Leu His Thr Tyr Ser Met Arg Tyr Leu Leu 
1 5 10 15 

Pro Ser Val Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp 

20 25 30 

Gly Val Trp Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin 

35 40 45 

Ala Leu Asp Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met Val Leu Phe 

50 55 60 

Phe Phe Glu Asn Tyr Thr Gly Val Gin lie Leu Leu Tyr Gly Asp Leu 
65 70 75 80 

Pro Lys Asn Lys Glu Asn He He Tyr Leu Ala Asn His Gin Ser Thr 

85 90 95 

Val Asp Trp He Val Ala Asp He Leu Ala He Arg Gin Asn Ala Leu 

100 105 H° 

Gly His Val Arg Tyr Val Leu Lys Glu Gly Leu Lys Trp Leu Pro Leu 

115 120 125 

Tyr Gly Cys Tyr Phe Ala Gin His Gly Gly He Tyr Val Lys Arg Ser 

130 135 140 

Ala Lys Phe Asn Glu Lys Glu Met Arg Asn Lys Leu Gin Ser Tyr Val 
145 150 155 160 

Asp Ala Gly Thr Pro Met Tyr Leu Val He Phe Pro Glu Gly Thr Arg 

165 170 175 

T „ r Asn Pro Glu Gin Thr Lvs Val Leu Ser Ala Ser Gin Ala Phe Ala 
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210 215 220 

He Tyr Asp Val Thr Val Val Tyr Glu Gly Lys Asp Asp Gly Gly Gin 
225 230 235 240 

Arg Arg Glu Ser Pro Thr Met Thr Glu Phe Leu Cys Lys Glu Cys Pro 

245 250 255 

Lys He His He His He Asp Arg He Asp Lys Lys Asp Val Pro Glu 

260 265 270 

Glu Gin Glu His Met Arg Arg Trp Leu His Glu Arg Phe Glu He Lys 

275 280 285 

Asp Lys Met Leu He Glu Phe Tyr Glu Ser Pro Asp Pro Glu Arg Arg 

290 295 300 

Lys Arg Phe Pro Gly Lys Ser Val Asn Ser Lys Leu Ser He Lys Lys 
3 05 310 315 320 

Thr Leu Pro Ser Met Leu lie Leu Ser Gly Leu Thr Ala Gly Met Leu 

325 330 335 

Met Thr Asp Ala Gly Arg Lys Leu Tyr Val Asn Thr Trp He Tyr Gly 

340 345 350 

Thr Leu Leu Gly Cys Leu Trp Val Thr He Lys Ala 
355 360 



<210> 6 
<211> 26 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 
<222> 1. .26 

<223 > primer oligonucleotide GCl.Sp.l 
<4 00> 6 

ctgtccctgg tgctccacac gtactc 26 



<210> 7 

<211> 26 

<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 

■ :222 1 . . 26 

■:223> primer oligonucleotide GC1.5p.2 

■:4 00> 7 

tqgtgctcca cacgtactcc atgcgc 26 



<210> 8 
<211> 27 
■ :212> DNA 

«:213> Homo Sapiens 
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<400> 8 

caatatctgg accccggtgt aattctc 27 



<210> 9 
<211> 34 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 
<222> 1 . . 34 

<223> primer oi igonuc 1 eot i de GC1 . 3p 
< 4 0 0 > 9 

cttgcctgct ggagacacag aatttcgata gcac 34 



<2i0> 10 

<211> 2 4 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

< 2 2 1 > mi sc_f eature 

<222> 1 . . 24 

<223> primer oligonucleotide PGRT32 

<400> 10 

tttttttttt tttttttttg aaat 24 



<210> 11 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> 160 . . 165 

<223> box2 from SEQID4 , present in AF003136, P33333, P26647, U89336, 
U56417, AB005623. 

<4 0D> 11 

Phe Pro Glu Gly Thr Arg 
1 5 



<210> 12 

<211> 6 

<212> PRT 

<213> Homo sapiens 
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<400> 12 

Phe Pro Glu Gly Thr Asp 
1 5 



<210> 
<211> 
<212> 
<213> 



Homo 



13 
6 



PPT 



sapiens 



2 2 0 > 



>:221> SITE 
-222 > 223 . .22 8 

•:223> box2 from P38226, Z49770 
•z 4 0 0 > 13 

Phe Pro Glu Gly Thr Asn 
1 5 



<210> 14 
<211> 6 
<212> PRT 

<:213> Homo sapiens 
< 2 2 0 > 

<221> SITE 
<222> 90 . . 95 

<223> box2 from Z49860 and Z29518 
<4 00> 14 

Phe Val Glu Gly Thr Arg 
1 5 



<210> 15 
<211> 9 
<212> PRT 

<213> Homo sapiens 
< 2 2 0 > 

<221> SITE 
•::222> 211.. 219 

•::223> box3 from SEQID4 , present in AF003136 
<400> 15 

Leu Asp Ala lie Tyr Asp Val Thr Val 
1 5 



<2 10> 16 
■::211> 9 
<212> PPT 
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<222 > 204 . . 212 

<223> box3 from Z72511 

<400> 16 

Val Glu Tyr lie Tyr Asp lie Thr lie 
1 5 



<210> 17 
<211> 9 
<212> PRT 

<2 13> Homo sapiens 

< 2 2 0 > 

<221:> SITE 

< 2 2 2 > 211 . .279 

<223> box3 from P38226 

<400> 17 

lie Glu Ser Leu Tyr Asp lie Thr lie 
1 5 



<210> 18 
<211> 9 
<212> PRT 

<213> Homo sapiens 
< 2 2 0 

<221> SITE 

<22 2> 265.-273 

<223> box3 from Z49770 

<400> 18 

Leu Asp Ala lie Tyr Asp Val Thr lie 
1 5 



<210> 19 
<211> 9 
<212> PRT 

<213> Homo sapiens 



22 0> 

221 > SITE 

2 2 2 > 1 3 8 . . I 4 6 

22 3 > box3 fromZ4 98 6 0 



<400> 19 

Val Pro Ala lie Tyr Asp Met Thr Val 
1 5 



;10> 
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<220> 

<221> SITE 

<222> 218 . . 226 

<223> box3 from Z29518 

<400> 20 

Val Pro Ala He Tyr Asp Thr Thr Val 
1 5 



<210> 21 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
■:220> 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 99-123 

<221> allele 
<222> 24 

<223> polymorphic base C 

<221> primer_bind 
<222> 1 . . 23 

<223> potential mi crosequencing oligo 99-123. misl 

<221> primer_bind 
< 2 2 2 > 25 . .47 

■:223> complement potential microsequencing oligo 99- 123. mis2 
<4 0 0> 21 

tttctcatcc tcacacctca ctgcgcccct cctgaaccca ctccttt 47 



<210> 22 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
<220> 

• :221> allele 
■ :222> 1 . .47 

■:223> polymorphic fragment 4-26 

<221> allele 
<222> 24 

<223> polymorphic base G 

<:221> primer_bind 
-;222> 1 . . 23 

<:223 > potential microsequencing oligo 4-26. misl 
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<400> 22 



ccctgtnaga cacgtcctgt atcgttgttg agatgggaaa gtgcatc 



47 



<210> 
<211> 
<212> 
<213> 



23 
47 
DNA 



Homo Sapiens 




allele 
1 . . 47 

polymorphic fragment 4-14 



allele 



< 2 2 3 



24 

polymorphic base T 




primer_bind 
1 . . 23 



<223> potential microsequencing oligo 4-14. misl 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4-14. mis2 
<4 00> 2 3 

gcagggagca gaccagacat gatttgttct agtctagctg attcata 47 

<2 10> 2 4 
< 2 1 1 > 47 
<212 :■ DNA 

<213> Homo Sapiens 



<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 4-77, extracted from SEQ ID1 12057 12103 

< 2 2 1 > allele 



<223> polymorphic base C 

<22 1: primer_bind 
<;:222: 1 . .23 

<223> potential microsequencing oligo 4-77. misl 

<22 1 > primer_bind 
<222> 25 . . 47 

<223> complement potential microsequencing oligo 4-77. mis2 
<4 00> 2 4 

gctgttcaga ctaaacttgg agactacagt cagtcagaga acttgct 47 
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<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1 . .47 

<223> polymorphic fragment 99-217, extracted from SEQ ID1 34469 34515 

<221> allele 

<222> 24 

<223> polymorphic base C 

<221> primer__bind 

<222> 1 . . 23 

<223> potential mi crosequenc ing oligo 99-217. misl 

<221> primer_bind 

<222> 25.. 47 

<223> complement potential microsequencing oligo 99-217. mis2 

<400> 25 

atatagttca cgttatgttc atacttaatt gttgcatttt gtttgcc 47 



<210> 2 6 
<211> 4 7 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-67, extracted from SEQ ID1 51612 51658 

<221> allele 
<222> 24 

<223> polymorphic base C 

<2 2 1 > primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4-67. misl 

<221> primer_bind 
•;22 2> 2 5 . . 4 7 

<223> complement potential microsequencing oligo 4-67. mis2 
<400> 26 

gccagtgaaa tacagactta attcgtcatg actgaacgaa tttgttt 47 



<210> 27 

<211> 4 7 

■;212> DNA 

>-21 V> Homo 



Sapiens 
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<221> allele 

<222> 24 

< 2 2 3 > polymorphic base T 

<221> primer_bind 

< 2 2 2 > 1 . . 2 3 

<223> potential microsequencing oligo 99-213. misl 

<221> primer_bind 

•:222> 25.. 47 

<223> complement potential microsequencing oligo 99-213. mis2 

<4 00> 2 7 

ccttagcatt caagcccctg agctctggtg ttgtccaccc ctggggg 47 



>:210> 28 

<211> 4 7 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 

< 2 2 2 > 1 . . 4 7 

<223> polymorphic fragment 99-221 

<221> allele 

■:222> 24 

<223> polymorphic base A 

< 2 2 1 > primer_bind 

<222> 1 . .23 

<223> potential microsequencing oligo 99-221. misl 

<221> primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 99-221. mis2 

<400> 28 

agcttgagaa accagaaaag ccaaaaggag gctcctacca catgggt 47 



•:2 10> 2 9 

•:211> 4 7 

<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > allele 

<222> 1..47 

■;223> polymorphic fragment 99-135 
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< 2 2 1 > primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 99-135. misl 

<221> primer_bind 

< 2 2 2 > 25 . .47 

<223> complement potential microsequencing oligo 99-135. mis2 

<400> 29 

agtcactata tctatgttta atgaagatag aaagagatgc agaaatg 47 



<210> 30 
<211> 47 
<212> DNA 

<213;- Homo Sapiens 
<22 0> 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 99-123, variant version of SEQ ID21 

<221> allele 

< 2 2 2 > 2 4 

<223> base T ; C in SEQ ID21 

<221> prime r_bind 

< 2 2 2 > 1 . . 2 3 

<223> potential microsequencing oligo 99-123. misl 

<221:- primer_bind 

< 2 2 2 > 25.. 47 

<223> complement potential microsequencing oligo 99-123. mis2 
<400> 30 

tttctcatcc tcacacctca ctgtgcccct cctgaaccca ctccttt 47 



<210> 31 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

■ :220> 

-:221:- allele 
<222~- 1 . . 47 

<223> polymorphic fragment 4-26, variant version of SEQ 1D22 

< 2 2 1 > allele 
<222> 24 

<223> base A ; G in SEQ ID22 

<:221:- prime r_bind 

, , o 2 % i 2 3 
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<223> complement potential microsequencing oligo 4-26. mis2 



<400> 31 

ccctgtnaga cacgtcctgt atcattgttg agatgggaaa gtgcatc 



47 



<210> 3 2 
<211> 47 
<212> DNA 



<213> Homo Sapiens 



< 2 2 0 > 



allele 
1 . . 47 

polymorphic fragment 4-14, variant version of SEQ ID23 




allele 
24 

base C 



T in SEQ ID23 



<221 



primer_bind 
1 . . 23 



<223> potential microsequencing oligo 4-14. misl 

<221> primer_bind 
< 2 2 2 > 2S..47 

<223> complement potential microsequencing oligo 4-14. mis2 
<400> 32 

gcagggagca gaccagacat gatctgttct agtctagctg attcata 47 



<21C)> 3 3 
<211> 4 7 
<212> DNA 

<213> Homo Sapiens 



<220> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 4-77, variant version of SEQ ID24 



allele 



24 

base G 



C in SEQ 1D24 



<22 1> primer_bind 
< 2 2 2 > 1 . . 2 3 

<223> potential microsequencing oligo 4-77. misl 



< 2 2 1 > primer_bind 
< 2 2 2 > 25.-47 

<223> complement potential microsequencing oligo 4-77. mis2 
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<210> 34 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 99-217, variant version of SEQ ID25 

<221> allele 

<222> 24 

<223> base T ; C in SEQ ID25 

<221> primer_bind 

< 2 2 2 > 1 . . 2 3 

<223> potential mi crosequenc ing oligo 99-217. misl 

<221> prime r_bind 

< 2 2 2 > 25.. 47 

<223> complement potential microsequencing oligo 99-217. mis2 

<400> 34 

atatagttca cgttatgttc atatttaatt gttgcatttt gtttgcc 47 



<210> 35 
<211> 4 7 

< 2 1 2 > DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-67, variant version of SEQ ID26 

<221> allele 
<222> 24 

<223> base T ; C in SEQ ID26 

< 2 2 1 > primer_bind 
<222> 1 . .23 

<223> potential microsequencing oligo 4-67. misl 

<221:- primer_bind 
■:222:- 2 5 . .47 

<223> complement potential microsequencing oligo 4-67.mis2 
<400> 35 

gccagtgaaa tacagactta atttgtcatg actgaacgaa tttgttt 47 

<210> 36 
-2 1 V- 4 7 
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<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 99-213, variant version of SEQ ID27 

<22 1> allele 

<222> 24 

<223> base C ; T in SEQ ID27 

<221> prime r_bind 

<222> 1 . . 23 

<223> potential mi crosequenc ing oligo 99-213. mi si 

<221> primer_bind 

<22 2> 25.. 47 

<223> complement potential microsequencing oligo 99-213. mis2 

<400> 3 6 

ccttagcatt caagcccctg agccctggtg ttgtccaccc ctggggg 47 



<210> 37 
<211> 47 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 
<222> 1 . .47 

<223> polymorphic fragment 99-221, variant version of SEQ ID28 

<221> allele 

< 2 2 2 > 2 4 

<223> base C ; A in SEQ ID28 

<221> primer_bind 

<223> potential microsequencing oligo 99-221. misl 

<221> primer_bind 
<2 2 2> 25.. 47 

<223> complement potential microsequencing oligo 99-221. mis2 
<400> 37 

agcttgagaa accagaaaag ccacaaggag gctcctacca catgggt 47 



<210> 3 8 
<211> 4 7 
<212> DNA 

<213> Homo Sapiens 
<220r- 

<22 1 ;• allele 
< 2 2 2 - ■ 1 . . 4 7 
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<221> primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 99-135. misl 

<221> prime r_bind 

< 2 2 2 > 2 5 . . 4 7 

<223> complement potential microsequencing oligo 99-135. mis2 

<4 0 0> 3 8 

agtcactata tctatgttta atggagatag aaagagatgc agaaatg 47 



<210> 39 
<211> 18 
<2 12> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc-feature 

< 2 2 2 > 1 . . 1 8 

<223> upstream amplification primer 99-123-PU 
<400> 3 9 

aaagccagga ctagaagg 18 



<210> 40 

<211> 18 

<212:> DNA 

<213> Homo Sapiens 
<220> 

<2 2 1 > misc_feature 

<222> 1 . . 18 

<223> upstream amplification primer 4-26-PU 

<400> 40 

tacagccctg taagacac 18 



2 1 0 > 


41 




211:- 


18 




2 12:- 


DNA 




213:- 


Homo 


Sapi ens 


220> 






n 1 


mi sc 


feature 



;222> 1 . . 18 

:223> upstream amplification primer 4-14-PU 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_f eature 
<222> 1 . . 18 

<223> upstream amplification primer 4-77-PU, extracted from SEQ 1D1 11930 
11947 

<400> 42 

tgttgattta caggcggc 18 



<210:- 4 3 
<211> 19 
<212:, DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<2 21> mi sc_f eature 
<222> 1 . . 19 

<223:- upstream amplification primer 99-217-PU, extracted from SEQ 1D1 i^ZLb 
34234 

<400> 43 

ggtgggaatt tactatatg 19 



<210> 44 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 
< 2 2 2 > 1 . . 18 

<223> upstream amplification primer 4-67-PU, extracted from SEQ ID1 51596 
51613 

<400> 44 

aagttcacct tctcaagc 18 



21 0:- 


4 5 


2 11:- 


20 


2 12^ 


DNA 


213:> 


Homo 



Sapiens 



<220> 

< 2 2 1 > misc_feature 

< 22 2 > 1 . . 20 

<223> upstream amplification primer 99-213-PU 

-400- 45 
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<211> 19 
<212> DNA 

..:213> Homo Sapiens 
<220> 

<221-* misc_feature 
<222 > 1 . . 19 

023> upstream amplification primer 99-221-PU 
•:4 0 0> 4 6 

ccctttttct tcactgttc 19 



:210> 4 7 
••211 > 18 

•;212:- DNA 

•:213> Homo Sapiens 

•: 2 2 0 :• 

•:221:- misc_f eature 
•:222:- 1 . . 18 

<223> upstream amplification primer 99-135-PU 
-:400> 4 7 

tggaagttgt tattgccc 18 



■:210> 4 8 
<211> 18 
• :212 :•• DNA 

•;213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 18 

<223> downstream amplification primer 99-123-RP 
<400> 48 

tattcagaaa ggagtggg 18 



<210> 49 
■:211:- 18 
• 2 12- DNA 

•:213:- Homo Sapiens 
■:22 0> 

<2 21> mi sc_f eature 
<222> 1 . . 18 

<223> downstream amplification primer 4-26-RP 

<:4 00> 4 9 

tgaggactgc taggaaag 18 



<213> Homo Sapiens 
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<220> 

<221> misc_f eature 
<222> 1 . . 20 

<223> downstream amplification primer 4-14-RP 
<400> 50 

gactgtatcc tttgatgcac 20 



<210> 51 
<211> 2 0 
-212> DNA 

*:213:- Homo Sapiens 
< 2 2 0 > 

<22\> misc_feature 
t , n -i -> - r ^ o q 

<223> downstream amplification primer 4-77-RP, extracted from SEQ ID1 12339 
12 3 

58 complement 
<4 00> 51 

ggaaaggtac tcattcatag 20 



<210> 52 
<211> 21 
.-212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> misc_f eature 
<222> 1 . . 21 

<223> downstream amplification primer 99-217-RP, extracted from SEQ ID1 34625 
34645 complement 

<400> 52 

gtttattttg tgtgagcttt g 21 



■:210:. 5 3 

-:211> 20 

■:212> DNA 

-;213> Homo 



Sapi ens 



<220> 

<221> misc_feature 
<222> 1 . . 20 

<223> downstream amplification primer 4-67-RP, extracted from SEQ ID1 51996 
520 

15 complement 
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<210> 54 

<211> 21 

<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_f eature 

<222> 1 . . 21 

<223> downstream amplification primer 99-213-RP 

<400> 54 

ttattgcccc acatgcttga g 21 



<210> 55 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc feature 

<222> 1 . . 19 

<223> downstream amplification primer 99-221-RP 

<400> 55 

tcattcgtct ggctaggtc 19 



<210;> 5 6 
<211> 18 
<212> DNA 

<213> Homo Sapiens 
<220> 

<2 2 1 > misc_feature 
<222> 1..18 

<223> downstream amplification primer 99-135-RP 
<400> 56 

aaacacctcc cattgtgc 18 



■:210> 57 
•:211:- 47 
• : 2 1 2 • • DNA 

•:213> Homo Sapiens 

< 2 2 0 > 

<221> allele 

< 2 2 2 > 1 47 

<223> polymorphic fragment 99-1482 
<221> allele 

... n n n n ^ 
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<223> potential microsequencing oligo 99-1482. misl 



<221> primer_bind 
<222> 25 . . 47 

<223> complement potential microsequencing oligo 99-1482. mis2 
<400> 57 

agtgaagtct gagggggaaa aatcaaccct atagagggaa ggatctg 47 



<210> 5 8 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
<22 0> 

<221> allele 
<222> 1 . .47 

<223> polymorphic fragment 4-73, extracted from SED ID1 13657 13703 

<221> allele 
<222> 24 

<223> polymorphic base C in PG1 (13680) SEQ ID1 

<221> primer_bind 
< 2 2 2 > 1..23 

<223> potential microsequencing oligo 4-73. misl 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4-73. mis2 
<400> 58 

gttttcctta tgatgttaca tggcttattt ttaaaggtaa tgaaaac 47 



<210> 59 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

< 2 22 > 1 . . 4 7 

<223> polymorphic fragment 4-65, extracted from SEQ ID1 51448 51494 

<221> allele 

<222> 24 

<223> polymorphic base T in PG1 (51471) SEQ ID1 

< 2 2 1 > primer_bind 

< 2 2 2 > 1 . . 23 

<223> potential microsequencing oligo 4-65. misl 
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<400> 59 

ggtgctgctc agcggcttgc acgtagactt gctaggaaga aatgcag 47 



<210> 60 
<211> 4 7 
<212> DNA 

•.:213> Homo Sapiens 
■ :22 0> 

•;221> allele 
<222> 1 . .47 

■:223> polymorphic fragment 99-1482, variant version of SEQ ID57 

:221> allele 
-■ 2 2 2 ' ■ 2 4 

■:223> base A ; C in SEQ ID57 

v221> primer_bind 
• : 2 2 2 > 1 . . 2 3 

«.223> potential microsequencing oligo 99 - 14 82 . mi si 

<221> primer_bincl 
■:22 2> 2 5 . .47 

<223> complement potential microsequencing oligo 99-1482. mis2 
<4 0 0:> 6 0 

agtgaagtct gagggggaaa aataaaccct atagagggaa ggatctg 47 



-;21U> 61 

<211:> 47 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 
<222> 1 . .47 

<223> polymorphic fragment 4-73, variant version of SEQ 1D58 

<221> allele 
<222> 24 

•:223> base G ; C in SEQ ID58 

■:221> primer_bind 
•:222> 1 . .23 

■:223> potential microsequencing oligo 4-73.misl 

<221> primer_bind 
< : 2 2 2 > 25.. 47 

<223> complement potential microsequencing oligo 4-73. mis2 
■:400> 61 

attttcrtta taatattaca tqqqttattt ttaaaggtaa tqaaaac 47 
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< 2 1 2 > DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222> 1 . .47 

<223> polymorphic fragment 4-65, variant version of SEQ ID59 

<221> allele 
■:2 22> 2 4 

<223> base C ; T in SEQ IDS 9 

<221> primer_bind 
•:222> 1 . . 23 

• :223> potential microsequencing oligo 4-65. misl 

•:221> primer_bind 
■:222 > 25 . .47 

<223> complement potential microsequencing oligo 4-65. mis2 
<400> 62 

ggtgctgctc agcggcttgc acgcagactt gctaggaaga aatgcag 4/ 



<210> 63 
-.:211> 21 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 
•;222> 1 . . 21 

<223> upstream amplification primer 99-1482-PU 
<400> 63 

atcaaatcag tgaagtctga g 21 



<210> 64 
<211> 18 
<212> DNA 

<213> Homo Sapiens 

■ :220> 

■:221> misc_feature 
• ;222> 1 . . 18 

<:223> upstream amplification primer 4-73-PU, extracted from SEQ ID1 13547 
13564 

<400> 64 

atcgctggaa cattctgg 18 



- ? 1 0 6 5 
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<220> 

<221> mi sc_f eature 
<222 > 1 . . 20 

<223> upstream amplification primer 4-65-PU, extracted from SEQ ID1 51149 
51168 

<400> 65 

gatttaagct acgctattag 20 



<210> 66 
<211> 2 0 
<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc^feature 
<222> 1 . . 20 

<223> downstream amplification primer 99-1482-RP 
<4 00> 6 6 

acaaatctat ataaggctgg 20 



<210> 67 

<211> 20 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> misc_feature 

<222> 1 . . 20 

<223> downstream amplification primer 4-73-RP, extracted from SEQ ID1 13962 

13981 complement 

<400> 67 

ctcttggtta aacagcagtg 20 



<210> 68 

<211> 18 

<212> DNA 

<213> Homo Sapiens 
<220> 

<22 1> misc_f eature 

<222> 1 . . 18 

<223> downstream amplification primer 4-65-RP, extracted from SEQ ID1 51482 

51499 complement 

<400> 68 

tggctctgca tttcttcc 18 
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<400> 69 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 
1 5 

gtg etc ctg ggc acg gcg ccc ace tac gtg ttg gee tgg ggg gtc tgg 102 
Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 20 

egg ctg etc tec gee ttc ctg ccc gec cgc ttc tac caa gcg ctg gac 150 
Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 
25 30 35 40 

gac egg etc tac tgc gtc tac cag age atg gtg etc ttc ttc ttc gag 198 
Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met Val Leu Phe Phe Phe Glu 

45 50 55 

aat tac ace ggg gtc cag ata ttg eta tat gga gat ttg cca aaa aat 246 
Asn Tyr Thr Gly Val Gin lie Leu Leu Tyr Gly Asp Leu Pro Lys Asn 

60 65 70 

aaa gaa aat ata ata tat tta gca aat cat caa age aca gtt gac tgg 294 
Lys Glu Asn lie lie Tyr Leu Ala Asn His Gin Ser Thr Val Asp Trp 

75 80 85 

att gtt get gac ate ttg gee ate agg cag aat gcg eta gga cat gtg 342 
lie Val Ala Asp lie Leu Ala lie Arg Gin Asn Ala Leu Gly His Val 

90 95 100 

cgc tac gtg ctg aaa gaa ggg tta aaa tgg ctg cca ttg tat ggg tgt 390 
Arg Tyr Val Leu Lys Glu Gly Leu Lys Trp Leu Pro Leu Tyr Gly Cys 
105 110 115 120 

tac ttt get cag cat gga gga ate tat gta aag cgc agt gee aaa ttt 438 
Tyr Phe Ala Gin His Gly Gly lie Tyr Val Lys Arg Ser Ala Lys Phe 

125 130 135 

aac gag aaa gag atg cga aac aag ttg cag age tac gtg gac gca gga 486 
Asn Glu Lys Glu Met Arg Asn Lys Leu Gin Ser Tyr Val Asp Ala Gly 

140 145 150 

act cca atg tat ctt gtg att ttt cca gaa ggt aca agg tat aat cca 534 
Thr Pro Met Tyr Leu Val lie Phe Pro Glu Gly Thr Arg Tyr Asn Pro 

155 160 165 

gag caa aca aaa gtc ctt tea get agt cag gca ttt get gee caa cgt 582 
Glu Gin Thr Lys Val Leu Ser Ala Ser Gin Ala Phe Ala Ala Gin Arg 

170 175 180 

ggc ctt gca gta tta aaa cat gtg eta aca cca cga ata aag gca act 630 
Gly Leu Ala Val Leu Lys His Val Leu Thr Pro Arg lie Lys Ala Thr 
185 190 195 200 

cac gtt get ttt gat tgc atg aag aat tat tta gat gca att tat gat 678 
His Val Ala Phe Asp Cys Met Lys Asn Tyr Leu Asp Ala lie Tyr Asp 

205 210 215 

gtt acg gtg gtt tat gaa ggg aaa gac gat gga ggg tag cgaagagagt 727 
Val Thr Val Val Tyr Glu Gly Lys Asp Asp Gly Gly * 

220 225 
caccgaccat gaeggaattt etctgeaaag aatgtccaaa aattcatatt cacattgatc 787 
gtatcgacaa aaaagatgtc ccagaagaac aagaacatat gagaagatgg ctgeatgaac 847 
gtttcgaaat caaagataag atgettatag aattttatga gtcaccagat ccagaaagaa 907 
gaaaaagatt tcctgggaaa agtgttaatt ccaaattaag tatcaagaag actttaccat 967 
caatgttgat cttaagtggt ttgactgcag geatgettat gaecgatget ggaaggaagc 1027 
tgtatgtgaa cacctggata tatggaaccc tacttggctg cctgtgggtt actattaaag 1087 
rataqacaaq tagctgtctc cagacagtgg gatgtgctac attgtctatt tttggcggct 1147 
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attttgcaag tcagatggct gcatttttga gcattaattt gcagcgtatt tcactttttc 1447 

tgttattttc aatttattac aacttgacag ctccaagctc ttattactaa agtatttagt 1507 

atcttgcagc tagttaatat ttcatctttt gcttatttct acaagtcagt gaaataaatt 1567 

gtatttagga agtgtcagga tgttcaaagg aaagggtaaa aagtgttcat ggggaaaaag 1627 

ctctgtttag cacatgattt tattgtattg cgttattagc tgattttact cattttatat 1687 

ttgcaaaata aatttctaat atttattgaa attgcttaat ttgcacaccc tgtacacaca 1747 

gaaaatggta taaaatatga gaacgaagtt taaaattgtg actctgattc attatagcag 1807 

aactttaaat ttcccagctt tttgaagatt taagctacgc tattagtact tccctttgtc 1867 

tgtgccataa gtgcttgaaa acgttaaggt tttctgtttt gttttgtttt tttaatatca 1927 

aaagagtcgg tgtgaacctt ggttggaccc caagttcaca agatttttaa ggtgatgaga 1987 

gcctgcagac attctgccta gatttactag cgtgtgcctt ttgcctgctt ctctttgatt 2047 

tcacagaata ttcattcaga agtcgcgttt ctgtagtgtg gtggattccc actgggctct 2107 

ggtccttccc ttggatcccg tcagtggtgc tgctcagcgg cttgcacgta gacttgctag 2167 

gaagaaatgc agagccagcc tgtgctgccc actttcagag ttgaactctt taagcccttg 2227 

tgagtgggct tcaccagcta ctgcagaggc at tt tgcat t tgtctgtgtc aagaagttca 2287 

ccttctcaag ccagtgaaat acagacttaa ttcgtcatga ctgaacgaat ttgtttattt 2347 

cccattaggt ttagtggagc tacacattaa tatgtatcgc cttagagcaa gagctgtgtt 2407 

ccaggaacca gatcacgatt tttagccatg gaacaatata tcccatggga gaagaccttt 2467 

cagtgtgaac tgttctattt ttgtgttata atttaaactt cgatttcctc atagtccttt 2527 

aagttgacat ttctgcttac tgctactgga tttttgctgc agaaatatat cagtggccca 2587 

cattaaacat accagttgga tcatgataag caaaatgaaa gaaataatga ttaagggaaa 2647 

attaagtgac tgtgttacac tgcttctccc atgccagaga ataaacccct tcaagcatca 2707 

tctttgaaga gtcgtgtggt gtgaattggt ttgtgtacat tagaatgtat gcacacatcc 2767 

atggacactc aggatatagt tggcctaata atcggggcat gggtaaaact tatgaaaatt 2827 

tcctcatgct gaattgtaat tttctcttac ctgtaaagta aaatttagat caattccatg 2887 

tctttgttaa gtacagggat ttaatatatt ttgaatataa tgggtatgtt ctaaatttga 2947 

actttgagag gcaatactgt tggaattatg tggattctaa ctcattttaa caaggtagcc 3007 

tgacctgcat aagatcactt gaatgttagg tttcatagaa ctatactaat cttctcacaa 3067 

aaggtctata aaatacagtc gttgaaaaaa attttgtatc aaaatgtttg gaaaattaga 3127 

agcttctcct taacctgtat tgatactgac ttgaattatt ttctaaaatt aagagccgta 3187 

tacctacctg taagtctttt cacatatcat ttaaactttt gtttgtatta ttactgattt 3247 

acagcttagt tattaatttt tctttataag aatgccgtcg atgtgcatgc ttttatgttt 3307 

ttcagaaaag ggtgtgtttg gatgaaagta aaaaaaaaaa taaaatcttt cactgtctct 3367 

aatggctgtg ctgtttaaca ttttttgacc ctaaaattca ccaacagtct cccagtacat 3427 

aaaataggct taatgactgg ccctgcattc ttcacaatat ttttccctaa gctttgagca 3487 

aagttttaaa aaaatacact aaaataatca aaactgttaa gcagtatatt agtttggtta 3547 

tataaattca tctgcaattt ataagatgca tggccgatgt taatttgctt ggcaattctg 3607 

taatcattaa gtgatctcag tgaaacatgt caaatgcctt aaattaacta agttggtgaa 3667 

taaaagtgcc gatctggcta actcttacac catacatact gatagttttt catatgtttc 3727 

atttccatgt gatttttaaa atttagagtg gcaacaattt tgcttaatat gggttacata 3787 

agctttattt tttcctttgt tcataattat attctttgaa taggtctgtg tcaatcaagt 3847 

gatctaacta gactgatcat agatagaagg aaataaggcc aagttcaaga ccagcctggg 3907 

caacatatcg agaacctgtc tacaaaaaaa ttaaaaaaaa ttagccaggc atggtggcgt 3967 

acactgagta gtttgtccca gctactcggg agggtgaggt gggaggatcg cttcagccca 4027 

ggaggttgag attgcagtga gccatggaca taccactgca ctacagccta ggtaacagca 4U87 

cgagacccca actcttagaa aatgaaaagg aaatatagaa atataaaatt tgcttattat 4147 

agacacacag taactcccag atatgtacca caaaaaatgt gaaaagagag agaaatgtct 4207 

accaaagcag tattttgtgt gtataattgc aagcgcatag taaaataatt ttaaccttaa 4267 

tttgttttta gtagtgttta gattgaagat tgagtgaaat attttcttgg cagatattcc 4327 

gtatctggtg gaaagctaca atgcaatgtc gttgtagttt tgcatggctt gctttataaa 4387 

caagattttt tctccctcct tttgggccag ttttcattac gagtaactca cactttttga 4447 

ttaaagaact tgaaattacg ttatcactta gtataattga cattatatag agactatgta 4507 

acatgcaatc attagaatca aaattagtac tttggtcaaa atatttacaa cattcacata 4567 

cttgtcaaat attcatgtaa ttaactgaat ttaaaacctt caactattat gaagtgctcg 4627 
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ctgaagtact tctaatatac tgagggaagt ataatatgtg gaacaaactc tcaacaaaat 4927 

gtttattgat gttgatgaaa cagatcagtt tttccatccg gattattatt ggttcatgat 4987 

tttatatgtg aatatgtaag atatgttctg caattttata aatgttcatg tcttttttta 5047 

aaaaaggtgc tatcgaaatt ctgtgtctcc agcaggcaag aatacttgac taactctttt 5107 

tgtctcttta tggtattttc agaataaagt ctgacttgtg tttttgagat tattggtgcc 5167 

tcattaattc agcaataaag gaaaatatgc atttcaaaaa naaaaaaaaa aaaaaaaaa 5226 



<210> 70 
<211> 228 
<212> PRT 

<213> Homo sapiens 
<400> 70 

Met Arg Tyr Leu Leu Pro Ser Val Val Leu Leu Gly Thr Ala Pro Thr 

15 10 15 

Tyr Val Leu Ala Trp Gly Val Trp Arg Leu Leu Ser Ala Phe Leu Pro 

20 25 30 

Ala Arg Phe Tyr Gin Ala Leu Asp Asp Arg Leu Tyr Cys Val Tyr Gin 

35 40 45 

Ser Met Val Leu Phe Phe Phe Glu Asn Tyr Thr Gly Val Gin lie Leu 

50 55 60 

Leu Tyr Gly Asp Leu Pro Lys Asn Lys Glu Asn lie lie Tyr Leu Ala 
65 70 75 80 

Asn His Gin Ser Thr Val Asp Trp lie Val Ala Asp lie Leu Ala lie 

85 90 95 

Arg Gin Asn Ala Leu Gly His Val Arg Tyr Val Leu Lys Glu Gly Leu 

100 105 110 

Lys Trp Leu Pro Leu Tyr Gly Cys Tyr Phe Ala Gin His Gly Gly lie 

115 120 125 

Tyr Val Lys Arg Ser Ala Lys Phe Asn Glu Lys Glu Met Arg Asn Lys 

130 135 140 

Leu Gin Ser Tyr Val Asp Ala Gly Thr Pro Met Tyr Leu Val lie Phe 
145 150 155 160 

Pro Glu Gly Thr Arg Tyr Asn Pro Glu Gin Thr Lys Val Leu Ser Ala 

165 170 175 

Ser Gin Ala Phe Ala Ala Gin Arg Gly Leu Ala Val Leu Lys His Val 

180 185 190 

Leu Thr Pro Arg lie Lys Ala Thr His Val Ala Phe Asp Cys Met Lys 

195 200 205 

Asn Tyr Leu Asp Ala lie Tyr Asp Val Thr Val Val Tyr Glu Gly Lys 

210 215 220 

Asp Asp Gly Gly 
225 



<210> 71 
<211> 158 
<212> DNA 

<213> Homo sapiens 
<400> 71 

gccttgcagt attaaaacat gtgctaacac cacgaataaa ggcaactcac gttgcttttg 60 
attgcatgaa gaattattta gatgcaattt atgatgttac ggtggtttat gaagggaaag 120 
acgatggagg gtagcgaaga gagtcaccga ccatgacg 158 
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<213> Mus musculus 



<220> 

< 2 2 1 > misc_binding 

<222> 608 . . 629 

<223> amplification primer g34292.pu 

<221> mi sc_binding 

<222 > 740 . .758 

<223> amplification primer g34292.rp 



<400> 72 

gagccgagag gatgctgctg tccctggtgc tccacacgta ctct atg cgc tac ctg 56 

Met Arg Tyr Leu 
1 

etc ccc age gtc ctg ttg ctg ggc teg gcg ccc acc tac ctg ctg gec 104 

Leu Pro Ser Val Leu Leu Leu Gly Ser Ala Pro Thr Tyr Leu Leu Ala 

5 10 15 20 

tgg acg ctg tgg egg gtg etc tec gcg ctg atg ccc gec cgc ctg tac 152 

Trp Thr Leu Trp Arg Val Leu Ser Ala Leu Met Pro Ala Arg Leu Tyr 

25 30 35 

cag cgc gtg gac gac egg ctt tac tgc gtc tac cag aac atg gtg etc ^uu 
Gin Arg Val Asp Asp Arg Leu Tyr Cys Val Tyr Gin Asn Met Val Leu 

40 45 50 

ttc ttc ttc gag aac tac acc ggg gtc cag ata ttg eta tat gga gat 248 
Phe Phe Phe Glu Asn Tyr Thr Gly Val Gin lie Leu Leu Tyr Gly Asp 

55 60 65 

ttg cca aaa aat aaa gaa aat gta ata tat eta gcg aat cat caa age 296 
Leu Pro Lys Asn Lys Glu Asn Val lie Tyr Leu Ala Asn His Gin Ser 

70 75 80 

aca gtt gac tgg att gtt gcg gac atg ctg get gec aga cag gat gec 344 
Thr Val Asp Trp lie Val Ala Asp Met Leu Ala Ala Arg Gin Asp Ala 
85 90 95 100 

eta gga cat gtg cgc tac gta ctg aaa gac aag tta aaa tgg ctt ccg 392 
Leu Gly His Val Arg Tyr Val Leu Lys Asp Lys Leu Lys Trp Leu Pro 

105 110 115 

ctg tat ggg ttc tac ttt get cag cat gga gga att tat gta aaa cga 440 
Leu Tyr Gly Phe Tyr Phe Ala Gin His Gly Gly lie Tyr Val Lys Arg 

120 125 130 

agt gee aaa ttt aat gat aaa gaa atg aga age aag ctg cag age tat 488 
Ser Ala Lys Phe Asn Asp Lys Glu Met Arg Ser Lys Leu Gin Ser Tyr 

135 140 145 

gtg aac gca gga aca ccg atg tat ctt gtg att ttc cca gag gga aca 536 
Val Asn Ala Gly Thr Pro Met Tyr Leu Val lie Phe Pro Glu Gly Thr 

150 155 160 

agg tat aat gca aca tac aca aaa etc ctt tea gee agt cag gca ttt 584 
Arg Tyr Asn Ala Thr Tyr Thr Lys Leu Leu Ser Ala Ser Gin Ala Phe 
165 170 175 180 

get get cag egg ggc ctt gca gta tta aaa cac gta ctg aca cca aga 632 
Ala Ala Gin Arg Gly Leu Ala Val Leu Lys His Val Leu Thr Pro Arg 

185 190 195 

ata aag gee act cac gtt get ttt gat tct atg aag agt cat tta gat 680 
lie Lys Ala Thr His Val Ala Phe Asp Ser Met Lys Ser His Leu Asp 

200 205 210 
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Gly Lys Tyr Ser Asn Pro Pro Ser Met Thr Glu Phe Leu Cys Lys Gin 

230 235 240 

tgc cca aaa ctt cat att cac ttt gat cgt ata gac aga aat gaa gtt 824 

Cys Pro Lys Leu His lie His Phe Asp Arg lie Asp Arg Asn Glu Val 

245 250 255 260 

cca gag gaa caa gaa cac atg aaa aag tgg ctt cat gag cgc ttt gag 872 

Pro Glu Glu Gin Glu His Met Lys Lys Trp Leu His Glu Arg Phe Glu 

265 270 275 

ata aaa gat agg ttg etc ata gag ttc tat gat tea cca gat cca gaa 920 

lie Lys Asp Arg Leu Leu lie Glu Phe Tyr Asp Ser Pro Asp Pro Glu 

280 285 290 

aga aga aac aaa ttt cct ggg aaa agt gtt cat tec aga eta agt gtg 968 

Arg Arg Asn Lys Phe Pro Gly Lys Ser Val His Ser Arg Leu Ser Val 

295 300 305 

aag aag act tta cct tea gtg ttg ate ttg ggg agt ttg act gcg gtc 1016 

Lys Lys Thr Leu Pro Ser Val Leu lie Leu Gly Ser Leu Thr Ala Val 

310 315 320 

atg ctg atg acg gag tec gga agg aaa ctg tac atg ggc acc tgg ttg 1064 

Met Leu Met Thr Glu Ser Gly Arg Lys Leu Tyr Met Gly Thr Trp Leu 

325 330 335 340 

tat gga acc etc ctt ggc tgc ctg tgg ttt gtt att aaa gca taa 1109 

Tyr Gly Thr Leu Leu Gly Cys Leu Trp Phe Val lie Lys Ala * 

345 350 355 

gcaagtagca ggctgcagtc acagtctctt attgatggct acacattgta tcacattgtt 1169 
tcctgaatta aataaggagt tttcttgttg ttgttttttt tgttttgttt tgttctgttt 1229 
taagccttga tgatngnncn ennnnnnnnn nenantenng ngaccacagc caacatgeat 1289 
ttgatttggg gcaaacacat gtggcttttc aggtgctggg gttgctggag acatggaagc 1349 
taagtggagt ttatgctgtt tttttttttt tt 1381 



<210> 73 
<211> 15766 
<212> DNA 

<213> Mus musculus 
<220> 

<221> exon 
<222> 52 . . 121 
<223> exon2 

<221> exon 
<222> 682 . .797 
<;223> exon3 

•:221> exon 

■:222> 2628 . .2717 

<22 3> exon 4 

< 2 2 1 > exon 
<222> 7834 . . 7924 
< 2 2 3 > exon5 

■ :221> exon 

■-222 > 9804 . . 9965 
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< 2 2 3 > exon7 

<221> exon 

<222> 13539 . .14035 

<223> exon8 

< 2 2 1 > misc_feature 
<222 > 13762 . . 13764 
<223> stop codon 

<221> polyA_signal 
<222> 13835 . .13839 
<223> AATAAA potential 

<400> 73 

tttttttttt ttaattgtca aagtcatgat tctttttgtt ttctctttta gatattgcta 60 

tatggagatt tgccaaaaaa taaagaaaat gtaatatatc tagcgaatca tcaaagcaca 120 

ggtttgtatt tcatttgatg aaatttgggt ttttctagaa atggtaaatg agcattaata 180 

tgtacacaca catacacaca aacacacata tgtacacaca catatgtttt aaagacagga 240 

tttcatgtga cccagaatgg cctcatactc tctgagtagc tgagaatgat tttaagcttg 300 

tgacacacct gccttcatct ccaaggtaca ggaattgcag gtgctttctt tgnnnnnnnn 360 

nntttttttt tttgagtttt ggggaggggg tatatttttt aatgtgtctg tagttggctt 42U 

tgttttaagc attttaatca tactttattt ttaaaaaaac taaaagcttt tttaaggcta 480 

ggtcttgcta tgtggcccta gtgttcctgg gacttgctct gtacaccggg ttgactctga 540 

gcctgtgcgc cttctgcctc tgcctccata gttagattct caggacatgt tacaaagact 600 

gtgctgtgaa gatgagtttt tgttcctggg agggaaggtt ggagctgact tgtgaggtac 660 

tgacttgggt ctgccttaca gttgactgga ttgttgcgga catgctggct gccagacagg 720 

atgccctagg acatgtgcgc tacgtactga aagacaagtt aaaatggctt ccgctgtatg 780 

ggttctactt tgctcaggta aactttgtct ttgccctttt atttcaaact taacaccatt 840 

taatgaaact atatctgatt tttttgttta tgtgtttgtt ttatggtacc cgtgattgaa 900 

catggggtca tatgtgtgct actgagtgac agccttagtt cagacatttt ttaaagcgac 960 

ttttactagt atttttattt agaattctat atgtgtgcac atgcatatgt gtgcttgtgt 1020 

gcacacgtgg atgcatgtga ggtcgaagga caattttcag tacaagtgtg agtgtcactt 1080 

tttaggcacc ttccactctt attttgagac agtctcctag acctttgctg agttgcccag 1140 

gctagccggc cagtgagccc tgggcatcta ccggtctctg cctccttacc tttacttagg 1200 

ttacaagtgt gtgctgctac gcccagctgt ttactagatt ctagggatcc aaatgtgggt 1260 

cctcgtaact tgtgagacaa gtactttcca aactgagcca cctccctagc tcttcttcac 1320 

ggttcctgat ggtgtgtgtc tagatggctg gttgtccgta tatttaagtc cagtagcaga 1380 

aatacaaata cctaggagtc caatagaaag ctacaagtgc agaattgaca atcggtaatg 1440 

ttcggaaatt gattcaaaag tagttagtga gtgacagaca ggagctaaaa gcagactctg 1500 

agctcagagt gtgaagtgtg gagaaatgtg ttttctcaca gttctgaagg ctgaaagtct 1560 

ccccaaggtc aggatgtggg tggtactgct gtctcccaan cacccacctc tttggattat 1620 

agactgcagc cttctccctg tgttctgagc cggcctttcc cacatgtgga catccttggt 1680 

gggtgttcca ccagcagggc ctcagctagt gcccttattt cacttaactg taatgatttt 17 4 0 

cttaaagacc ctgtctccat acacagtcac tgtggaagct gaagcttcaa tgtaagagtt 1800 

aa 999999 a 9 ggggaaattt agtccataat ggtgtcacac caatctctgt agctgagtcc 1860 

atgattcagt tctttaaagg ctctgagtgt agacattatc ttaattattt tgcccattta 1920 

tgtattatct ttaatttatt ttatgtaact gaatgcctgt gtatatatgt ttctggttcc 1980 

tagtccatat tttaattcct taaaggatgg aggtgtagac ttttgtcttt ttaattttct 2040 

atccttccct cctggcctcc tgtggcctct tttacgtatt tattattttt aatttatttt 2100 

atgtgtttga gtgttttgta tctatgcatt cctggggccc atggaggtca gaaaaacaca 2160 

ttaggtggcc tacaactgag ttatgggtgg tttgtgacca tggggtgctg ggacttgatc 2220 

accagtctct gagaagactc gtgtctgctg agccttctct ccagtcctgg gagtgtggat 2280 

attttaaqqa tacttttaat tgacttggtg aatgacagta gaaaatcaat gagttaggat 2340 
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agttattaaa gaataattgc tcttcttttt tcttttctgt gtaccagcat ggaggaattt 2640 

atgtaaaacg aagtgccaaa tttaatgata aagaaatgag aagcaagctg cagagctatg 2700 

tgaacgcagg aacaccggta agtgcgcccg cttttattcc tcaaggcagg ttaagaagtt 2760 

aagttcttaa gtcattttga aaatatatta ccccatgtgg agcaatggaa ctggttcggg 2820 

gttttgttga gataagctgt cctctggccg tgaggtaaga ttgctgcagg tgattgtaag 2880 

gtttctcctg agtaacagtc agcatgggct cgggacgggc aagggcaggc cttagtgtgc 2940 

agaggatgga gctcactgaa gccccaaaga gttagtcttc acatgagatt cagttctaga 3000 

agaagttaaa ttgctttctt tctgtgtaaa tttggatttt tattgtagaa attaaagttt 3060 

gttttctttt aaaacaaaca caaacccaga gcaaagagtc tcctagtgaa gagtcattcc 3120 

gtgtcagtat tttacacaac tgtttttctg taaaggggga aaaagaattc aaatcttctc 3180 

tttcaagaat gctgactgct gccaactgcc tctccccgtg gcccctctct gtatagacag 3240 

gcatagctat ggtgaggact tgggcggctc ttgtctttct cctctctctg cttctctacc 3300 

ctttctctcg tgccctccac ttaccaggcc ctgggaagct acacaccagg caacagtgac 3360 

cagggcctcg gcctgggctt cgaccaatta ctagagcaga aacagcagca gctgcagtgt 3420 

tgttttgtgc tgtgcactgt attaggttgt gttttcatca cctttgggtt ttgtgatgtt 3480 

ttgatgaagt cctggtacca ttctagtttt tacattctgg gtagatagag tttattcaag 3540 

gtctcaaggc atatgaatgg aagagctcct ctttacagcc attcgtgtag catgcataac 3600 

tgctcttctg tattctctct agtgtctttt tttttgtgtg tgaatctgat gtcttgttat 3660 

tcacctacaa tgtggagtaa tggtcataaa catataaagt acttatgcct ttatctgcca 3720 

aattgtattt aacttttcag cttttaatat aactttttat ataataatta atttatttta 3780 

aaaaaaattg aataccagcc tgttatagtg gcatatgcct gtgttcctag cactcaggag 3840 

acaaaggcag aagtgtgaga acttcagact catactcagc tatatacaag accccaaatt jyuu 

tgtgctagat tctgcagtac agccatgagt gtccccatct tagagggaga tcgctcatcc 3960 

ttgtgctgtt ctttaagtct taccctgcaa cccactgtaa gtacactctt gctcacagtc 4020 

ctttagaatc tcacactctt tctctttaca gacaccatgt cattgcccac tttattattt 4080 

atctgatgtc tacaaagatt atgaaagaga aacttgtatg cattctgtgt aaagtacttg 4140 

acacaaataa tagtattcaa gaatgacttc ttaaatgaac actgaatgaa tagtttgttc 4200 

taattttttt gatcaacaaa tcaaaaaata tttagattaa atatctaaga tacaaagcat 4260 

aataccacat gaatcattaa agtgagtaat caatcttata agtgactgac cctaaaactc 4320 

atagacatta ataattgctt tcattgctta gatataaact ttattgatta atacgttctc 4380 

atgaaagtgg ttcttggaag gttctggaaa cgaaaatatt tttcttactg cttttttctt 4440 

ctagtaactg attgaatttt tctgcagttc cataaagcat ctggtcaatt gctattatcc 4500 

aatatgagga tatataacaa agtattgatt tttaaatttg gcggtgataa gacaagactg 4560 

ggcgtgtgaa tgagggggtc tctgtttctt gtcccttctc ttgggttctt ttccttttgt 4620 

tggtttgcct tctccagctg ctatgtgatg ggttctgatt atcttattat atcttatttt 4680 

gttatttttc attgttatct cttagaagcc aacatgttat atcacctcca ctcccaccat 4740 

taggtgtnct cacaaatacc ccaagctaaa caaccacatc atgtcatgtt nctgtatact 4800 

tccataagtg ttgttaactc tactgactct tgtgagcagg cccaattggc tttatcccta 4860 

gctgggtgac ctgggttcct ccccaacacc ataccgtcca tcaaactgag tccttttcca 4920 

agcacacacc agatactgct catctgagga ctcttctcat ccacctaagg actgcctgct 4980 

cctcggcaga aagggcctct agtcccatac ccttacgccc tcaccaatgc cttaggaaca 5040 

tgtgctcaat gcccctgtgg gtcatttccg tttacagtag ggaaatttgc ctgataactt 5100 

gcagcacacc tataaagagg ccttgcttgc tctcatattt agctggagaa gataatgtac 5160 

tcaccaactc cactctatgc aacccagtct gctctgccca tgccagtcag acgtgaatct 5220 

tacacctgga ttcagattga tgaatctaca acatcaccca ctccatgctt ccttctaaat 5280 

cagcagttct agcctgaatg acagatgcta cccaagtct: atctagttag ccctgtccgg 5340 

agtaaccctg accttgagga ttagaccagg atgcacatcc tgcaccagtt ccctttgtcc 5400 

acctgacttc atcccacccg ggccatagcc catgctcagg ctccaccctc catgcacaaa 5460 

gctggctttt ccagcttcct tcacctgtat cagacacaaa tagcaaaagg ggtccacgtg 5520 

cctaggtccc atcacaagac catgtgcggt agtttggaaa acagtctcca cttgaggctc 5580 

agatagnttg gaatcttggc tctcatgtag ttgtactgat tagatcagtt taggaagtat 5640 

gacctttntg gaaagaacat ataactggga ggggctttga gatgtaaagg ccccacacaa 5700 

ttcctagttc aaactntact gcctgctcaa agcttgaggc atgaactctc actgttcctg 5760 

atqtcatggt tcctgtctgc ttccacaatt ccctatcatt aggggtccct ttccttcctg 5820 
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ccagcaagaa 
tagtagtcta 
gtgtcttaaa 
ggatatttta 
tatacttcag 
actacaaagt 
tttctgtgtt 
aggagggttt 
tgatacagcc 
atggtaattc 
atcctctaca 
cccaggggag 
tgtgggactt 
taaacaaata 
ttcagaaaaa 
tgagcatgga 
tttacttgat 
tttacaatac 
tttaaccttt 
tattacagat 
tqatqtaaaa 
gagtactaaa 
atgtctataa 
cagacatata 
caaaagtcat 
gactattagc 
tgtagagcta 
ttggttactc 
aaatactacc 
tcaacacaaa 
acaaggtata 
cggggtaagt 
gtttccttca 
tccgatcttc 
caggcttgct 
atccccaaga 
acacgcacgt 
aagaaagtgg 
gagaggtaga 
tgtgccataa 
agtttttaca 
ttcaagtata 
tgaagtttca 
gtcatat tea 
t tccttcgag 
actaggcaga 
gatttgtttc 
ataatctcat 
cctgggatct 
aaaagaaaaa 
tctgtaaagg 
actttcccag 
t t ctgccctt 
arrctacatt 



cataggctgc 
taaacctcag 
gtttcacagt 
caaegtgata 
tttatctagt 
ettaagggee 
acccactcct 
attgtggccc 
gaggccatcc 
tcaaggccca 
acctcccaac 
cagtt taaat 
tataccagct 
tatat tctcc 
cactgtgt tt 
taagtgacat 
gagtttagtt 
tcagttctca 
ccaggagtta 
actatattct 
tacactaggg 
ttcataagtt 
tggctgaaga 
gcagattcca 
gttttattac 
atattctaag 
tgttttacta 
tgctcaaagt 
tggccaataa 
ctaaagtt ta 
atgeaacata 
aaagatttaa 
gagtcatact 
tacagagtta 
atggcacatt 
aagtatactt 
gcggatgtat 
aggtegggge 
aagaccaaga 
ctcgagtgtt 
attatcccat 
cacccagcaa 
ggacatctag 
tgccacgtga 
caaacacgaa 
cattagtgga 
cctcatgtgt 
aaaaatactg 
agggtgggag 
taaaaagtct 
tcctgagaca 
cttggt tgac 
gggactgaac 
1 1 aaaaa 1 1 c 



tagctcagat 
gacccatccc 
tcccacagca 
ggcatatttt 
ccacctcagt 
atgggctcgg 
cttaaggtct 
atactttgtt 
gaggatggta 
cctgcttggt 
ataatgecac 
ccagaccagg 
ttgcagacaa 
tataggctcc 
tatgetaget 
agttcgtcct 
tgtcagttgg 
agttaggagt 
agtataaaaa 
tcttagttta 
gatget tata 
tttaaatagt 
gtggagcttg 
ctagtatgtg 
tgggaaccag 
aaacagtttt 
taatccatat 
gaaggtcatt 
cagagttaga 
tttatgecca 
cacaaaactc 
ctgtattcag 
aaagaatatg 
ggtatattct 
tcccatgctg 
ttnggagtga 
atgtagcaca 
ccactgcagg 
aggctggagt 
ctgtctccct 
aaaatgtggg 
gtatctaaat 
tgccacatca 
agacgagagg 
egggctaggt 
ctgggtgt ta 
tgacaccaca 
gttgaaccag 
gatcataaat 
ggtcaaggta 
agatggcetc 
t tttcagact 
t cagatatgt 
t tctgtagac 



ctctgtagat 
atggagttcc 
gcacctgccg 
gtctctagcc 
ctgatggtct 
gtttattaga 
ggttgaaatc 
ggtacat tct 
ctgttggctt 
gacttctttc 
cagctgggga 
ggacctgaaa 
ateaeggcat 
tttagtgggt 
gtgtaggaga 
catgagtccc 
ccaccaatta 
tttgttatta 
cttatatcaa 
tatcatgaat 
aaatggaatg 
tacactgtta 
gatattataa 
tggttaatat 
aggggttggt 
naggatttta 
tatggtegge 
tataaatgat 
attgetaaat 
cagatgtatc 
ctttcagcca 
aaaaacactt 
cgtttcttgt 
tattagtctg 
tgaattgagt 
ctcagtataa 
tatgtaaaca 
caagtctttt 
tgetcatteg 
tttgatacag 
ctcattgtgg 
acactgggaa 
tgcttcagaa 
aggccatgcc 
ctt agttata 
gaaggtacag 
tctaacctgc 
aaatggtgt t 
ttgaggccag 
acatggagee 
tagtggcgaa 
tcatacaagt 
ggttgtggga 
aqt cccacca 



atgggaacag 
ttgtcttcca 
tctgggaacc 
ctgtaggt tt 
tatagttcca 
gcagtaacac 
ctaataggaa 
ateatgeaag 
acatctgggt 
agt t aagece 
tcagctgt tg 
acagagaact 
ttctttgtga 
gt t t catatc 
taataccget 
tgtcctgttt 
aaaagtatca 
tatggcttca 
ctgttgactt 
atgaggttgc 
ttgtgagttt 
gcttcagtac 
gtgtactctg 
gtgctaataa 
tgtgctgatt 
aagattggct 
cttaattcaa 
acacattttc 
tgatggtacc 
ttgtgatttt 
gtcaggcatt 
ttttaagaag 
aagagctaag 
tgtctgagag 
taaaaatgta 
agcctggtgt 
caggtatatg 
agtgatgctg 
gcaaaggtca 
ttttcttgtt 
tcatcgtttt 
gaatcagtca 
ccgacctgca 
gtctgactta 
ggcatagtgt 
acaggcaaga 
tttttgagct 
gcaaagctat 
cttgggtctg 
tggaagtttc 
tgacttagct 
ttgtgaataa 
atggctt tct 
tcctgt agct 



ggcaggaagc 
gtgatgtcct 
aacctgtggt 
atagccatcc 
acacttcaaa 
ctctactagc 
gcagcttgag 
ggtggcactg 
gggacaggaa 
catactctaa 
acagtgctgg 
gcagaggggc 
gcttggttca 
cacaaat ttg 
gggagtcact 
ctgtattatg 
ttttattttt 
atat tcacat 
agtaaatatc 
ttaaagtaag 
tt tgaaacac 
tgetagatae 
tatat tcatg 
aaatttaata 
ttaagtcagt 
ttaccataaa 
tetctgeagt 
tcaccatagg 
aacaatggac 
cccagaggga 
tgctgctcag 
agtgatctt t 
tgagagaata 
gttagagacg 
ggtaaatgat 
tataacataa 
canttgtaat 
agetaatget 
gagctcactg 
tttaattatt 
cataaagtcc 
gctgatggct 
cttagtcagg 
ggatggaaat 
ctgtggt tat 
at ttgctgta 
tctagtccta 
gatcccagct 
tcttagagaa 
acagggtgat 
gacaangaaa 
attacactcc 
tt cccacacc 
gttcttcctt 



6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6 9 0 0 
6960 
7020 
7080 
714 0 

72 0 0 
7260 
7320 

73 80 
7440 
7500 
7560 
7620 
7680 
7740 
7800 
7860 
792 0 
7980 
8 04 0 
8100 
8160 
8220 
8280 
8340 
8400 
8460 
8520 
8580 
8640 
8 7 0 0 
8760 
8820 
8880 
8940 
9000 
9060 
9120 
9180 
9240 
93 0 0 
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agagaaggct 
catatctcat 
tggcaatgta 
atttgtggta 
cattgaatct 
aaaggccact 
cacagtggtt 
gactggtaag 
cttgtttgtt 
gaagctctgg 
cccagcacca 
tttataacat 
caacatgcta 
gctgtgaagt 
catttgaaca 
attcatttta 
gctgcagact 
tgactacagg 
gtgcagctca 
agcaacgaag 
tgaatattac 
ggtaaacagg 
aggaatgtct 
gccccactca 
actttcagga 
tggatgggat 
taatatttta 
ctgcgtacct 
tgggcttaac 
taagtgcata 
gttactttgt 
tagagtttct 
atgaagttcc 
aagataggta 
ctcagatcct 
ctgcatagac 
ttaacaatta 
tcaacacagc 
gtattgtttc 
tcacattgta 
gtttgctgga 
cacgaggctt 
aaggaaggga 
attacaagga 
gtgttt ct ac 
caatgtaaga 
caggcagtag 
aggatgaatg 
gaacttttgg 
aactcttctg 
gtt ttcatca 
tctgatctac 
cct ctcat cc 
ttctaatcct 



cgcagtgggt 
tcatgtagat 
tgtgagcat t 
gttgataagt 
acctgctttc 
cacgttgct t 
tatgaaggga 
tccgtatttc 
cgctttgct t 
ctggccggga 
atcacccact 
gt ttgggaag 
gaat t taaag 
gacgtggct t 
tgggaacagg 
gagagagatg 
aaagagatct 
gccaggctga 
gtaggagagt 
ggaggcgagg 
cacactccag 
aggccaagaa 
gcactccagt 
ccccatctgt 
aggggaagca 
tggctttgac 
aaggtgaggt 
agaggaagga 
aagagatatg 
gctttattgt 
ataatcacaa 
ctgcaaacag 
agaggaacaa 
agtggtaaga 
gcttgaaagg 
aagaccacat 
agtttaacat 
gatgcgttta 
aagaatgctt 
cattttcatg 
cagtaggctg 
tggggttcaa 
attgttcttt 
tagagagttg 
ctgacataac 
aggcctatgt 
ggacgcttct 
aatgaccct t 
taggtctctg 
agagaaagca 
tgctgaggac 
aggcagagag 
ctaccccatc 
tcttaaagag 



cataatct tc 
gtttaatgga 
ctaggtgtga 
aatttagatg 
taggcct tgc 
ttgattctat 
atgagaaagg 
catagaagct 
agcttggttc 
actcactatg 
cttatncttt 
gacattgtca 
actcagaact 
tgagtgagaa 
tgagaacgga 
agagtagtaa 
ct tataatcg 
acaatctagt 
tgttgtctgc 
gtgggcaaaa 
taaatactct 
tattatgtca 
gtgatgaaga 
attgagtatt 
gattgatatt 
agtaaatgag 
tttctgttag 
tggctacttc 
tgctaatgag 
tttaaattct 
attctaaact 
tgcccaaaac 
gaacacatga 
gctccagcat 
agtcttttta 
atacttaaat 
cctacatcag 
ttccaaagtc 
tttgtgaact 
agtcactata 
ctgtgtgata 
gactgaagca 
tcataatgaa 
aaatgaagct 
ttttcaaccc 
atcggtaact 
gtgcttttgt 
tttatttctc 
tcactggcct 
tttagttggg 
agggaggcac 
agacagactg 
tcccgacccc 
t caccacat c 



ccaaggacca 
tatgtgtcaa 
ggttatggca 
ttgactttca 
agtat taaaa 
gaagagtcat 
ttcaggaaaa 
gaatagtaca 
agtttggttt 
tagaccaagc 
tatgcntttt 
ttat t tacaa 
cttgcctttg 
tagt tcaggt 
gtgatggaag 
ggaagagaga 
cagtactaag 
aaaatcctaa 
cctacacaag 
tcgaacactt 
ccagagattt 
cactgaacat 
cttgaagttt 
cccctagtgc 
caaacccagc 
gaaatgtaaa 
tacgcagagt 
tccaaggctt 
gttttaattt 
tttagtctta 
agtaagacgt 
ttcatattca 
aaaagtggct 
ttagaaagtg 
tcttcattat 
gtagcatgtt 
tttgcctgtt 
gatagcacag 
cgggttaaat 
aaaatcatga 
agagcctttc 
cgggtgagca 
attgtcccct 
t tat at taga 
agccgctcag 
cactgttgta 
gcctgtcctg 
ttgtctgctt 
cttgttgtga 
gaattcctta 
tcaggcagga 
agcctggcat 
t atacacact 
cagcgact aa 



gccttcccag 
tggggttgac 
ttaaacttta 
tgtattccta 
cacgtactga 
ttagatgcaa 
tactcaaatc 
tggtacaggt 
t cagtagagg 
tggccttggg 
tgtttttgct 
gaagaaatat 
t cagtgacaa 
aactatagcc 
at tctggccc 
agagagagac 
gaggaagaag 
gtcaggaagt 
gcctggattt 
actcttggag 
cagatgagat 
gggatggaag 
agggacattt 
tcatctttat 
cagttttctt 
atgtaaaaga 
gagaggtttc 
gctgttagaa 
cagcttaata 
atgtttcatt 
gaaattttct 
ctttgatcgt 
tcatgagcgc 
cagttcaacc 
ttagtaaata 
tcatggtgcg 
gatttctgta 
caaaagtgaa 
cttattctat 
catggtggcc 
ctcttcagct 
caacaccttt 
ttcttgagtt 
tttatgcctt 
gattattttg 
gctctgtgga 
ctgttagaat 
ttctaatttt 
agagacacct 
cagcttcaga 
gaagtagttg 
gggttcttgg 
t cct ccaaca 
gcatt cagat 



cttctcgcag 
ctaagtgaga 
att tccgtct 
attatgacca 
caccaagaat 
tttatgatgt 
caccatccat 
aagataaact 
gttccactat 
ctccactaca 
ttgagct ttc 
ggtctttt cc 
agtgagaatg 
acagactcaa 
ctttcagaga 
gtggtatttt 
cagaagatga 
cagggctgag 
agctcccagt 
actcccttta 
tctgcttcct 
acatgttctg 
tccctccctg 
ttgtatgtta 
aaatactttg 
ttctaatttt 
ttactgatgt 
gtcagtgaca 
ctgcaaatca 
tttaccataa 
tcttctttgt 
atagacagaa 
tttgagataa 
aaattttact 
ctaatcatac 
ttacccttgt 
ccatgacaac 
actaaagtct 
cctttcgtgt 
tacctgcagt 
acacggggga 
gtgttgtggg 
agtagaaagt 
gtgttgtcac 
atgatgggaa 
ancggnt cnn 
cttacagagg 
atgggaataa 
tgagcaaagc 
ggttgagttc 
agagccacat 
aacct caaag 
aggctacacc 
atgtgaacct 



9600 
9660 
9720 
9780 
9840 
9900 
9960 
10020 
10080 
10140 
10200 
10260 
10320 
10 380 
10440 
10 5 0 0 
10560 
10620 
10680 
10740 
10 8 0 0 
10860 
10920 
10980 
11040 
1110 0 
1116 0 
11220 
11280 
11340 
114 00 
11460 
11520 
11580 
11640 
11700 
11760 
11820 
11880 
11940 
12000 
12060 
12120 
12 18 0 
12 240 
12 3 0 0 
12 3 6 0 
12420 
12480 
12540 
12600 
12 6 6 0 
12 720 
12780 
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tacagatgga 
gctcttccag 
cttcatattc 
ggtatacaga 
ttatcttaaa 
tttgtttccc 
cccgtgcctc 
gcaagtactc 
ctgaaagatc 
tcaccagatc 
gtgaagaaga 
acggagtccg 
ctgtggtttg 
ggctacacat 
tttttgtttt 
ttgtgaccac 
ggggttgctg 
tgttttcatg 
gttgtatttt 
act tggcagc 
qttttttgtt 
gcgttaagat 
gtatattttt 
catttttaat 
tgtaaagtgt 
ctagtagccc 
ttataaatgc 
cgatgaaagt 
gctttggcac 
tgtggttttg 
actcagaggg 
tgtgcgt ttg 
ttccatggag 
catcatactg 
gatttgccgt 
catttctgca 
aaatagacca 
gttttttcaa 
cttgttttct 
atacacacac 
ctgtgctgaa 
tgttaaatac 
tacaagttca 
cacatgccac 
tggaat tcca 
tct ctccct t 



agatttacaa 
agagttcagg 
aatgaccctg 
cacacacact 
aatccccgaa 
acgtggtgag 
tcggacacct 
aatacctaat 
aattctgt tg 
cagaaagaag 
ctttacct tc 
gaaggaaact 
ttattaaagc 
tgtatcacat 
gttttgttct 
agccaacatg 
gagacatgga 
aat taatgtc 
aacactagt t 
tcagactctt 
gttgttgttg 
gttccaagaa 
attatattgc 
att tattaaa 
cagaatagac 
agctactgag 
aagggacccg 
ctgccagcat 
tgcgttcgat 
tgtcctccag 
gcagctccct 
tgtatggcaa 
ccacactgtt 
tcgtgagtca 
gtttctatgt 
aatttcatac 
attgaatcac 
agccagaaaa 
atgtgttagt 
gccaatagaa 
ttgtaatggt 
gtttttttca 
gagact t taa 
tctttcaagg 
gctt catgga 
ctctct ctct 



acaaaaatga 
ttcatttctc 
acaccctctt 
agccaacacc 
gtcctcatta 
gatataatat 
ctgcactcat 
aaatggttta 
ttttccttct 
aaacaaattt 
agtgttgatc 
gtacatgggc 
ataagcaagt 
tgtttcctga 
gttttaagcc 
catttgattt 
agctaagtgg 
cacttgtaaa 
tgcagtatgt 
aatactaaag 
ttgttaattt 
aaaggtgaga 
tctatt tagc 
atgcttgatt 
ttgaagctct 
ctgctttgtt 
ttatcttcat 
cctctctgtc 
ctagagtgta 
tggtgctgtt 
ggctcctgag 
gaaccatcag 
ggtacatgtc 
cggcacggtg 
tgtgatttaa 
agatttttgt 
aataaataat 
cgagccattt 
gtctatattc 
tataacagcc 
ttttacttac 
gcaatcctat 
atatggctga 
gcttcagt t c 
at tggacaca 
ctctctct ct 



agctggggcc 
agtaaccaca 
ctggcctctg 
catctacata 
aatatcttag 
catgtccaaa 
ccaagttttc 
tgtttgtttc 
ggccataggt 
cctgggaaaa 
ttggggagtt 
acctggttgt 
agcaggctgc 
attaaataag 
ttgatgattg 
ggggcaaaca 
agtttatgct 
gattattgga 
ttcgctatat 
tattttacat 
ctgaaagtca 
attattcatg 
taattttctt 
tgcatacccc 
gctgtgactc 
agtacctcca 
atcggaatag 
ctcgcacgtg 
ggtgctcact 
cactgttggg 
ggtgagcctt 
gattggataa 
ccctgtgaac 
tgtcctgtga 
gcgtgattgc 
cacaaaatta 
tttttttaat 
caaacatctt 
atgtatggat 
taaaaacaat 
aaagtgaggc 
tagagcttat 
ggtctagagc 
ccagcact ca 
t cctctagct 
ct ctctctct 



atcaaggctc 
tggtggcttt 
tgggcaccag 
aaagtatata 
atccccgccg 
ctgtaaggag 
taaggagctg 
aacaccaaaa 
tgctcataga 
gtgttcattc 
tgactgcggt 
atggaaccct 
agtcacagtc 
gagttttctt 
aacactggat 
catgtggctt 
gntttttttt 
tactttctgt 
tggttatctt 
tttgaagcta 
atgaaagaca 
gcaaaaaaga 
tatat ttgca 
cgat tctaca 
agtctccttt 
gcacctgagc 
acatgaacag 
ccttctgcct 
gcttatttca 
gtgcaggtgg 
cttggctact 
atgtgttatt 
agagctacct 
gaagaggctt 
ctactagtca 
ctataccaat 
tgagggaaaa 
tgaagagtca 
acacatgaac 
ccagcttgtg 
taaaatcgat 
tttgaccaga 
gatagctcag 
tatggaggct 
tccatggat c 
ctctct 



agcactcgct 
gtaaatgtaa 
acacaatcat 
anacatatct 
tgttttgatt 
tgaatgccct 
tact tgctca 
atgtccaaaa 
gttctatgat 
cagactaagt 
catgctgatg 
ccttggctgc 
tcttattgat 
gttgttgttt 
aaagtagagt 
t tcaggtgct 
tttttttnaa 
aattcagaag 
ccatttgact 
tgtgatactg 
ctgtaatgat 
tctgtctagt 
aaataatgaa 
gagaataatg 
gtcagagctt 
cgttaagtac 
agctctaagg 
ggctccattt 
gccctggctc 
tgctgccctg 
acagaagtat 
tctctttgat 
ttcaggagca 
tctaacgtgt 
ttcaaggtaa 
gatctagttg 
tttgcttctt 
tgtgctgtca 
atgtatattc 
tatcatgtta 
ttcatgtctt 
tcaaaataag 
tagttaggaa 
cacagaaggc 
tgtctgtctg 



13080 
13140 
13200 
13260 
13 32 0 
13380 
13440 
13 5 0 0 
13 5 6 0 
13620 
13680 
13740 
13 800 

13 8 6 0 
13920 
13980 
14040 

14 10 0 
1416 0 
14220 
14260 
14340 
144 0 0 
14460 
14520 
14580 
14640 
14700 
14760 
14820 
14880 
14940 

15 0 0 0 
15060 
15120 
15180 
15240 
15 3 0 0 
15360 
15420 
15480 
15540 
15600 
1 5 6 * 0 
15720 
15766 



<210> 74 
<211> 354 
<212> PRT 

<213> Mus musculus 

<400> 74 

Met Arq Tvr Leu Leu Pro Ser Va 1 Leu Leu Leu Glv Ser Ala Pro Thr 
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35 










40 










45 








Asn 


Met 


Val 


Leu 


Phe 


Phe 


Phe 


Glu 


Asn 


Tyr 


Thr 


Gly 


Val 


Gin 


lie 


Leu 




50 










55 










60 










Leu 


Tyr 


Gly 


Asp 


Leu 


Pro 


Lys 


Asn 


Lys 


Glu 


Asn 


Val 


He 


Tyr 


Leu 


Ala 


65 










70 










75 










80 


Asn 


His 


Gin 


Ser 


Thr 


Val 


Asp 


Trp 


He 


Val 


Ala 


Asp 


Met 


Leu 


Ala 


Ala 










85 










90 










95 




Arg 


Gin 


Asp 


Ala 


Leu 


Gly 


His 


Val 


Arg 


Tyr 


Val 


Leu 


Lys 


Asp 


Lys 


Leu 








100 










105 










110 






Lys 


Trp 


Leu 


Pro 


Leu 


Tyr 


Gly 


Phe 


Tyr 


Phe 


Ala 


Gin 


His 


Gly 


Gly 


He 






115 










120 










125 








Tyr 


Val 


Lys 


Arg 


Ser 


Ala 


Lys 


Phe 


Asn 


Asp 


Lys 


Glu 


Met 


Arg 


Ser 


Lys 




130 










135 










140 










Leu 


Gin 


Ser 


Tyr 


Val 


Asn 


Ala 


Gly 


Thr 


Pro 


Met 


Tyr 


Leu 


Val 


He 


Phe 


14 5 










150 










155 










160 


Pro 


Glu 


Gly 


Thr 


Arg 


Tyr 


Asn 


Ala 


Thr 


Tyr 


Thr 


Lys 


Leu 


Leu 


Ser 


Ala 










165 










170 










175 




Ser 


Gin 


Ala 


Phe 


Ala 


Ala 


Gin 


Arg 


Gly 


Leu 


Ala 


Val 


Leu 


Lys 


His 


Val 








180 










185 










190 






Leu 


Thr 


Pro 


Arg 


lie 


Lys 


Ala 


Thr 


His 


Val 


Ala 


Phe 


Asp 


Ser 


Met 


Lys 






195 










200 










205 








Ser 


His 


Leu 


Asp 


Ala 


He 


Tyr 


Asp 


Val 


Thr 


Val 


Val 


Tyr 


Glu 


Gly 


Asn 




210 










215 










220 










Glu 


Lys 


Gly 


Ser 


Gly 


Lys 


Tyr 


Ser 


Asn 


Pro 


Pro 


Ser 


Met 


Thr 


Glu 


Phe 


2 2 5 










230 










235 










240 


Leu 


Cys 


Lys 


Gin 


Cys 


Pro 


Lys 


Leu 


His 


He 


His 


Phe 


Asp 


Arg 


lie 


Asp 










245 










250 










255 




Arg 


Asn 


Glu 


Val 


Pro 


Glu 


Glu 


Gin 


Glu 


His 


Met 


Lys 


Lys 


Trp 


Leu 


His 








260 










265 










270 






Glu 


Arg 


Phe 


Glu 


He 


Lys 


Asp 


Arg 


Leu 


Leu 


He 


Glu 


Phe 


Tyr 


Asp 


Ser 






275 










280 










285 








Pro 


Asp 


Pro 


Glu 


Arg 


Arg 


Asn 


Lys 


Phe 


Pro 


Gly 


Lys 


Ser 


Val 


His 


Ser 




290 










295 










300 










Arg 


Leu 


Ser 


Val 


Lys 


Lys 


Thr 


Leu 


Pro 


Ser 


Val 


Leu 


He 


Leu 


Gly 


Ser 


305 










310 










315 










320 


Leu 


Thr 


Ala 


Val 


Met 


Leu 


Met 


Thr 


Glu 


Ser 


Gly 


Arg 


Lys 


Leu 


Tyr 


Met 










325 










330 










335 




Gly 


Thr 


Trp 


Leu 


Tyr 


Gly 


Thr 


Leu 


Leu 


Gly 


Cys 


Leu 


Trp 


Phe 


Val 


He 








340 










345 










350 







Lys Ala 



<210> 7 5 

<:21H 22 

<212> DNA 

<:213:- Mus Musculus 

<2 2 0:- 

<221> misc_f eature 
<222 > 1 . . 22 

<223> amplification oligonucleotide g34292.pu 

<4 00> 7 5 

attaaaacac gtactqacac ca 22 
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<212> DNA 

<213> Mus Musculus 
<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> amplification oligonucleotide g34292.rp 

<400> 76 

agtcatggat ggtggattt 19 



<210> 77 
<211> 2 6 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> mi sc__f eature 
<222> 1 . . 26 

<223> amplification oligonucleotide BOXIed 
<4 00> 7 7 

aatcatcaaa gcacagttga ctggat 26 



<210> 78 

<211> 33 

<212> DNA 

<213> Homo Sapiens 
<220> 

<2 2 1 > misc_feature 

<222> 1 . . 33 

<223> amplification oligonucleotide BOXIIIer 

<400> 78 

ataaaccacc gtaacatcat aaattgcatc taa 33 



<210> 79 
<211> 22 
<212> DNA 

■::2 13> Mus Musculus 
< 2 2 0> 

< 2 2 1 > misc_feature 
<222> 1 . . 22 

<223> sequencing oligonucleotide moPGrace3 S4 7 3 
<400> 79 

gagataaaag ataggttgct ca 22 
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<220> 

<221> misc_f eature 
<222> 1 . . 19 

<223> sequencing oligonucleotide moPGrace3S52 6 
<4 00> 8 0 

aagaaacaaa tttcctggg 19 



<210> 81 

<211> 18 

<212> DNA 

<213> Mus Musculus 
<220> 

<221> mi sc_f eature 

<222> 1 . . 18 

<223> sequencing oligonucleotide moPGrace3S597 

<400> 81 

tcttggggag tttgactg 18 



<210> 82 
<211> 18 
<212> DNA 

<213> Mus Musculus 
<220> 

<221> misc_f eature 
<222> 1 . . 18 

<223> sequencing oligonucleotide moPGrace5R3 2 3 
<400> 82 

gaccccggtg tagttctc 18 



<210> 83 

<211> 17 

<212> DNA 

<213> Mus Musculus 

< :• 2 o > 

<221> misc_feature 

< 2 2 2 > 1 . . 1 7 

<223> sequencing oligonucleotide moPGrace5R3 72 

<400> 83 

cagtaaagcc ggtcgtc 17 



!10> 84 
HI- 17 
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<221> misc_f eature 
<222> 1 . . 17 

<223> sequencing oligonucleotide moPGrace5R444 
<400> 84 

caggccagca ggtaggt 17 



<210> 8 5 

<211> 19 

< 2 1 2 > DNA 

<213> Mus Musculus 
<220> 

<221> misc_f eature 

< 2 2 2 > 1 . . 1 9 

<223> sequencing oligonucleotide moPGrace 5R4 92 

<400> 85 

agcaggtagc gcatagagt 19 



<210> 8 6 
<211> 2 7 
<212> DNA 

<213> Mus Musculus 
<220> 

<221> misc__f eature 
< 2 2 2 > 1 . . 2 7 

<223> amplification oligonucleotide moPG13LR2 
<400> 86 

ggaaacaatg tgatacaatg tgtagcc 27 



<210> 8 7 
<211> 18 
<212> DNA 

<213> Mus Musculus 

<220> 

-:221> misc_feature 
■:222:- 1 . . 18 

-:22 3> amplification oligonucleotide moPG15 
<:4 00> 8 7 

tggcgagccg agaggatg 18 



<210> 88 

•:2 11> 3 6 

<212:- DNA 

■'2 1 3 ■ Mus Musrul us 
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<223> amplification oligonucleotide moPG15Baml 

<400> 88 

cgtggatccg gaaacaatgt gatacaatgt gtagcc 36 



<210> 89 
<211> 27 
<212> DNA 

<213> Mus Musculus 

<220> 

<221> misc_feature 
< 2 2 2 > 1..27 

<223> amplification oligonucleotide moPGlSEcol 
<4 00> 8 9 

cgtgaattct ggcgagccga gaggatg 27 



<210> 90 
<211> 20 
<212> DNA 

<213> Mus Musculus 
<220> 

<221> misc_feature 

< 2 2 2 > 1 . . 2 0 

<223> amplification oligonucleotide moPGlRACE3 . 1 8 

< 4 0 0 > 90 

ctgccagaca ggatgcccta 20 



<210> 91 

<211> 23 

<212> DNA 

<213> Mus Musculus 
<220> 

< 2 2 1 > misc_feature 

<222> 1 . .23 

<223> amplification oligonucleotide moPGlRACE3 . 6 3 

<4 00> 91 

acaagttaaa atggcttccg ctg 23 



<210> 92 
<211> 18 
<212> DNA 

<213> Mus Musculus 

•-2 2 0 - 
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<400> 92 

caaatgcatg ttggctgt 18 



<210> 93 
<211> 20 
<212> DNA 

<213> Mus Musculus 
<220> 

< 2 2 1 > misc_f eature 

< 2 2 2 > 1 . . 2 0 

<223> amplification oligonucleotide moPGlRACE5 . 276 

< 4 0 0 > 9 3 

gcaaatgcct gactggctga 20 



<210> 94 

<211> 22 

<212> DNA 

<213> Mus Musculus 

< 2 2 0 > 

<221> misc_feature 

< 2 2 2 > 1 . . 2 2 

<223> amplification oligonucleotide moPGlRACES . 3 50 

<400> 94 

aatcaaaagc aacgtgagtg gc 22 



< 2 1 0 > 95 

<211> 20 

<212> DNA 

<213> Mus Musculus 

<220> 

<221> misc_f eature 

<222> 1 . .20 

<223> amplification oligonucleotide moPG3RACE2 

<400> 95 

tgggcacctg gttgtatgga 20 



<210> 96 

<211> 2 0 

<212> DNA 

<213> Mus Musculus 

•::22 0> 

■:221> misc_f eature 

--222 - 1 . . 20 
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<210> 97 
<211> 21 
<212> DNA 

<213> Mus Musculus 

< 2 2 0 > 

<221> misc_f eature 
<222> 1 . . 21 

<223> sequencing oligonucleotide moPG3RACES2 0 
<400> 97 

gatggctaca cattgtatca c 21 



<210> 9 8 

<211> 24 

<212> DNA 

<213> Mus Musculus 

< 2 2 0 > 

<221> mi sc_f eature 

< 2 2 2 > 1 . . 2 4 

<223> sequencing oligonucleotide moPG3RACES5 

c40C)> 98 

tcctgaatta aataaggagt tttc 24 



<210> 9 9 
<211> 24 
<212> DNA 

<213> Mus Musculus 
<220> 

<221> misc_feature 
<222> 1 . . 24 

<223> sequencing oligonucleotide moPG3 RACES 90 
<400> 99 

gtttgttatt aaagcataag caag 24 



■:210> 100 
<211> 216 
<212> DNA 

<213> Homo sapiens 
<400> 100 

ctgctgtccc tggtgctcca cacgtactcc atgcgctacc tgctgcccag cgtcgtgctc 60 
ct 999 cac 99 cgcccaccta cgtgttggcc tggggggtct ggcggctgct ctccgccttc 120 
ctgcccgccc gcttctacca agcgctggac gaccggctgt actgcgtcta ccagagcatg 180 
gtgctcttct tcttcgagaa ttacaccggg gtccag 216 
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<213> Homo sapiens 
<400> 101 

atattgctat atggagattt gccaaaaaat aaagaaaata taatatattt agcaaatcat 
caaagcacag 



60 
70 



<210> 102 
<211> 116 
<212> DNA 

<213> Homo sapiens 
<400> 102 

ttgactggat tgttgctgac atcttggcca tcaggcagaa tgcgctagga catgtgcgct 
acgtgctgaa agaagggtta aaatggctgc cattgtatgg gtgttacttt gctcag 



60 
116 



<210> 103 
<211> 9 0 
• :212> DNA 

<213> Homo sapiens 
<400> 103 

catqqaqgaa tctatgtaaa gcgcagtgcc aaatttaacg agaaagagat gcgaaacaag 
ttgcagagct acgtggacgc aggaactcca 



60 



<210> 104 

<211> 91 

<212> DNA 

<213> Homo sapiens 

<400> 104 

atgtatcttg tgatttttcc agaaggtaca aggtataatc cagagcaaac aaaagtcctt 
tcagctagtc aggcatttgc tgcccaacgt g 



60 
91 



<210> 105 

•;211> 159 

<212> DNA 

<213> Homo sapiens 

<400> 105 

gccttgcagt attaaaacat gtgctaacac cacgaataaa ggcaactcac gttgcttttg 
attgcatgaa gaattattta gatgcaattt atgatgttac ggtggtttat gaagggaaag 
acgatggagg gcagcgaaga gagtcaccga ccatgacgg 



60 
120 
159 



2 1 0 > 10 6 
2 1 1 > 12 4 
212 > DNA 

213> Homo sapiens 
<400> 106 

aatttctctg caaagaatgt ccaaaaattc atattcacat tgatcgtatc gacaaaaaag 
atgtcccaga agaacaagaa catatgagaa gatggctgca tgaacgtttc gaaatcaaag 
ataa 



60 
120 
124 



-2 10- 10-7 
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<220> 




<221> 


polyA signal 


<222 > 


325 . . 330 


<223> 


AATAAA potential 


< 2 2 1 > 


polyA signal 


<2 22> 


694 . .699 


<223> 


AATAAA potential 


< 2 2 1 > 


polyA signal 


t „ n n ^ ^ 


828 . . 833 


< 2 2 3 > 


AATAAA potential 


■:2 2 1 > 


polyA signal 


< . n -> o . 


182 1 . . 1826 


"* ^ -> 


AATAAA potential 




polyA signal 


^ . n n ^ 


2480 . . 2485 


<223> 


AATAAA potential 


< 2 2 1 > 


polyA signal 


„ n n -. } 


2800 . .2805 


>; J j > 


AATAAA potential 


•:221> 


polyA signal 


<222> 


4264 . .4269 




AATAAA potential 


< 2 2 1 > 


polyA signal 


<22 2> 


4320 . .4315 


<223> 


AATAAA 



<400> 107 

gatgcttata 

aagtgttaat 

tttgactgca 

atatggaacc 

ccagacagtg 

ttcctgaatt 

tttgtgacga 

gcatcggggc 

tatgaactaa 

tgcatttttg 

caact tgaca 

tttcatcttt 

atgttcaaag 

ttattgtatt 

tatttattga 

agaacgaagt 

ttttgaagat 

aacgttaagg 

tggttggacc 

aaat 1 1 act a 



gaattt tatg 
tccaaattaa 
ggcatgctta 
ctacttggct 
ggatgtgcta 
tattaaggag 
aagctgatat 
tgctggaagg 
tgacaacttg 
agcattaatt 
get ccaagct 
tgettattte 
gaaagggtaa 
gcgttattag 
aattgcttaa 
ttaaaattgt 
ttaagctacg 
ttttctgttt 
ccaagt tcac 
qcgtqt gect 



agtcaccaga 
gtatcaagaa 
tgaccgatgc 
gcctgtgggt 
cattgtctat 
tgtaaataaa 
gcaatggtct 
gtaaaagcta 
agaaggctgg 
tgeagegtat 
ct tattacta 
tacaagtcag 
aaagtgttca 
ctgat tttac 
tttgcacacc 
gactctgatt 
ctattagtac 
tgttttgttt 
aagattt t ta 
1 1 tgectget 



tccagaaaga 
gactttacca 
tggaaggaag 
tactattaaa 
ttttggcggc 
gccttgttga 
tgggcaaaca 
aatggagttt 
gaggattgtg 
ttcacttttt 
aagtatttag 
tgaaataaat 
tggggaaaaa 
tcattttata 
ctgtacacac 
cattatagca 
ttccctttgt 
ttttaatatc 
aggtgatgag 
tctctttgat 



agaaaaagat 
tcaatgttga 
ctgtatgtga 
gcatagacaa 
tgeacatgae 
ttgaagattg 
tacctggttg 
ctcctgctct 
tattttgeaa 
ctgttatttt 
t atct tgcag 
tgt atttagg 
gctctgtt ta 
tt tgcaaaat 
agaaaatggt 
gaactttaaa 
ctgtgccata 
aaaagagt eg 
agectgeaga 
t tcacagaat 



ttcctgggaa 
tcttaagtgg 
acacctggat 
gtagctgtct 
atcaaattgt 
gataatagaa 
tacaacttta 
gtccatttcc 
gtcagatggc 
caat t tat ta 
ct agt taata 
aagtgt cagg 
gcacatgat t 
aaat t tctaa 
ataaaatatg 
tttcccagct 
agtgcttgaa 
gtgtgaacct 
cattctgcct 
at teat tcag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
6 0 0 
660 
72 0 
780 
840 
900 
960 
1020 
1080 
114 0 
12 0 0 
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tacagactta attcgtcatg actgaacgaa tttgtttatt tcccattagg tttagtggag 1500 

ctacacatta atatgtatcg ccttagagca agagctgtgt tccaggaacc agatcacgat 1560 

ttttagccat ggaacaatat atcccatggg agaagacctt tcagtgtgaa ctgttctatt 1620 

tttgtgttat aatttaaact tcgatttcct catagtcctt taagttgaca tttctgctta 1680 

ctgctactgg atttttgctg cagaaatata tcagtggccc acattaaaca taccagttgg 1740 

atcatgataa gcaaaatgaa agaaataatg attaagggaa aattaagtga ctgtgttaca 1800 

ctgcttctcc catgccagag aataaactct ttcaagcatc atctttgaag agtcgtgtgg 1860 

tgtgaattgg tttgtgtaca ttagaatgta tgcacacatc catggacact caggatatag 1920 

ttggcctaat aatcggggca tgggtaaaac ttatgaaaat ttcctcatgc tgaattgtaa 1980 

ttttctctta cctgtaaagt aaaatttaga tcaattccat gtctttgtta agtacaggga 2040 

tttaatatat tttgaatata atgggtatgt tctaaatttg aactttgaga ggcaatactg 2100 

ttggaattat gtggattcta actcatttta acaaggtagc ctgacctgca taagatcact 2160 

tgaatgttag gtttcataga actatactaa tcttctcaca aaaggtctat aaaatacagt 2220 

cgttgaaaaa aattttgtat caaaatgttt ggaaaattag aagcttctcc ttaacctgta 2280 

ttgatactga cttgaattat tttctaaaat taagagccgt atacctacct gtaagtcttt 2340 

tcacatatca tttaaacttt tgtttgtatt attactgatt tacagcttag ttattaattt 2400 

ttctttataa gaatgccgtc gatgtgcatg cttttatgtt tttcagaaaa gggtgtgttt 2460 

ggatgaaagt aaaaaaaaaa ataaaatctt tcactgtctc taatggctgt gctgtttaac 2520 

attttttgac cctaaaattc accaacagtc tcccagtaca taaaataggc ttaatgactg 2580 

gccctgcatt cttcacaata tttttcccta agctttgagc aaagttttaa aaaaatacac 2640 

taaaataatc aaaactgtta agcagtatat tagtttggtt atataaattc atctgcaatt 2700 

tataagatgc atggccgatg ttaatttgct tggcaattct gtaatcatta agtgatctca J/60 

gtgaaacatg tcaaatgcct taaattaact aagttggtga ataaaagtgc cgatctggct 2820 

aactcttaca ccatacatac tgatagtttt tcatatgttt catttccatg tgatttttaa 2880 

aatttagagt ggcaacaatt ttgcttaata tgggttacat aagctttatt ttttcctttg 2940 

ttcataatta tattctttga ataggtctgt gtcaatcaag tgatctaact agactgatca 3000 

tagatagaag gaaataaggc caagttcaag accagcctgg gcaacatatc gagaacctgt 3060 

ctacaaaaaa attaaaaaaa attagccagg catggtggcg tacactgagt agtttgtccc 3120 

agctactcgg gagggtgagg tgggaggatc gcttcagccc aggaggttga gattgcagtg 3180 

agccatggac ataccactgc actacagcct aggtaacagc acgagacccc aactcttaga 3240 

aaatgaaaag gaaatataga aatataaaat ttgcttatta tagacacaca gtaactccca 3300 

gatatgtacc acaaaaaatg tgaaaagaga gagaaatgtc taccaaagca gtattttgtg 3360 

tgtataattg caagcgcata gtaaaataat tttaacctta atttgttttt agtagtgttt 3420 

agattgaaga ttgagtgaaa tattttcttg gcagatattc cgtatctggt ggaaagctac 3480 

aatgcaatgt cgttgtagtt ttgcatggct tgctttataa acaagatttt ttctccctcc 3540 

ttttgggcca gttttcatta cgagtaactc acactttttg attaaagaac ttgaaattac 3600 

gttatcactt agtataattg acattatata gagactatgt aacatgcaat cattagaatc 3660 

aaaattagta ctttggtcaa aatatttaca acattcacat acttgtcaaa tattcatgta 3720 

attaactgaa tttaaaacct tcaactatta tgaagtgctc gtctgtacaa tcgctaattt 3780 

actcagttta gagtagctac aactcttcga tactatcatc aatatttgac atcttttcca 3840 

atttgtgtat gaaaagtaaa tctattcctg tagcaactgg ggagtcatat atgaggtcaa 3900 

agacatatac cttgttatta taatatgtat actataataa tagctggtta tcctgagcag 3960 

gggaaaaggt tatttttagg aaaaccactt caaatagaaa gctgaagtac ttctaatata 4020 

ctgagggaag tataatatgt ggaacaaact ctcaacaaaa tgtttattga tgttgatgaa 4080 

acagatcagt ttttccatcc ggattattat tggttcatga ttttatatgt gaatatgtaa 4140 

gatatgttct gcaattttat aaatgttcat gtcttttttt aaaaaaggtg ctattgaaat 4200 

tctgtgtctc cagcaggcaa gaatacttga ctaactcttt ttgtctcttt atggtatttt 4260 

cagaataaag tctgacttgt gtttttgaga ttattggtgc ctcattaatt cagcaataaa 4320 

ggaaaatatg catctcaaaa at 4342 

<210> 108 
<211> 62 

-212 - DNA 
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<210> 109 
<211> 86 
<212> DNA 

<213> Homo sapiens 
<40 0> 109 

gagatggggg tctcgctgtg ttgcccaggc tggtcttgga ctcaagcaat ctgcctgtct 60 
cagcctacca aaatgctgga ttatag 86 



<210> 110 
<211> 116 
<212> DNA 

<213> Homo sapiens 
<400> 110 

gctaaagcag tcctcctgag tagttaggac tacagacata cacgtgccac cgcgcccagc 60 
tccgtgttct ctttgtttcc ctgcctcctg ctcttccact tatctttgca tggcag 116 



<210> 111 
<211> 45 
<212> DNA 

<213> Homo sapiens 
<400> 111 

ggaaagacga tggagggcag cgaagagagt caccgaccat gacgg 45 



<21C)> 112 
<211> 5138 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

< 2 2 2 > 31 . . 264 

<22 1 > polyA_signal 
<222> 5111 . . 5116 

< 2 2 3 > AATAAA 

<400> 112 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Va 1 
1 5 

gtg etc ctg ggc acg gcg ccc acc tac gtg ttg gec tgg ggg gtc tgg 102 

Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 20 

egg ctg etc tec gec ttc ctg ccc gec cgc ttc tac caa gcg ctg gac 150 

Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 

25 30 35 40 

gac egg ctg tac tgc gtc tac cag age atg gtg etc ttc ttc ttc gag 198 

Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met Val Leu Phe Phe Phe Glu 

45 50 55 
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Ser Gly Arg Met Arg * 
75 

taaaatggct gccattgtat gggtgttact ttgctcagca tggaggaatc tatgtaaagc 354 

gcagtgccaa atttaacgag aaagagatgc gaaacaagtt gcagagctac gtggacgcag 414 

gaactccaat gtatcttgtg atttttccag aaggtacaag gtataatcca gagcaaacaa 474 

aagtcctttc agctagtcag gcatttgctg cccaacgtgg ccttgcagta ttaaaacatg 534 

tgctaacacc acgaataaag gcaactcacg ttgcttttga ttgcatgaag aattatttag 594 

atgcaattta tgatgttacg gtggtttatg aagggaaaga cgatggaggg cagcgaagag 654 

agtcaccgac catgacggaa tttctctgca aagaatgtcc aaaaattcat attcacattg 714 

atcgtatcga caaaaaagat gtcccagaag aacaagaaca tatgagaaga tggctgcatg 774 

aacgtttcga aatcaaagat aagatgctta tagaatttta tgagtcacca gatccagaaa 834 

gaagaaaaag atttcctggg aaaagtgtta attccaaatt aagtatcaag aagactttac 894 

catcaatgtt gatcttaagt ggtttgactg caggcatgct tatgaccgat gctggaagga 954 

agctgtatgt gaacacctgg atatatggaa ccctacttgg ctgcctgtgg gttactatta 1014 

aagcatagac aagtagctgt ctccagacag tgggatgtgc tacattgtct atttttggcg 1074 

gctgcacatg acatcaaatt gtttcctgaa tttattaagg agtgtaaata aagccttgtt 1134 

gattgaagat tggataatag aatttgtgac gaaagctgat atgcaatggt cttgggcaaa 1194 

catacctggt tgtacaactt tagcatcggg gctgctggaa gggtaaaagc taaatggagt 1254 

ttctcctgct ctgtccattt cctatgaact aatgacaact tgagaaggct gggaggattg 1314 

tgtattttgc aagtcagatg gctgcatttt tgagcattaa tttgcagcgt atttcacttt 1374 

ttctgttatt ttcaatttat tacaacttga cagctccaag ctcttattac taaagtattt 1434 

agtatcttgc agctagttaa tatttcatct tttgcttatt tctacaagtc agtgaadLdd 1494 

attgtattta ggaagtgtca ggatgttcaa aggaaagggt aaaaagtgtt catggggaaa 1554 

aagctctgtt tagcacatga ttttattgta ttgcgttatt agctgatttt actcatttta 1614 

tatttgcaaa ataaatttct aatatttatt gaaattgctt aatttgcaca ccctgtacac 1674 

acagaaaatg gtataaaata tgagaacgaa gtttaaaatt gtgactctga ttcattatag 1734 

cagaacttta aatttcccag ctttttgaag atttaagcta cgctattagt acttcccttt 1794 

gtctgtgcca taagtgcttg aaaacgttaa ggttttctgt tttgttttgt ttttttaata 1854 

tcaaaagagt cggtgtgaac cttggttgga ccccaagttc acaagatttt taaggtgatg 1914 

agagcctgca gacattctgc ctagatttac tagcgtgtgc cttttgcctg cttctctttg 1974 

atttcacaga atattcattc agaagtcgcg tttctgtagt gtggtggatt cccactgggc 2034 

tctggtcctt cccttggatc ccgtcagtgg tgctgctcag cggcttgcac gtagacttgc 2094 

taggaagaaa tgcagagcca gcctgtgctg cccactttca gagttgaact ctttaagccc 2154 

ttgtgagtgg gcttcaccag ctactgcaga ggcattttgc atttgtctgt gtcaagaagt 2214 

tcaccttctc aagccagtga aatacagact taattcgtca tgactgaacg aatttgttta 2274 

tttcccatta ggtttagtgg agctacacat taatatgtat cgccttagag caagagctgt 2334 

gttccaggaa ccagatcacg atttttagcc atggaacaat atatcccatg ggagaagacc 2394 

tttcagtgtg aactgttcta tttttgtgtt ataatttaaa cttcgatttc ctcatagtcc 2454 

tttaagttga catttctgct tactgctact ggatttttgc tgcagaaata tatcagtggc 2514 

ccacattaaa cataccagtt ggatcatgat aagcaaaatg aaagaaataa tgattaaggg 2574 

aaaattaagt gactgtgtta cactgcttct cccatgccag agaataaact ctttcaagca 2634 

tcatctttga agagtcgtgt ggtgtgaatt ggtttgtgta cattagaatg tatgcacaca 2694 

tccatggaca ctcaggatat agttggccta ataatcgggg catgggtaaa acttatgaaa 2754 

atttcctcat gctgaattgt aattttctct tacctgtaaa gtaaaattta gatcaattcc 2814 

atgtctttgt taagtacagg gatttaatat attttgaata taatgggtat gttctaaatt 2874 

tgaactttga gaggcaatac tgttggaatt atgtggattc taactcattt taacaaggta 2934 

gcctgacctg cataagatca cttgaatgtt aggtttcata gaactatact aatcttctca 2994 

caaaaggtct ataaaataca gtcgttgaaa aaaattttgt atcaaaatgt ttggaaaatt 3054 

agaagcttct ccttaacctg tattgatact gacttgaatt attttctaaa attaagagcc 3114 

gtatacctac ctgtaagtct tttcacatat catttaaact tttgtttgta ttattactga 3174 

tttacagctt agttattaat ttttctttat aagaatgccg tcgatgtgca tgcttttatg 3234 

tttttcagaa aagggtgtgt ttggatgaaa gtaaaaaaaa aaataaaatc tttcactgtc 3294 

tctaatggct gtgctgttta acattttttg accctaaaat tcaccaacag tctcccagta 3354 

rataaaataq qcttaatgac tqgccctgca ttcttcacaa tatttttccc taagctttga 3414 
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ttcatttcca tgtgattttt aaaatttaga gtggcaacaa ttttgcttaa tatgggttac 3714 

ataagcttta ttttttcctt tgttcataat tatattcttt gaataggtct gtgtcaatca 3774 

agtgatctaa ctagactgat catagataga aggaaataag gccaagttca agaccagcct 3834 

gggcaacata tcgagaacct gtctacaaaa aaattaaaaa aaattagcca ggcatggtgg 3894 

cgtacactga gtagtttgtc ccagctactc gggagggtga ggtgggagga tcgcttcagc 3954 

ccaggaggtt gagattgcag tgagccatgg acataccact gcactacagc ctaggtaaca 4014 

gcacgagacc ccaactctta gaaaatgaaa aggaaatata gaaatataaa atttgcttat 4074 

tatagacaca cagtaactcc cagatatgta ccacaaaaaa tgtgaaaaga gagagaaatg 4134 

tctaccaaag cagtattttg tgtgtataat tgcaagcgca tagtaaaata attttaacct 4194 

taatttgttt ttagtagtgt ttagattgaa gattgagtga aatattttct tggcagatat 4254 

tccgtatctg gtggaaagct acaatgcaat gtcgttgtag ttttgcatgg cttgctttat 4314 

aaacaagatt ttttctccct ccttttgggc cagttttcat tacgagtaac tcacactttt 4374 

tgattaaaga acttgaaatt acgttatcac ttagtataat tgacattata tagagactat 4434 

gtaacatgca atcattagaa tcaaaattag tactttggtc aaaatattta caacattcac 4494 

atacttgtca aatattcatg taattaactg aatttaaaac cttcaactat tatgaagtgc 4554 

tcgtctgtac aatcgctaat ttactcagtt tagagtagct acaactcttc gatactatca 4614 

tcaatatttg acatcttttc caatttgtgt atgaaaagta aatctattcc tgtagcaact 4674 

ggggagtcat atatgaggtc aaagacatat accttgttat tataatatgt atactataat 4734 

aatagctggt tatcctgagc aggggaaaag gttattttta ggaaaaccac ttcaaataga 4794 

aagctgaagt acttctaata tactgaggga agtataatat gtggaacaaa ctctcaacaa 4854 

aatgtttatt gatgttgatg aaacagatca gtttttccat ccggattatt attggttcat 4914 

gattttatat gtgaatatgt aagatatgtt ctgcaatttt ataaatgttc atgtctLLLL 4974 

ttaaaaaagg tgctattgaa attctgtgtc tccagcaggc aagaatactt gactaactct 5034 

ttttgtctct ttatggtatt ttcagaataa agtctgactt gtgtttttga gattattggt 5094 

gcctcattaa ttcagcaata aaggaaaata tgcatctcaa aaat 5138 



<210> 113 

<211> 5224 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31 . .264 

<221> polyA_signal 
<222> 5197 . .5202 
<223> AATAAA 

<400> 113 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 

1 5 

ccc acc tac gtg ttg gec tgg ggg gtc tgg 102 

Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

15 20 

ctg ccc gec cgc ttc tac caa gcg ctg gac 150 

Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 

35 40 

tac cag age atg gtg etc ttc ttc ttc gag 198 

Tyr Gin Ser Met Val Leu Phe Phe Phe Glu 

50 55 

ttg act gga ttg ttg ctg aca tct tgg cca 246 



gtg etc 
Val Leu 
10 

egg ctg 
Arg Leu 
25 

gac egg 
Asp Arg 

aa t tac 



ctg ggc 
Leu Gly 

etc tec 
Leu Ser 

ctg tac 
Leu Tyr 

acc qqq 



acg gcg 
Thr Ala 

gec ttc 
Ala Phe 
30 

tgc gtc 

Cys Val 
45 

qtc caq 



S sflAKl Scqu 



1 )\H : 



70 Docket No. GEN-T1 13XC3D2 

75 

taaaatggct gccattgtat gggtgttact ttgctcagga gatgggggtc tcgctgtgtt 354 

gcccaggctg gtcttggact caagcaatct gcctgtctca gcctaccaaa atgctggatt 414 

atagcatgga ggaatctatg taaagcgcag tgccaaattt aacgagaaag agatgcgaaa 474 

caagttgcag agctacgtgg acgcaggaac tccaatgtat cttgtgattt ttccagaagg 534 

tacaaggtat aatccagagc aaacaaaagt cctttcagct agtcaggcat ttgctgccca 594 

acgtggcctt gcagtattaa aacatgtgct aacaccacga ataaaggcaa ctcacgttgc 654 

ttttgattgc atgaagaatt atttagatgc aatttatgat gttacggtgg tttatgaagg 714 

gaaagacgat ggagggcagc gaagagagtc accgaccatg acggaatttc tctgcaaaga 774 

atgtccaaaa attcatattc acattgatcg tatcgacaaa aaagatgtcc cagaagaaca 834 

agaacatatg agaagatggc tgcatgaacg tttcgaaatc aaagataaga tgcttataga 894 

attttatgag tcaccagatc cagaaagaag aaaaagattt cctgggaaaa gtgttaattc 954 

caaattaagt atcaagaaga ctttaccatc aatgttgatc ttaagtggtt tgactgcagg 1014 

catgcttatg accgatgctg gaaggaagct gtatgtgaac acctggatat atggaaccct 1074 

acttggctgc ctgtgggtta ctattaaagc atagacaagt agctgtctcc agacagtggg 1134 

atgtgctaca ttgtctattt ttggcggctg cacatgacat caaattgttt cctgaattta 1194 

ttaaggagtg taaataaagc cttgttgatt gaagattgga taatagaatt tgtgacgaaa 1254 

gctgatatgc aatggtcttg ggcaaacata cctggttgta caactttagc atcggggctg 1314 

ctggaagggt aaaagctaaa tggagtttct cctgctctgt ccatttccta tgaactaatg 1374 

acaacttgag aaggctggga ggattgtgta ttttgcaagt cagatggctg catttttgag 1434 

cattaatttg cagcgtattt cactttttct gttattttca atttattaca acttgacagc 1494 

tccaagctct tattactaaa gtatttagta tcttgcagct agttaatatt tcatcttccg 1554 

cttatttcta caagtcagtg aaataaattg tatttaggaa gtgtcaggat gttcaaagga 1614 

aagggtaaaa agtgttcatg gggaaaaagc tctgtttagc acatgatttt attgtattgc 1674 

gttattagct gattttactc attttatatt tgcaaaataa atttctaata tttattgaaa 1734 

ttgcttaatt tgcacaccct gtacacacag aaaatggtat aaaatatgag aacgaagttt 1794 

aaaattgtga ctctgattca ttatagcaga actttaaatt tcccagcttt ttgaagattt 1854 

aagctacgct attagtactt ccctttgtct gtgccataag tgcttgaaaa cgttaaggtt 1914 

ttctgttttg ttttgttttt ttaatatcaa aagagtcggt gtgaaccttg gttggacccc 1974 

aagttcacaa gatttttaag gtgatgagag cctgcagaca ttctgcctag atttactagc 2034 

gtgtgccttt tgcctgcttc tctttgattt cacagaatat tcattcagaa gtcgcgtttc 2094 

tgtagtgtgg tggattccca ctgggctctg gtccttccct tggatcccgt cagtggtgct 2154 

gctcagcggc ttgcacgtag acttgctagg aagaaatgca gagccagcct gtgctgccca 2214 

ctttcagagt tgaactcttt aagcccttgt gagtgggctt caccagctac tgcagaggca 2274 

ttttgcattt gtctgtgtca agaagttcac cttctcaagc cagtgaaata cagacttaat 2334 

tcgtcatgac tgaacgaatt tgtttatttc ccattaggtt tagtggagct acacattaat 2394 

atgtatcgcc ttagagcaag agctgtgttc caggaaccag atcacgattt ttagccatgg 2454 

aacaatatat cccatgggag aagacctttc agtgtgaact gttctatttt tgtgttataa 2514 

tttaaacttc gatttcctca tagtccttta agttgacatt tctgcttact gctactggat 2574 

ttttgctgca gaaatatatc agtggcccac attaaacata ccagttggat catgataagc 2634 

aaaatgaaag aaataatgat taagggaaaa ttaagtgact gtgttacact gcttctccca 2694 

tgccagagaa taaactcttt caagcatcat ctttgaagag tcgtgtggtg tgaattggtt 2754 

tgtgtacatt agaatgtatg cacacatcca tggacactca ggatatagtt ggcctaataa 2814 

tcggggcatg ggtaaaactt atgaaaattt cctcatgctg aattgtaatt ttctcttacc 2874 

tgtaaagtaa aatttagatc aattccatgt ctttgttaag tacagggatt taatatattt 2934 

tgaatataat gggtatgttc taaatttgaa ctttgagagg caatactgtt ggaattatgt 2994 

ggattctaac tcattttaac aaggtagcct gacctgcata agatcacttg aatgttaggt 3054 

ttcatagaac tatactaatc ttctcacaaa aggtctataa aatacagtcg ttgaaaaaaa 3114 

ttttgtatca aaatgtttgg aaaattagaa gcttctcctt aacctgtatt gatactgact 3174 

tgaattattt tctaaaatta agagccgtat acctacctgt aagtcttttc acatatcatt 3234 

taaacttttg tttgtattat tactgattta cagcttagtt attaattttt ctttataaga 3294 

atgccgtcga tgtgcatgct tttatgt ttt tcagaaaagg gtgtgtttgg atgaaagtaa 3354 

aaaaaaaaat aaaatctttc actgtctcta atggctgtgc tgtttaacat tttttgaccc 3414 

taaaattcac caacagtctc ccagtacata aaataggctt aatgactggc cctgcattct 3474 
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atacatactg 
caacaatttt 
ttctttgaat 
aataaggcca 
taaaaaaaat 
gggtgaggtg 
accactgcac 
aatatagaaa 
aaaaaatgtg 
agcgcatagt 
gagtgaaata 
ttgtagtttt 
tttcattacg 
tataattgac 
ttggtcaaaa 
taaaaccttc 
gtagctacaa 
aaagtaaatc 
tgttattata 
tttttaggaa 
taatatgtgg 
ttccatccgg 
aattttataa 
gcaggcaaga 
tgacttgtgt 
tctcaaaaat 



atagtttttc 
gcttaatatg 
aggtctgtgt 
agttcaagac 
tagccaggca 
ggaggatcgc 
tacagcctag 
tataaaatt t 
aaaagagaga 
aaaataattt 
ttttcttggc 
gcatggcttg 
agtaactcac 
attatataga 
tatttacaac 
aactat tatg 
ctcttcgata 
tattcctgta 
atatgtatac 
aaccacttca 
aacaaactct 
attattattg 
atgttcatgt 
atacttgact 
ttttgagatt 



atatgtttca 
ggttacataa 
caatcaagtg 
cagcctgggc 
tggtggcgta 
ttcagcccag 
gtaacagcac 
gcttattata 
gaaatgtcta 
taaccttaat 
agatattccg 
ctttataaac 
actttttgat 
gactatgtaa 
at tcacatac 
aagtgctcgt 
ctatcatcaa 
gcaactgggg 
tataataata 
aatagaaagc 
caacaaaatg 
gttcatgatt 
ctttttttaa 
aactcttttt 
attggtgcct 



t t tccatgtg 
gctttatttt 
atctaactag 
aacatatcga 
cactgagtag 
gaggttgaga 
gagaccccaa 
gacacacagt 
ccaaagcagt 
ttgtttttag 
tatctggtgg 
aagatttttt 
taaagaactt 
catgcaatca 
t tgtcaaat a 
ctgtacaatc 
tatttgacat 
agtcatatat 
gctggttatc 
tgaagtactt 
tttattgatg 
ttatatgtga 
aaaaggtgct 
gtctctttat 
cattaattca 



atttttaaaa 
ttcctttgtt 
actgatcata 
gaacctgtct 
tttgtcccag 
ttgcagtgag 
ctcttagaaa 
aactcccaga 
attttgtgtg 
tagtgtttag 
aaagctacaa 
ctccctcct t 
gaaat tacgt 
t tagaatcaa 
ttcatgtaat 
gctaatttac 
cttttccaat 
gaggtcaaag 
ctgagcaggg 
ctaatatact 
ttgatgaaac 
atatgtaaga 
attgaaattc 
ggtattttca 
gcaataaagg 



tttagagtgg 
cataattata 
gatagaagga 
acaaaaaaat 
ctactcggga 
ccatggacat 
atgaaaagga 
tatgtaccac 
tataattgca 
attgaagatt 
tgcaatgtcg 
ttgggccagt 
tatcact tag 
aattagtact 
taactgaat t 
tcagtttaga 
ttgtgtatga 
acatatacct 
gaaaaggtta 
gagggaagta 
agatcagt tt 
cacgtLctgc 
tgtgtctcca 
gaataaagtc 
aaaatatgca 



3774 
3834 
3894 
3954 
4014 
4074 
4134 
4194 
4254 
4314 
4374 
4434 
44 94 
4554 
4614 
4674 
4734 

4 7 94 
4854 
4914 
4974 

5 0 3 4 
5094 
5154 
5 214 
5224 



<210> 114 
<211> 4863 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31 . . 747 

<2 2 1 > polyA_signal 
<222> 4836 . .4841 
<22 3> AATAAA 

<400> 114 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 
1 5 

gtg etc ctg ggc acg gcg ccc acc tac gtg ttg gec tgg ggg gtc tgg 102 

Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 20 

egg ctg etc tec gee ttc ctg ccc gee cgc ttc tac caa gcg ctg gac 150 

Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 

25 30 35 40 

gac egg ctg tac tgc gtc tac cag age atg gtg etc ttc ttc ttc gag 198 

Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met Val Leu Phe Phe Phe Glu 

45 50 55 
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Lys Phe Asn Glu Lys Glu 
75 

act cca atg tat 

Thr Pro Met Tyr 



gca 
Ala 



aat 
Asn 
105 
caa 
Gin 

gat 
Asp 

aga 
Arg 

ttt 
Phe 

agt 



gga 
Gly 
90 
cca 
Pro 

cgt 
Arg 

cgt 
Arg 

tgg 
Trp 

tat 
Tyr 
170 
gtt 



gag 
Glu 

gaa 
Glu 

ate 
He 

ctg 
Leu 
155 
gag 
Glu 



caa aca 
Gin Thr 

ttt etc 
Phe Leu 
125 
gac aaa 
Asp Lys 
140 

cat gaa 
His Glu 



aaa 
Lys 
110 
tgc 
Cys 

aaa 

Lys 

cgt 
Arg 



Met Arg Asn 
80 

ctt gtg att 
Leu Val He 
95 

gtc ctt tea 
Val Leu Ser 

aaa gaa tgt 
Lys Glu Cys 



Lys Leu 



tea cca gat 
Ser Pro Asp 



aat tec aaa tta 



gat 
Asp 

ttc 
Phe 

cca 
Pro 
175 
agt 



gtc cca 
Val Pro 
14 5 
gaa ate 
Glu He 
160 

gaa aga 
Glu Arg 



ttt 
Phe 

get 
Ala 

cca 
Pro 
130 
gaa 
Glu 

aaa 
Lys 

aga 
Arg 



cca 
Pro 

agt 
Ser 
115 
aaa 
Lys 

gaa 
Glu 

gat 
Asp 

aaa 
Lys 



ate aag aag act 



rtsii o c j_ j_iy £3 .ljctu. o c J 



Gin Ser 
85 

gaa ggt 
Glu Gly 
100 

cag gca 
Gin Ala 

att cat 
He His 

caa gaa 
Gin Glu 

aag atg 
Lys Met 
165 
aga ttt 
Arg Phe 
180 

tta cca 
Leu Pro jci 



Tyr Val Asp 

aca agg tat 
Thr Arg Tyr 



ttt get 
Phe Ala 

att cac 
He His 
135 
cat atg 
His Met 
150 

ctt ata 
Leu lie 



gec 
Ala 
120 
att 
He 

aga 
Arg 

gaa 
Glu 



185 

ate tta agt 
He Leu Ser 

aag ctg tat 
Lys Leu Tyr 

tgg gtt act 
Trp Val Thr 
235 
gctacattgt 
ggagtgtaaa 
atatgeaatg 
aagggtaaaa 
cttgagaagg 
aatttgeage 
agctcttatt 
tttctacaag 
gtaaaaagtg 
ttagctgatt 
ttaat ttgea 
ttgtgactct 
tacgetatta 
gttttgtttt 
t cacaagat t 
geett t tgee 
gtgtggtgga 
ageggcttge 
cagagttgaa 
gcatttgtct 
catgactgaa 
ategect tag 



cct ggg aaa 
Pro Gly Lys 

tea atg ttg 
Ser Met Leu 
190 195 200 

ggt ttg act gca ggc atg ctt atg acc gat get gga agg 
Gly Leu Thr Ala Gly Met Leu Met Thr Asp Ala Gly Arg 

205 210 215 

gtg aac acc tgg ata tat gga acc eta ctt ggc tgc ctg 
Val Asn Thr Trp He Tyr Gly Thr Leu Leu Gly Cys Leu 
220 225 230 

att aaa gca tag acaagtagct gtctccagac agtgggatgt 
He Lys Ala * 



ctatttttgg 
taaagccttg 
gtcttgggca 
gctaaatgga 
ctgggaggat 
gtatttcact 
actaaagtat 
tcagtgaaat 
ttcatgggga 
ttactcattt 
caccctgtac 
ga t tcattat 
gt act tccct 
gtttttttaa 
t t taaggtga 
tgettctett 
ttcccactgg 
aegtagaett 
ctct ttaagc 
gtgtcaagaa 
cgaat ttgtt 
agcaagagct 



cggctgcaca 
ttgattgaag 
aacatacctg 
gtttctcctg 
tgtgtatttt 
ttttctgtta 
ttagtatctt 
aaattgtatt 
aaaagctctg 
tatatttgea 
acacagaaaa 
agcagaactt 
ttgt ctgtgc 
t atcaaaaga 
tgagagcctg 
tgatttcaca 
gctctggtcc 
gctaggaaga 
ccttgtgagt 
gt tcaccttc 
tatt tcccat 
gtgt tccagg 



tgacatcaaa 
attggataat 
gttgtacaac 
ctctgtccat 
gcaagtcaga 
ttttcaattt 
gcagctagtt 
taggaagtgt 
tttagcacat 
aaataaattt 
tggtataaaa 
taaatttccc 
cataagtget 
gtcggtgtga 
cagacattct 
gaatat teat 
ttcccttgga 
aatgeagage 
gggcttcacc 
teaagecagt 
t aggtttagt 
aaccagatca 



ttgtttcctg 
agaatttgtg 
tttagcatcg 
ttcctatgaa 
tggctgeatt 
attacaactt 
aatatttcat 
caggatgttc 
gattttattg 
ctaatattta 
tatgagaacg 
agctttttga 
tgaaaacgtt 
accttggt tg 
gectagattt 
t cagaagt eg 
tcccgtcagt 
cagcctgtgc 
agetactgea 
gaaatacaga 
ggagctacac 
cgatt 1 1 tag 



aatttattaa 
acgaaagctg 
gggctgctgg 
ctaatgacaa 
tttgagcatt 
gacagctcca 
ettttgetta 
aaaggaaagg 
tattgegtta 
ttgaaattgc 
aagtttaaaa 
agatttaagc 
aaggttt tct 
gaccccaagt 
actagcgtgt 
cgt t tctgt a 
ggtgctgctc 
tgcccacttt 
gaggcattt t 
ettaattegt 
attaatatgt 
ccatggaaca 



342 



390 



438 



486 



534 



582 



630 



678 



726 



777 



837 
897 
957 
1017 
1077 
1137 
1197 
1257 
1317 
1377 
1437 
1497 
1557 
1617 
1677 
1737 
1797 
1857 
1917 
1977 
2 037 
2097 
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agagaataaa 
tacattagaa 
ggcatgggta 
aagtaaaatt 
tataatgggt 
tctaactcat 
tagaactata 
gtatcaaaat 
ttattttcta 
cttttgtttg 
cgtcgatgtg 
aaaaataaaa 
attcaccaac 
aatatt tttc 
gttaagcagt 
gatgttaatt 
gcct taaatt 
atactgatag 
aattttgctt 
ttgaataggt 
aqqccaagtt 
aaaaattagc 
gaggtgggag 
ctgcactaca 
tagaaatata 
aatgtgaaaa 
catagtaaaa 
gaaatatttt 
agttttgcat 
attacgagta 
attgacatta 
tcaaaatatt 
accttcaact 
ctacaactct 
taaatctatt 
attataatat 
taggaaaacc 
atgtggaaca 
atccggatta 
ttataaatgt 
gcaagaatac 
ttgtgttttt 
aaaaat 



ctctttcaag 
tgtatgcaca 
aaacttatga 
tagatcaatt 
atgttctaaa 
tttaacaagg 
ctaatcttct 
gtttggaaaa 
aaattaagag 
tattattact 
catgctttta 
tct t tcactg 
agtctcccag 
cctaagctt t 
atattagttt 
tgct tggcaa 
aactaagttg 
tttttcatat 
aatatgggtt 
ctgtgtcaat 
caagaccagc 
caggcatggt 
gatcgcttca 
gcctaggtaa 
aaatttgctt 
gagagagaaa 
taatt ttaac 
cttggcagat 
ggcttgcttt 
actcacactt 
tatagagact 
tacaacattc 
attatgaagt 
tcgatactat 
cctgtagcaa 
gtatactata 
acttcaaata 
aactctcaac 
ttattggttc 
tcatgtcttt 
ttgactaact 
gagattattg 



catcatct tt 
catccatgga 
aaatttcctc 
ccatgtcttt 
tttgaacttt 
tagcctgacc 
cacaaaaggt 
ttagaagctt 
ccgtatacct 
gatttacagc 
tgtttttcag 
tctctaatgg 
tacataaaat 
gagcaaagt t 
ggttatataa 
t tctgtaatc 
gtgaataaaa 
gtttcatttc 
acataagct t 
caagtgatct 
ctgggcaaca 
ggcgtacact 
gcccaggagg 
cagcacgaga 
attatagaca 
tgtctaccaa 
cttaatttgt 
attccgtatc 
ataaacaaga 
tttgattaaa 
atgtaacatg 
acatacttgt 
gctcgtctgt 
catcaatatt 
ctggggagtc 
ataatagctg 
gaaagctgaa 
aaaatgttta 
atgattttat 
ttttaaaaaa 
ctttttgtct 
gtgcctcatt 



gaagagtcgt 
cactcaggat 
atgctgaatt 
gttaagtaca 
gagaggcaat 
tgcataagat 
ctataaaata 
ctccttaacc 
acctgtaagt 
ttagttatta 
aaaagggtgt 
ctgtgctgt t 
aggcttaatg 
ttaaaaaaat 
attcatctgc 
attaagtgat 
gtgccgatct 
catgtgattt 
tattttttcc 
aactagactg 
tatcgagaac 
gagtagtttg 
ttgagattgc 
ccccaactct 
cacagtaact 
agcagtatt t 
ttttagtagt 
tggtggaaag 
ttttttctcc 
gaacttgaaa 
caatcattag 
caaatat t ca 
acaatcgcta 
tgacatcttt 
atatatgagg 
gttatcctga 
gtacttctaa 
ttgatgttga 
atgtgaatat 
ggtgctattg 
ctttatggta 
aattcagcaa 



gtggtgtgaa 
atagttggcc 
gtaattttct 
gggatt taat 
actgttggaa 
cacttgaatg 
cagtcgt tga 
tgtattgata 
cttttcacat 
atttttcttt 
gtt tggatga 
taacattttt 
actggccctg 
acactaaaat 
aatttataag 
ctcagtgaaa 
ggctaactct 
t taaaat t ta 
tttgttcata 
atcatagata 
ctgtctacaa 
tcccagccac 
agtgagccat 
tagaaaatga 
cccagatatg 
tgtgtgtata 
gtttagattg 
ctacaatgca 
ctccttttgg 
ttacgttatc 
aatcaaaatt 
tgtaattaac 
atttactcag 
tccaatttgt 
tcaaagacat 
gcaggggaaa 
tatactgagg 
tgaaacagat 
gtaagatatg 
aaattctgtg 
ttttcagaat 
taaaggaaaa 



ttggtttgtg 
taataatcgg 
cttacctgta 
atattttgaa 
ttatgtggat 
ttaggtt tea 
aaaaaat ttt 
ctgacttgaa 
atcatt taaa 
ataagaatgc 
aagtaaaaaa 
tgaccctaaa 
cattcttcac 
aat caaaact 
atgcatggcc 
catgtcaaat 
tacaccatac 
gagtggcaac 
attatattct 
gaaggaaata 
aaaaattaaa 

Luyyyayyyt 
ggacatacca 
aaaggaaata 
taccacaaaa 
attgeaageg 
aagattgagt 
atgtcgttgt 
gecagtttte 
acttagtata 
agtactttgg 
tgaatttaaa 
tttagagtag 
gtatgaaaag 
ataccttgtt 
aggttatttt 
gaagtataat 
cagtttttcc 
ttctgeaatt 
tctccagcag 
aaagtctgac 
tatgeatetc 



2397 
2457 
2517 
2577 
2637 
2697 
2757 
2817 
2877 
2937 
2997 
3057 
3117 
3177 
3237 
3297 
3357 
3417 
3477 
3537 
3597 

■> r — ? 
j u j / 

3717 
'hill 
3837 
3897 
3957 
4017 
4077 
413 7 
4197 
4257 
4317 
4377 
4437 
4497 
4557 
4617 
4677 
4737 
4797 
4857 
4863 



<210> 115 

<211> 5 02 2 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 31 . . 906 
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<400> 115 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 
1 5 

gtg etc ctg ggc acg gcg ccc acc tac gtg ttg gec tgg ggg gtc tgg 102 
Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 20 

egg ctg etc tec gee ttc ctg ccc gec cgc ttc tac caa gcg ctg gac 150 
Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 
25 30 35 40 

gac egg ctg tac tgc gtc tac cag age atg gtg etc ttc ttc ttc gag 198 
Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met Val Leu Phe Phe Phe Glu 

45 50 55 

aat tac acc ggg gtc cag cat gga gga ate tat gta aag cgc agt gec 246 
Asn Tyr Thr Gly Val Gin His Gly Gly lie Tyr Val Lys Arg Ser Ala 

60 65 70 

aaa ttt aac gag aaa gag atg cga aac aag ttg cag age tac gtg gac 294 
Lys Phe Asn Glu Lys Glu Met Arg Asn Lys Leu Gin Ser Tyr Val Asp 

75 80 85 

gca gga act cca atg tat ctt gtg att ttt cca gaa ggt aca agg tat 342 
Ala Gly Thr Pro Met Tyr Leu Val lie Phe Pro Glu Gly Thr Arg Tyr 

90 95 100 

aat cca gag caa aca aaa gtc ctt tea get agt cag gca ttt get gec 390 
Asn Pro Glu Gin Thr Lys Val Leu Ser Ala Ser Gin Ala Phe Ala Ala 
105 110 115 120 

caa cgt ggc ctt gca gta tta aaa cat gtg eta aca cca cga ata aag 438 
Gin Arg Gly Leu Ala Val Leu Lys His Val Leu Thr Pro Arg lie Lys 

125 130 135 

gca act cac gtt get ttt gat tgc atg aag aat tat tta gat gca att 486 
Ala Thr His Val Ala Phe Asp Cys Met Lys Asn Tyr Leu Asp Ala lie 

140 145 150 

tat gat gtt acg gtg gtt tat gaa ggg aaa gac gat gga ggg cag cga 534 
Tyr Asp Val Thr Val Val Tyr Glu Gly Lys Asp Asp Gly Gly Gin Arg 

155 160 165 

aga gag tea ccg acc atg acg gaa ttt etc tgc aaa gaa tgt cca aaa 582 
Arg Glu Ser Pro Thr Met Thr Glu Phe Leu Cys Lys Glu Cys Pro Lys 

170 175 180 

att cat att cac att gat cgt ate gac aaa aaa gat gtc cca gaa gaa 630 
lie His lie His lie Asp Arg lie Asp Lys Lys Asp Val Pro Glu Glu 
185 190 195 200 

caa gaa cat atg aga aga tgg ctg cat gaa cgt ttc gaa ate aaa gat 678 
Gin Glu His Met Arg Arg Trp Leu His Glu Arg Phe Glu lie Lys Asp 

205 210 215 

aag atg ctt ata gaa ttt tat gag tea cca gat cca gaa aga aga aaa 726 
Lys Met Leu lie Glu Phe Tyr Glu Ser Pro Asp Pro Glu Arg Arg Lys 

220 225 230 

aga ttt cct ggg aaa agt gtt aat tec aaa tta agt ate aag aag act 774 
Arg Phe Pro Gly Lys Ser Val Asn Ser Lys Leu Ser lie Lys Lys Thr 

235 240 245 

tta cca tea atg ttg ate tta agt ggt ttg act gca ggc atg ctt atg 822 
Leu Pro Ser Met Leu lie Leu Ser Gly Leu Thr Ala Gly Met Leu Met 

250 255 260 

acc gat get gga agg aag ctg tat gtg aac acc tgg ata tat gga acc 870 
Thr Asn Ala 01 v Arq Lys Leu Tyr Val Asn Thr Trp lie Tyr Gly Thr 
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gtctccagac 
ttgtttcctg 
agaatttgtg 
tttagcatcg 
ttcctatgaa 
tggctgcatt 
attacaactt 
aatatt teat 
caggatgttc 
gattttattg 
ctaatattta 
tatgagaacg 
agctttttga 
tgaaaacgtt 
accttggttg 
gectagattt 
tcagaagtcg 
tcccgtcagt 
cagcctgtgc 
agetactgea 
qaaatacaga 
ggagctacac 
cgatttttag 
tatttttgtg 
ettactgeta 
ttggatcatg 
tacactgett 
gtggtgtgaa 
atagttggcc 
gtaattttct 
gggatttaat 
actgttggaa 
cacttgaatg 
cagtcgttga 
tgtattgata 
cttttcacat 
atttttcttt 
gtttggatga 
taacattttt 
actggccctg 
acactaaaat 
aatttataag 
ctcagtgaaa 
ggct aactct 
t taaaat tta 
tttgttcata 
atcatagata 
ctgtctacaa 
tcccagctac 
agtgagccat 
tagaaaatga 
cccagatatg 
tgtgtgtata 
at t 1 aaat ta 



agtgggatgt 
aatttattaa 
acgaaagctg 
gggctgctgg 
ctaatgacaa 
tttgagcatt 
gacagctcca 
ettttgetta 
aaaggaaagg 
tattgegtta 
ttgaaat tgc 
aagt ttaaaa 
agat ttaagc 
aaggtt ttct 
gaccccaagt 
actagcgtgt 
cgtt tctgta 
ggtgctgctc 
tgcccacttt 
gaggcatttt 
ettaattegt 
attaatatgt 
ccatggaaca 
ttataattta 
ctggattttt 
ataagcaaaa 
ctcccatgcc 
ttggtttgtg 
taataategg 
cttacctgta 
atattttgaa 
ttatgtggat 
ttaggtttca 
aaaaaatttt 
ctgacttgaa 
atcatttaaa 
ataagaatgc 
aagtaaaaaa 
tgaccctaaa 
cattcttcac 
aatcaaaact 
atgcatggcc 
catgtcaaat 
tacaccatac 
gagtggcaac 
attatattct 
gaaggaaata 
aaaaattaaa 
tegggagggt 
ggacatacca 
aaaggaaata 
taccacaaaa 
attgeaageg 
aaqat t qaqt 



gctacattgt 
ggagtgtaaa 
atatgeaatg 
aagggtaaaa 
cttgagaagg 
aatttgeage 
agctcttatt 
tt tctacaag 
gtaaaaagtg 
ttagctgat t 
ttaat ttgea 
ttgtgactct 
tacgetatta 
gttttgtttt 
tcacaagat t 
gect t ttgee 
gtgtggtgga 
ageggcttge 
cagagttgaa 
gcatttgtct 
catgactgaa 
ategecttag 
atatatccca 
aacttcgatt 
getgeagaaa 
tgaaagaaat 
agagaataaa 
tacattagaa 
ggcatgggta 
aagtaaaatt 
tataatgggt 
tctaactcat 
tagaactata 
gtatcaaaat 
ttattttcta 
cttttgtttg 
cgtcgatgtg 
aaaaataaaa 
attcaccaac 
aatatttttc 
gttaagcagt 
gatgttaatt 
gecttaaatt 
atactgatag 
aattttgett 
t tgaat aggt 
aggecaagtt 
aaaaatt age 
gaggtgggag 
ctgcactaca 
tagaaatata 
aatgtgaaaa 
catagtaaaa 
gaaat attt t 



ctatttttgg 
taaagccttg 
gtcttgggca 
gctaaatgga 
ctgggaggat 
gtatttcact 
actaaagtat 
t cagtgaaat 
ttcatgggga 
ttactcattt 
caccctgtac 
gat tcattat 
gtacttccct 
gtttttttaa 
tttaaggtga 
tgettctett 
ttcccactgg 
aegtagaett 
ctctttaagc 
gtgtcaagaa 
cgaatttgtt 
agcaagagct 
tgggagaaga 
tcctcatagt 
tatatcagtg 
aatgattaag 
ctctttcaag 
tgtatgeaca 
aaacttatga 
tagatcaatt 
atgttctaaa 
tttaacaagg 
ctaatcttct 
gtttggaaaa 
aaattaagag 
tattattact 
catgetttta 
tctttcactg 
agtctcccag 
cctaagcttt 
atattagttt 
tgcttggcaa 
aactaagttg 
tttttcatat 
aatatgggtt 
ctgtgtcaat 
caagaccagc 
caggcatggt 
gategcttea 
gectaggtaa 
aaatttgett 
gagagagaaa 
taatt ttaac 
ct tggcagat 



cggctgcaca 


tgacatcaaa 


976 


ttgattgaag 


attggataat 


1036 


aacatacctg 


gt tgtacaac 


1096 


gt t tctcctg 


ctctgtccat 


1156 


tgtgtatttt 


gcaagtcaga 


1216 


ttttctgtta 


ttttcaattt 


1276 


ttagtatctt 


gcagctagt t 


13 3 6 


aaat tgtatt 


taggaagtgt 


13 96 


aaaagctctg 


tt tagcacat 


1456 


tatatttgea 


aaataaat t t 


1516 


acacagaaaa 


tggtataaaa 


1576 


agcagaactt 


taaatttccc 


1636 


ttgtctgtgc 


cataagtget 


1696 


tatcaaaaga 


gtcggtgtga 


1756 


tgagagcctg 


cagacattct 


1816 


tgatttcaca 


gaatattcat 


1876 


gctctggtcc 


ttcccttgga 


1936 


gctaggaaga 


aatgeagage 


1996 


ccttgtgagt 


gggcttcacc 


2056 


gttcaccttc 


teaagecagt 


2 116 


tatttcccat 


taggtttagt 


2176 


gtgttccagg 


aaccagatca 


2 2 3 6 


cctttcagtg 


tgaactgtt c 


2296 


cctttaagtt 


gacatttctg 


2356 


gcccacatta 


aacataccag 


2416 


ggaaaattaa 


gtgactgtgt 


2476 


catcatcttt 


gaagagtcgt 


2536 


catccatgga 


cactcaggat 


2596 


aaatttcctc 


atgetgaatt 


2656 


ccatgtctt t 


gttaagtaca 


2716 


tttgaacttt 


gagaggcaat 


2776 


tagcctgacc 


tgcataagat 


2836 


cacaaaaggt 


ctataaaata 


2896 


ttagaagctt 


ctccttaacc 


2956 


ccgtatacct 


acctgtaagt 


3016 


gatttacagc 


ttagttatta 


3076 


tgtttttcag 


aaaagggtgt 


3136 


tctctaatgg 


ctgtgctgtt 


3196 


tacataaaat 


aggcttaatg 


3256 


gagcaaagtt 


ttaaaaaaat 


3316 


ggttatataa 


attcatctgc 


3376 


ttctgtaatc 


attaagtgat 


3436 


gtgaataaaa 


gtgecgatet 


3496 


gtttcatttc 


catgtgat t t 


3 5 5 6 


acataagct t 


tattttttcc 


3 616 


caagtgatct 


aactagactg 


3 67 6 


ctgggcaaca 


tatcgagaac 


3 73 6 


ggegtacact 


gagtagtt tg 


3 7 96 


geccaggagg 


ttgagattgc 


3856 


cagcacgaga 


ccccaactct 


3916 


attatagaca 


cacagtaact 


3976 


tgtctaccaa 


agcagtat t t 


4036 


cttaatttgt 


tt ttagtagt 


4096 


attcegtate 


tggtggaaag 


4156 
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tgtaattaac tgaatttaaa accttcaact attatgaagt gctcgtctgt acaatcgcta 4456 

atttactcag tttagagtag ctacaactct tcgatactat catcaatatt tgacatcttt 4516 

tccaatttgt gtatgaaaag taaatctatt cctgtagcaa ctggggagtc atatatgagg 4576 

tcaaagacat ataccttgtt attataatat gtatactata ataatagctg gttatcctga 4636 

gcaggggaaa aggttatttt taggaaaacc acttcaaata gaaagctgaa gtacttctaa 4696 

tatactgagg gaagtataat atgtggaaca aactctcaac aaaatgttta ttgatgttga 4756 

tgaaacagat cagtttttcc atccggatta ttattggttc atgattttat atgtgaatat 4816 

gtaagatatg ttctgcaatt ttataaatgt tcatgtcttt ttttaaaaaa ggtgctattg 4876 

aaattctgtg tctccagcag gcaagaatac ttgactaact ctttttgtct ctttatggta 4936 

ttttcagaat aaagtctgac ttgtgttttt gagattattg gtgcctcatt aattcagcaa 4996 

taaaggaaaa tatgcatctc aaaaat 5022 



<210> 116 

<211> 4932 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 31 . .816 

<221> polyA_signal 

<222> 4905. .4910 

<22 3> AATAAA 



<400> 116 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 

1 5 

gtg etc ctg ggc acg gcg ccc acc tac gtg ttg gec tgg ggg gtc tgg 102 

Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 20 

egg ctg etc tec gee ttc ctg ccc gee cgc ttc tac caa gcg ctg gac 150 

Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 

25 30 35 40 

gac egg ctg tac tgc gtc tac cag age atg gtg etc ttc ttc ttc gag 198 

Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met Val Leu Phe Phe Phe Glu 

45 50 55 

aat tac acc ggg gtc cag atg tat ctt gtg att ttt cca gaa ggt aca 246 

Asn Tyr Thr Gly Val Gin Met Tyr Leu Val lie Phe Pro Glu Gly Thr 

60 65 70 

agg tat aat cca gag caa aca aaa gtc ctt tea get agt cag gca ttt 294 

Arg Tyr Asn Pro Glu Gin Thr Lys Val Leu Ser Ala Ser Gin Ala Phe 

75 80 85 

get gee caa cgt ggc ctt gca gta tta aaa cat gtg eta aca cca cga 342 

Ala Ala Gin Arg Gly Leu Ala Val Leu Lys His Val Leu Thr Pro Arg 

90 95 100 

ata aag gca act cac gtt get ttt gat tgc atg aag aat tat tta gat 390 

lie Lys Ala Thr His Val Ala Phe Asp Cys Met Lys Asn Tyr Leu Asp 

105 110 115 120 

gca att tat gat gtt acg gtg gtt tat gaa ggg aaa gac gat gga ggg 438 

Ala lie Tyr Asp Val Thr Val Val Tyr Glu Gly Lys Asp Asp Gly Gly 

125 130 135 
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Pro Lys lie His lie His lie Asp Arg lie Asp 

155 160 

gaa gaa caa gaa cat atg aga aga tgg ctg cat 

Glu Glu Gin Glu His Met Arg Arg Trp Leu His 

170 175 

aaa gat aag atg ctt ata gaa ttt tat gag tea 

Lys Asp Lys Met Leu lie Glu Phe Tyr Glu Ser 

185 190 195 

aga aaa aga ttt cct ggg aaa agt gtt aat tec 

Arg Lys Arg Phe Pro Gly Lys Ser Val Asn Ser 

205 210 

aag act tta cca tea atg ttg ate tta agt ggt 

Lys Thr Leu Pro Ser Met Leu lie Leu Ser Gly 

220 225 

ctt atg acc gat get gga agg aag ctg tat gtg 

Leu Met Thr Asp Ala Gly Arg Lys Leu Tyr Val 

235 240 

gga acc eta ctt ggc tgc ctg tgg gtt act att 

Gly Thr Leu Leu Gly Cys Leu Trp Val Thr lie 



250 



255 



acaaqtagct gtctccagac agtgggatgt gctacattgt 
tgacatcaaa ttgtttcctg aatttattaa ggagtgtaaa 
attggataat agaatttgtg acgaaagctg atatgeaatg 
gttgtacaac tttagcatcg gggctgctgg aagggtaaaa 
ctctgtccat ttcctatgaa ctaatgacaa cttgagaagg 
gcaagtcaga tggctgeatt tttgagcatt aatttgeage 
ttttcaattt attacaactt gacagctcca agctcttatt 
gcagctagtt aatatttcat ettttgetta tttctacaag 
taggaagtgt caggatgttc aaaggaaagg gtaaaaagtg 
tttagcacat gattttattg tattgegtta ttagctgatt 
aaataaattt ctaatattta ttgaaattgc ttaatttgea 
tggtataaaa tatgagaacg aagtttaaaa ttgtgactct 
taaatttccc agctttttga agatttaagc tacgetatta 
cataagtget tgaaaacgtt aaggttttct gttttgtttt 
gtcggtgtga accttggttg gaccccaagt tcacaagatt 
cagacattct gectagattt actagcgtgt gccttttgcc 
gaatattcat tcagaagtcg cgtttctgta gtgtggtgga 
ttcccttgga tcccgtcagt ggtgctgctc ageggcttge 
aatgeagage cagcctgtgc tgcccacttt cagagttgaa 
gggcttcacc agetactgea gaggcatttt gcatttgtct 
teaagecagt gaaatacaga ettaattegt catgactgaa 
taggtttagt ggagctacac attaatatgt ategecttag 
aaccagatca cgatttttag ccatggaaca atatatccca 
tgaactgttc tatttttgtg ttataattta aacttcgatt 
gacatttctg ettactgeta ctggattttt getgeagaaa 
aacataccag ttggatcatg ataagcaaaa tgaaagaaat 
gtgactgtgt tacactgett ctcccatgcc agagaataaa 
gaagagtcgt gtggtgtgaa ttggtttgtg tacattagaa 
cactcaggat atagttggcc taataategg ggcatgggta 
atgetgaatt gtaattttct cttacctgta aagtaaaatt 
gttaagtaca gggatttaat atattttgaa tataatgggt 
gagaggcaat actgttggaa ttatgtggat tctaactcat 
tgcataagat cacttgaatg ttaggtttca tagaactata 
rtataaaata cagtcgttga aaaaaatttt gtatcaaaat 



Lys Lys Asp Val Pro 
165 

gaa cgt ttc gaa ate 582 

Glu Arg Phe Glu lie 

180 

cca gat cca gaa aga 630 
Pro Asp Pro Glu Arg 
200 

aaa tta agt ate aag 678 
Lys Leu Ser lie Lys 
215 

ttg act gca ggc atg 726 
Leu Thr Ala Gly Met 
230 

aac acc tgg ata tat 774 
Asn Thr Trp lie Tyr 
245 

aaa gca tag 816 

Lys Ala * 

260 

ctatttttgg cggctgcaca 876 

taaagccttg ttgaurgaay 936 

gtcttgggca aacatacctg 996 

gctaaatgga gtttctcctg 1056 

ctgggaggat tgtgtatttt 1116 

gtatttcact ttttctgtta 1176 

actaaagtat ttagtatctt 1236 

tcagtgaaat aaattgtatt 1296 

ttcatgggga aaaagctctg 1356 

ttactcattt tatatttgea 1416 

caccctgtac acacagaaaa 1476 

gattcattat agcagaactt 1536 

gtacttccct ttgtctgtgc 1596 

gtttttttaa tatcaaaaga 1656 

tttaaggtga tgagagcctg 1716 

tgettctett tgatttcaca 1776 

ttcccactgg gctctggtcc 1836 

aegtagaett gctaggaaga 1896 

ctctttaagc ccttgtgagt 1956 

gtgtcaagaa gttcaccttc 2016 

cgaatttgtt tatttcccat 2076 

agcaagagct gtgttccagg 2136 

tgggagaaga cctttcagtg 2196 

tcctcatagt cctttaagtt 2256 

tatatcagtg gcccacatta 2316 

aatgattaag ggaaaattaa 2376 

ctctttcaag catcatcttt 2436 

tgtatgeaca catccatgga 2496 

aaacttatga aaatttcctc 2556 

tagatcaatt ccatgtcttt 2616 

atgttctaaa tttgaacttt 2676 

tttaacaagg tagcctgacc 2736 

ctaatcttct cacaaaaggt 2796 

gtttggaaaa ttagaagctt 2856 
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ctgtgctgtt 
aggcttaatg 
ttaaaaaaat 
attcatctgc 
attaagtgat 
gtgccgatct 
catgtgattt 
tattttttcc 
aactagactg 
tatcgagaac 
gagtagtt tg 
t tgagattgc 
ccccaactct 
cacagtaact 
agcagtattt 
t tttagtagt 
tggtggaaag 
ttttttctcc 
gaacttgaaa 
caatcat tag 
caaatat tea 
acaategcta 
tgacatcttt 
atatatgagg 
gttatcctga 
gtacttctaa 
t tgatgttga 
atgtgaatat 
ggtgctattg 
ctttatggta 
aat tcagcaa 



taacattttt 
actggccctg 
acact aaaat 
aat ttataag 
ctcagtgaaa 
ggctaactct 
ttaaaattta 
tttgttcata 
atcatagata 
ctgtctacaa 
tcccagctac 
agtgagccat 
tagaaaatga 
cccagatatg 
tgtgtgtata 
gtttagat tg 
etacaatgea 
ctccttttgg 
ttacgttatc 
aatcaaaatt 
tgtaattaac 
atttactcag 
tccaatttgt 
tcaaagacat 
gcaggggaaa 
tatactgagg 
tgaaacagat 
gtaagatatg 
aaattctgtg 
ttttcagaat 
taaaggaaaa 



tgaccctaaa 
cattcttcac 
aatcaaaact 
atgcatggcc 
catgtcaaat 
tacaccatac 
gagtggcaac 
attatattct 
gaaggaaata 
aaaaattaaa 
tegggagggt 
ggacatacca 
aaaggaaata 
taccacaaaa 
attgeaageg 
aagat tgagt 
atgtcgttgt 
gecagtttte 
acttagtata 
agtactttgg 
tgaatttaaa 
tttagagtag 
gtatgaaaag 
ataccttgtt 
aggttatttt 
gaagtataat 
cagtttttcc 
ttctgeaatt 
tctccagcag 
aaagtctgac 
tatgeatetc 



attcaccaac 
aatatttttc 
gttaagcagt 
gatgttaatt 
gecttaaatt 
atactgatag 
aattttgett 
ttgaataggt 
aggecaagtt 
aaaaattagc 
gaggtgggag 
ctgcactaca 
tagaaatata 
aatgtgaaaa 
catagtaaaa 
gaaatatttt 
agttttgcat 
attacgagta 
attgacat ta 
tcaaaatatt 
accttcaact 
ctacaactct 
taaatctatt 
attataatat 
taggaaaacc 
atgtggaaca 
ateeggatta 
ttataaatgt 
gcaagaatac 
ttgtgttttt 
aaaaat 



agtctcccag 
cctaagcttt 
atattagttt 
tgcttggcaa 
aactaagt tg 
tttttcatat 
aatatgggtt 
ctgtgtcaat 
caagaccagc 
caggcatggt 
gatcgett ca 
gectaggtaa 
aaatt tget t 
gagagagaaa 
taattttaac 
cttggcagat 
ggcttgcttt 
actcacactt 
tatagagact 
tacaacattc 
at tatgaagt 
tcgatactat 
cctgtagcaa 
gtatactata 
acttcaaata 
aactctcaac 
ttattggttc 
tcatgtcttt 
ttgactaact 
gagattattg 



tacataaaat 
gagcaaagtt 
ggttatataa 
ttctgtaatc 
gtgaataaaa 
gtttcatttc 
acataagct t 
caagtgatct 
ctgggcaaca 
ggegtacact 
geccaggagg 
cagcacgaga 
attatagaca 
tgtctaccaa 
cttaatttgt 
at teegtate 
ataaacaaga 
tttgattaaa 
atgtaacatg 
acatacttgt 
getegt ctgt 
caccaatatc 
ctggggagtc 
ataatagctg 
gaaagctgaa 
aaaatgttta 
atgattttat 
ttttaaaaaa 
ctttttgtct 
gtgectcatt 



3156 
3216 
3276 
3336 
3396 
3456 
3516 
3576 
3636 
3696 
3756 
3816 
3876 
3936 
3996 
4 05 6 
4116 
417 6 
4236 
4296 
4356 
4 416 
4476 
4536 
4596 
4656 
4716 
4776 
4836 
4896 
4932 



<210> 117 

<211> 4682 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31 . .303 

<221> polyA_signal 
■;2 22 > 4655.. 4660 
<223 > AATAAA 

<400> 117 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 
1 5 

gtg etc ctg ggc acg gcg ccc acc tac gtg ttg gee tgg ggg gtc tgg 102 
Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 20 

r-aa eta etc tee qce ttc ctq ccc gec cgc ttc tac caa gcg ctg gac 150 
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45 50 55 

aat tac acc ggg gtc cag aat ttc tct gca aag aat gtc caa aaa ttc 246 

Asn Tyr Thr Gly Val Gin Asn Phe Ser Ala Lys Asn Val Gin Lys Phe 

60 65 70 

ata ttc aca ttg ate gta teg aca aaa aag atg tec cag aag aac aag 294 

lie Phe Thr Leu lie Val Ser Thr Lys Lys Met Ser Gin Lys Asn Lys 

75 80 85 

aac ata tga gaagatggct gcatgaacgt ttcgaaatca aagataagat 343 
Asn lie * 
90 

gcttatagaa ttttatgagt caccagatcc agaaagaaga aaaagatttc ctgggaaaag 403 

tgttaattcc aaattaagta tcaagaagac tttaccatca atgttgatct taagtggttt 463 

gaetgeagge atgcttatga ccgatgctgg aaggaagctg tatgtgaaca cctggatata 523 

tggaacccta cttggctgcc tgtgggttac tattaaagca tagacaagta gctgtctcca 583 

gacagtggga tgtgctacat tgtctatttt tggcggctgc acatgacatc aaattgtttc 643 

ctgaatttat taaggagtgt aaataaagee ttgttgattg aagattggat aatagaattt 703 

gtgacgaaag ctgatatgea atggtcttgg gcaaacatac ctggttgtac aactttagca 763 

teggggctge tggaagggta aaagctaaat ggagtttctc ctgctctgtc catttcctat 823 

gaactaatga caacttgaga aggctgggag gattgtgtat tttgcaagtc agatggctgc 883 

atttttgagc attaatttgc agegtattte actttttctg ttattttcaa tttattacaa 943 

cttgacagct ccaagctctt attactaaag tatttagtat ettgeagcta gttaatattt 1003 

catcttttgc ttatttctac aagtcagtga aataaattgt atttaggaag tgtcayyaly 1063 

ttcaaaggaa agggtaaaaa gtgttcatgg ggaaaaagct ctgtttagca catgatttta 1123 

ttgtattgcg ttattagctg attttactca ttttatattt gcaaaataaa tttctaatat 1183 

ttattgaaat tgcttaattt gcacaccctg tacacacaga aaatggtata aaatatgaga 1243 

acgaagttta aaattgtgac tctgattcat tatagcagaa ctttaaattt cccagctttt 1303 

tgaagattta agetaegcta ttagtacttc cctttgtctg tgccataagt gcttgaaaac 1363 

gttaaggttt tctgttttgt tttgtttttt taatatcaaa agagteggtg tgaaccttgg 1423 

ttggacccca agttcacaag atttttaagg tgatgagagc ctgeagacat tetgectaga 1483 

tttactagcg tgtgcctttt gcctgcttct ctttgatttc acagaatatt cattcagaag 1543 

tegegtttet gtagtgtggt ggattcccac tgggctctgg tccttccctt ggatcccgtc 1603 

agtggtgctg ctcagcggct tgeaegtaga ettgetagga agaaatgeag agccagcctg 1663 

tgctgcccac tttcagagtt gaactcttta agcccttgtg agtgggcttc accagctact 1723 

gcagaggcat tttgcatttg tctgtgtcaa gaagttcacc ttctcaagcc agtgaaatac 1783 

agacttaatt cgtcatgact gaacgaattt gtttatttcc cattaggttt agtggagcta 1843 

cacattaata tgtatcgect tagagcaaga gctgtgttcc aggaaccaga tcacgatttt 1903 

tagccatgga acaatatatc ccatgggaga agacctttca gtgtgaactg ttctattttt 1963 

gtgttataat ttaaacttcg atttcctcat agtcctttaa gttgacattt ctgcttactg 2023 

ctactggatt tttgctgcag aaatatatca gtggcccaca ttaaacatac cagttggatc 2083 

atgataagca aaatgaaaga aataatgatt aagggaaaat taagtgactg tgttacactg 2143 

cttctcccat gecagagaat aaactctttc aagcatcatc tttgaagagt cgtgtggtgt 2203 

gaattggttt gtgtacatta gaatgtatgc acacatccat ggacactcag gatatagttg 2263 

gectaataat eggggcatgg gtaaaactta tgaaaatttc etcatgetga attgtaattt 2323 

tctcttacct gtaaagtaaa atttagatca attccatgtc tttgttaagt acagggattt 2.:83 

aatatatttt gaatataatg ggtatgttct aaatttgaac tttgagaggc aatactgttg 2443 

gaattatgtg gattctaact cattttaaca aggtagectg acctgeataa gatcacttga 2503 

atgttaggtt tcatagaact atactaatct tctcacaaaa ggtctataaa atacagtcgt 2563 

tgaaaaaaat tttgtatcaa aatgtttgga aaattagaag cttctcctta acctgtattg 2623 

atactgactt gaattatttt ctaaaattaa gagcegtata cctacctgta agtcttttca 2683 

catatcattt aaacttttgt ttgtattatt actgatttac agcttagtta ttaatttttc 2743 

tttataagaa tgeegtcgat gtgeatgett ttatgttttt cagaaaaggg tgtgtttgga 2803 

tgaaagtaaa aaaaaaaata aaatctttca ctgtctctaa tggctgtgct gtttaacatt 2863 

ttttgaccct aaaattcacc aacagtctcc cagtacataa aataggctta atgactggcc 2923 

rtqeattett cacaatattt ttccctaagc tttgagcaaa gttttaaaaa aatacactaa 2983 
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ttagagtggc 
at aat tatat 
atagaaggaa 
caaaaaaatt 
tactcgggag 
catggacata 
tgaaaaggaa 
atgtaccaca 
ataat tgcaa 
ttgaagattg 
gcaatgtcgt 
tgggccagtt 
atcacttagt 
at tagtact t 
aactgaatt t 
cagt ttagag 
tgtgtatgaa 
catatacct t 
aaaaggttat 
agggaagtat 
gatcagtttt 
atgt tctgca 
gtgtctccag 
aataaagtct 
aaatatgcat 



aacaatt ttg 
tctttgaata 
ataaggccaa 
aaaaaaaatt 
ggtgaggtgg 
ccactgcact 
atatagaaat 
aaaaatgtga 
gcgcatagta 
agtgaaatat 
tgtagttttg 
ttcattacga 
ataattgaca 
tggtcaaaat 
aaaaccttca 
tagctacaac 
aagtaaatct 
gttattataa 
ttttaggaaa 
aatatgtgga 
tccatccgga 
attttataaa 
caggcaagaa 
gacttgtgtt 
ctcaaaaat 



ct taatatgg 
ggtctgtgtc 
gtt caagacc 
agccaggcat 
gaggatcgct 
acagcctagg 
ataaaat t tg 
aaagagagag 
aaataatttt 
tt tcttggca 
catggcttgc 
gtaactcaca 
ttatatagag 
at ttacaaca 
actat tatga 
tcttcgatac 
attcctgtag 
tatgtatact 
accacttcaa 
acaaactctc 
ttattattgg 
tgtt catgtc 
tacttgacta 
tt tgagatta 



gttacataag 
aatcaagtga 
agcctgggca 
ggtggcgtac 
tcagcccagg 
taacagcacg 
ct tattatag 
aaatgtctac 
aaccttaatt 
gatattccgt 
tttataaaca 
ctttttgatt 
actatgtaac 
t tcacatact 
agtgctcgtc 
tatcatcaat 
caactgggga 
ataataatag 
atagaaagct 
aacaaaatgt 
ttcatgattt 
tttttttaaa 
actctttttg 
ttggtgcctc 



ctttattttt 
tctaactaga 
acatatcgag 
actgagtagt 
aggttgagat 
agaccccaac 
acacacagta 
caaagcagta 
tgtttttagt 
atctggtgga 
agattttttc 
aaagaacttg 
atgcaatcat 
tgt caaatat 
tgtacaatcg 
atttgacatc 
gtcatatatg 
ctggttatcc 
gaagtacttc 
ttattgatgt 
tatatgtgaa 
aaaggtgcta 
tctctttatg 
attaattcag 



tcctttgttc 
ctgatcatag 
aacctgtcta 
t tgtcccagc 
tgcagtgagc 
tcttagaaaa 
actcccagat 
ttttgtgtgt 
agtgtt taga 
aagctacaat 
tccctccttt 
aaattacgtt 
tagaatcaaa 
tcatgtaatt 
ctaatttact 
ttttccaatt 
aggtcaaaga 
tgagcagggg 
taatatactg 
tgatgaaaca 
tatgtaagat 
ccgaaattc L 
gtattttcag 
caataaagga 



3283 
3343 
3403 
3463 
3 523 
3583 
3643 
3703 
3 76 3 

3 823 
3883 
3943 
4003 

4 06 3 
4123 
4183 
4243 
4 3 03 
4363 
4423 
4483 
4 5 4 3 
4603 
4 663 
4682 



<210> 118 
<211> 4558 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31 . .237 

<221> polyA_signal 
<222 > 4531. .4536 
<223> AATAAA 

<400> 118 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 
1 5 

gtg etc ctg ggc acg gcg ccc acc tac gtg ttg gec tgg ggg gtc tgg 102 

Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 2 0 

egg ctg etc tec gee ttc ctg ccc gec cgc ttc tac caa gcg ctg gac 150 

Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 

25 30 35 40 

gac egg ctg tac tgc gtc tac cag age atg gtg etc ttc ttc ttc gag 198 

Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met Val Leu Phe Phe Phe Glu 

45 50 55 

aat tac acc ggq qtc cag gat get tat aga att tta tga gtcaccagat 247 
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ggaaggaagc 
actat taaag 
tttggcggct 
ccttgttgat 
gggcaaacat 
atggagtttc 
aggat tgtgt 
tcactttttc 
agtatt tagt 
gaaataaatt 
ggggaaaaag 
cattt tatat 
tgtacacaca 
attatagcag 
tccctt tgtc 
t ttaatatca 
ggtgatgaga 
ctctttgatt 
actgggctct 
gacttgctag 
taaqcccttg 
aagaagttca 
ttgtttattt 
gagctgtgtt 
gaagaccttt 
atagtccttt 
cagtggccca 
ttaagggaaa 
tcaagcatca 
gcacacatcc 
tatgaaaatt 
caattccatg 
ctaaatttga 
caaggtagcc 
cttctcacaa 
gaaaattaga 
aagagccgta 
ttactgattt 
ttttatgttt 
cactgtctct 
cccagtacat 
gctttgagca 
agtttggtta 
ggcaat tctg 
agttggtgaa 
catatgtttc 
gggttacata 
tcaatcaagt 
ccagcctggg 
atggtggcgt 
cttcagccca 
ggtaacagca 
tgcttattat 
aqaaatatct 



tgtatgtgaa 
catagacaag 
gcacatgaca 
tgaagattgg 
acctggttgt 
tcctgctctg 
attttgcaag 
tgttattttc 
atcttgcagc 
gtatttagga 
ctctgtttag 
t tgcaaaata 
gaaaatggta 
aact t taaat 
tgtgccataa 
aaagagtcgg 
gcctgcagac 
tcacagaata 
ggtccttccc 
gaagaaatgc 
tgagtgggct 
ccttctcaag 
cccattaggt 
ccaggaacca 
cagtgtgaac 
aagttgacat 
cattaaacat 
attaagtgac 
tctttgaaga 
atggacactc 
tcctcatgct 
tctttgttaa 
actttgagag 
tgacctgcat 
aaggtctata 
agcttctcct 
tacctacctg 
acagcttagt 
ttcagaaaag 
aatggctgtg 
aaaataggct 
aagttttaaa 
t ataaattca 
t aatcattaa 
t aaaagtgcc 
at ttccatgt 
agct t tattt 
gatctaacta 
caacatatcg 
acactgagta 
ggaggttgag 
cgagacccca 
agacacacag 
accaaagcag 



cacctggata 
tagctgtctc 
tcaaattgtt 
ataatagaat 
acaactttag 
tccat ttcct 
tcagatggct 
aatttat tac 
tagttaatat 
agtgtcagga 
cacatgattt 
aatttctaat 
taaaatatga 
ttcccagct t 
gtgcttgaaa 
tgtgaacctt 
attctgccta 
ttcattcaga 
ttggatcccg 
agagccagcc 
tcaccagcta 
ccagtgaaat 
ttagtggagc 
gatcacgatt 
tgttctattt 
ttctgcttac 
accagttgga 
tgtgttacac 
gtcgtgtggt 
aggatatagt 
gaattgtaat 
gtacagggat 
gcaatactgt 
aagatcactt 
aaatacagtc 
taacctgtat 
taagtctttt 
tattaatttt 
ggtgtgtttg 
ctgtttaaca 
taatgactgg 
aaaatacact 
tctgcaatt t 
gtgat ctcag 
gatctggcta 
gatt 1 1 taaa 
tttcctttgt 
gactgatcat 
agaacctgtc 
gtttgtccca 
attgcagtga 
actct tagaa 
taact cccag 
tattttgtgt 



tatggaaccc 
cagacagtgg 
tcctgaat tt 
ttgtgacgaa 
catcggggct 
atgaactaat 
gcatttttga 
aacttgacag 
ttcatctttt 
tgt t caaagg 
tattgtattg 
at ttattgaa 
gaacgaagtt 
tttgaagat t 
acgt taaggt 
ggttggaccc 
gatttactag 
agtcgcgttt 
tcagtggtgc 
tgtgctgccc 
ctgcagaggc 
acagacttaa 
tacacattaa 
tttagccatg 
ttgtgttata 
tgctactgga 
tcatgataag 
tgcttctccc 
gtgaattggt 
tggcctaata 
tttctcttac 
ttaatatat t 
tggaattatg 
gaatgttagg 
gttgaaaaaa 
tgatactgac 
cacatatcat 
tctttataag 
gatgaaagta 
ttttttgacc 
ccctgcattc 
aaaataatca 
ataagatgca 
tgaaacatgt 
act ct tacac 
at ttagagtg 
tcataattat 
agatagaagg 
tacaaaaaaa 
gctactcggg 
gccatggaca 
aatgaaaagg 
atatgt acca 
gtat aattgc 



tacttggctg 
gatgtgctac 
attaaggagt 
agctgatatg 
gctggaaggg 
gacaacttga 
gcat taattt 
ctccaagctc 
get tatttct 
aaagggtaaa 
cgttattagc 
at tgcttaat 
taaaattgtg 
taagctaege 
tttctgtttt 
caagttcaca 
cgtgtgcct t 
ctgtagtgtg 
tgetcagegg 
actttcagag 
attttgeatt 
ttcgccatga 
tatgtatege 
gaacaatata 
atttaaactt 
tttttgctgc 
caaaatgaaa 
atgecagaga 
ttgtgtacat 
ateggggcat 
ctgtaaagta 
ttgaatataa 
tggattctaa 
tttcatagaa 
attttgtatc 
ttgaattatt 
ttaaactttt 
aatgeegteg 
aaaaaaaaaa 
ctaaaattca 
ttcacaatat 
aaactgttaa 
tggccgatgt 
caaatgect t 
cat acatact 
gcaacaat t t 
attctttgaa 
aaataaggee 
ttaaaaaaaa 
agggtgaggt 
taccactgca 
aaatatagaa 
caaaaaatgt 
aagegcatag 



cctgtgggtt 
attgtctatt 
gtaaataaag 
caatggtctt 
taaaagctaa 
gaaggctggg 
geagegtatt 
ttattact aa 
acaagt cagt 
aagtgttcat 
tgattttact 
ttgcacaccc 
act ctgat t c 
tat tagtact 
gttttgtttt 
agattt ttaa 
ttgectgett 
gtggattccc 
ettgeaegta 
ttgaactctt 
tgtctgtgtc 

CLyddUyddt 

cttagagcaa 
tcccatggga 
cgatttcctc 
agaaatatat 
gaaataatga 
ataaactctt 
tagaatgtat 
gggtaaaact 
aaatttagat 
tgggtatgt t 
ctcattttaa 
ctatactaat 
aaaatgtttg 
ttctaaaatt 
gtttgtatta 
atgtgcatgc 
taaaatcttt 
ccaacagtct 
ttttccctaa 
gcagtatatt 
taat ttgett 
aaa t taacta 
gat agtt 1 1 1 
tgcttaat at 
taggtctgtg 
aagt tcaaga 
ttagecagge 
gggaggatcg 
ctacagccta 
atataaaat t 
gaaaagagag 
taaaataatt 



427 
487 
547 
607 
667 
727 
787 
847 
907 
967 
1027 
1087 
1147 
1207 
1267 
1327 
1387 
1447 
1507 
1567 
162 7 

1 r n •n 
j. u o / 

1747 
1807 
1867 
1927 
1987 

2 04 7 

2107 

2167 
n <-\ y 

2287 
2347 
2 4 0 7 
2467 
2527 
2587 
2647 
2707 
2767 
2827 
2887 

2 94 7 
;• 0 0 7 

0 6 7 

3 1 2 7 
3187 
3 24 7 
3 3 07 
3367 
3427 
3487 
3547 
3607 
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agactatgta acatgcaatc attagaatca aaattagtac tttggtcaaa atatttacaa 3907 

cattcacata cttgtcaaat attcatgtaa ttaactgaat ttaaaacctt caactattat 3967 

gaagtgctcg tctgtacaat cgctaattta ctcagtttag agtagctaca actcttcgat 4027 

actatcatca atatttgaca tcttttccaa tttgtgtatg aaaagtaaat ctattcctgt 4087 

agcaactggg gagtcatata tgaggtcaaa gacatatacc ttgttattat aatatgtata 4147 

ctataataat agctggttat cctgagcagg ggaaaaggtt atttttagga aaaccacttc 4207 

aaatagaaag ctgaagtact tctaatatac tgagggaagt ataatatgtg gaacaaactc 4267 

tcaacaaaat gtttattgat gttgatgaaa cagatcagtt tttccatccg gattattatt 4327 

ggttcatgat tttatatgtg aatatgtaag atatgttctg caattttata aatgttcatg 4387 

tcttttttta aaaaaggtgc tattgaaatt ctgtgtctcc agcaggcaag aatacttgac 4447 

taactctttt tgtctcttta tggtattttc agaataaagt ctgacttgtg tttttgagat 4507 

tattggtgcc tcattaattc agcaataaag gaaaatatgc atctcaaaaa t 4558 



<210> 119 

<211> 5270 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 31.. 231 

<221> polyA_signal 

<222> 5243 . . 5248 

<22 3> AATAAA 



<400> 119 

ctgctgtccc tggtgctcca cacgtactcc 



gtg etc ctg ggc acg gcg ccc acc 
Val Leu Leu Gly Thr Ala Pro Thr 

10 15 
egg ctg etc tec gee ttc ctg ccc 
Arg Leu Leu Ser Ala Phe Leu Pro 
25 30 
gac egg ctg tac tgc gtc tac cag 
Asp Arg Leu Tyr Cys Val Tyr Gin 
45 

aat tac acc ggg gtc cag aga ttg 
Asn Tyr Thr Gly Val Gin Arg Leu 

60 

cataaaagtg gaaggccctc tttaacaata 
gaaaatataa tatatttagc aaatcatcaa 
ttggccatca ggcagaatgc gctaggacat 
tggctgecat tgtatgggtg ttactttget 
gecaaattta acgagaaaga gatgegaaac 
ccaatgtatc ttgtgatttt tccagaaggt 
ctttcagcta gtcaggcatt tgctgcccaa 
acaccacgaa taaaggcaac teaegttget 
atttatgatg ttacggtggt ttatgaaggg 
ccgaccatga eggaatttet ctgcaaagaa 
atcgacaaaa aagatgtccc agaagaacaa 



atg cgc tac ctg ctg ccc age gtc 
Met Arg Tyr Leu Leu Pro Ser Val 
1 5 
tac gtg ttg gee tgg ggg gtc tgg 
Tyr Val Leu Ala Trp Gly Val Trp 
20 

gee cgc ttc tac caa gcg ctg gac 
Ala Arg Phe Tyr Gin Ala Leu Asp 

35 40 
age atg gtg etc ttc ttc ttc gag 
Ser Met Val Leu Phe Phe Phe Glu 

50 55 
gat teg tag attaaacttg agaaacaaac 
Asp Ser * 
65 

ttgctatatg gagatttgee aaaaaataaa 
agcacagttg actggattgt tgetgacate 
gtgcgctacg tgctgaaaga agggttaaaa 
cagcatggag gaatctatgt aaagcgcagt 
aagttgcaga gctacgtgga cgcaggaact 
acaaggtata atccagagca aacaaaagtc 
cgtggccttg cagtattaaa acatgtgcta 
tttgattgea tgaagaatta tttagatgea 
aaagacgatg gagggcagcg aagagagtca 
tgtccaaaaa ttcatattca cattgatcgt 
gaacatatga gaagatggct geatgaaegt 



54 



102 



150 



198 



151 



3 1 1 
3 71 
431 
491 
551 
611 
671 
731 
791 
851 
911 
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tagacaagta gctgtctcca gacagtggga tgtgctacat tgtctatttt tggcggctgc 1211 

acatgacatc aaattgtttc ctgaatttat taaggagtgt aaataaagcc ttgttgattg 1271 

aagattggat aatagaattt gtgacgaaag ctgatatgca atggtcttgg gcaaacatac 1331 

ctggttgtac aactttagca tcggggctgc tggaagggta aaagctaaat ggagtttctc 1391 

ctgctctgtc catttcctat gaactaatga caacttgaga aggctgggag gattgtgtat 1451 

tttgcaagtc agatggctgc atttttgagc attaatttgc agcgtatttc actttttctg 1511 

ttattttcaa tttattacaa cttgacagct ccaagctctt attactaaag tatttagtat 1571 

cttgcagcta gttaatattt catcttttgc ttatttctac aagtcagtga aataaattgt 1631 

atttaggaag tgtcaggatg ttcaaaggaa agggtaaaaa gtgttcatgg ggaaaaagct 1691 

ctgtttagca catgatttta ttgtattgcg ttattagctg attttactca ttttatattt 1751 

gcaaaataaa tttctaatat ttattgaaat tgcttaattt gcacaccctg tacacacaga 1811 

aaatggtata aaatatgaga acgaagttta aaattgtgac tctgattcat tatagcagaa 1871 

ctttaaattt cccagctttt tgaagattta agctacgcta ttagtacttc cctttgtctg 1931 

tgccataagt gcttgaaaac gttaaggttt tctgttttgt tttgtttttt taatatcaaa 1991 

agagtcggtg tgaaccttgg ttggacccca agttcacaag atttttaagg tgatgagagc 2051 

ctgcagacat tctgcctaga tttactagcg tgtgcctttt gcctgcttct ctttgatttc 2 111 

acagaatatt cattcagaag tcgcgtttct gtagtgtggt ggattcccac tgggctctgg 2171 

tccttccctt ggatcccgtc agtggtgctg ctcagcggct tgcacgtaga cttgctagga 2231 

agaaatgcag agccagcctg tgctgcccac tttcagagtt gaactcttta agcccttgtg 2291 

agtgggcttc accagctact gcagaggcat tttgcatttg tctgtgtcaa gaagttcacc 2351 

ttctcaagcc agtgaaatac agacttaatt cgtcatgact gaacgaattt gtttatttcc 2411 

cattaggttt agtggagcta cacattaata tgtatcgcct tagagcaaga yutyLyt-tcc 2471 

aggaaccaga tcacgatttt tagccatgga acaatatatc ccatgggaga agacctttca 2531 

gtgtgaactg ttctattttt gtgttataat ttaaacttcg atttcctcat agtcctttaa 2591 

gttgacattt ctgcttactg ctactggatt tttgctgcag aaatatatca gtggcccaca 2651 

ttaaacatac cagttggatc atgataagca aaatgaaaga aataatgatt aagggaaaat 2711 

taagtgactg tgttacactg cttctcccat gccagagaat aaactctttc aagcatcatc 2771 

tttgaagagt cgtgtggtgt gaattggttt gtgtacatta gaatgtatgc acacatccat 2831 

ggacactcag gatatagttg gcctaataat cggggcatgg gtaaaactta tgaaaatttc 2891 

ctcatgctga attgtaattt tctcttacct gtaaagtaaa atttagatca attccatgtc 2951 

tttgttaagt acagggattt aatatatttt gaatataatg ggtatgttct aaatttgaac 3011 

tttgagaggc aatactgttg gaattatgtg gattctaact cattttaaca aggtagcctg 3071 

acctgcataa gatcacttga atgttaggtt tcatagaact atactaatct tctcacaaaa 3131 

ggtctataaa atacagtcgt tgaaaaaaat tttgtatcaa aatgtttgga aaattagaag 3191 

cttctcctta acctgtattg atactgactt gaattatttt ctaaaattaa gagccgtata 3251 

cctacctgta agtcttttca catatcattt aaacttttgt ttgtattatt actgatttac 3311 

agcttagtta ttaatttttc tttataagaa tgccgtcgat gtgcatgctt ttatgttttt 3371 

cagaaaaggg tgtgtttgga tgaaagtaaa aaaaaaaata aaatctttca ctgtctctaa 3431 

tggctgtgct gtttaacatt ttttgaccct aaaattcacc aacagtctcc cagtacataa 3491 

aataggctta atgactggcc ctgcattctt cacaatattt ttccctaagc tttgagcaaa 3551 

gttttaaaaa aatacactaa aataatcaaa actgttaagc agtatattag tttggttata 3611 

taaattcatc tgcaatttat aagatgcatg gccgatgtta atttgcttgg caattctgta 3671 

atcattaagt gatctcagtg aaacatgtca aatgccttaa attaactaag ttggtgaata 3^31 

aaagtgccga tctggctaac tcttacacca tacatactga tagtttttca tatgtttcat 3791 

ttccatgtga tttttaaaat ttagagtggc aacaattttg cttaatatgg gttacataag .-■ & 5 1 

ctttattttt tcctttgttc ataattatat tctttgaata ggtctgtgtc aatcaagtga :-911 

tctaactaga ctgatcatag atagaaggaa ataaggccaa gttcaagacc agcctgggca 3971 

acatatcgag aacctgtcta caaaaaaatt aaaaaaaatt agccaggcat ggtggcgtac 4031 

actgagtagt ttgtcccagc tactcgggag ggtgaggtgg gaggatcgct tcagcccagg 4091 

aggttgagat tgcagtgagc catggacata ccactgcact acagcctagg taacagcacg 4151 

agaccccaac tcttagaaaa tgaaaaggaa atatagaaat ataaaatttg cttattatag 4211 

acacacagta actcccagat atgtaccaca aaaaatgtga aaagagagag aaatgtctac 4271 

caaagcagta ttttgtgtgt ataattgcaa gcgcatagta aaataatttt aaccttaatt 4331 

^qtttttaqt agtgtttaga ttgaagattg agtgaaatat tttcttggca gatattccgt 4391 
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tgtcaaatat tcatgtaatt aactgaattt aaaaccttca actattatga agtgctcgtc 4691 

tgtacaatcg ctaatttact cagtttagag tagctacaac tcttcgatac tatcatcaat 4751 

atttgacatc ttttccaatt tgtgtatgaa aagtaaatct attcctgtag caactgggga 4811 

gtcatatatg aggtcaaaga catatacctt gttattataa tatgtatact ataataatag 4871 

ctggttatcc tgagcagggg aaaaggttat ttttaggaaa accacttcaa atagaaagct 4931 

gaagtacttc taatatactg agggaagtat aatatgtgga acaaactctc aacaaaatgt 4991 

ttattgatgt tgatgaaaca gatcagtttt tccatccgga ttattattgg ttcatgattt 5051 

tatatgtgaa tatgtaagat atgttctgca attttataaa tgttcatgtc tttttttaaa 5111 

aaaggtgcta ttgaaattct gtgtctccag caggcaagaa tacttgacta actctttttg 5171 

tctctttatg gtattttcag aataaagtct gacttgtgtt tttgagatta ttggtgcctc 5231 

attaattcag caataaagga aaatatgcat ctcaaaaat 5270 



<210> 120 
<211> 5002 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31 . . 324 



<221> polyA^signal 
<222> 4975 . .4980 
<223> AATAAA 



<400> 120 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 
1 5 

gtg etc ctg ggc acg gcg ccc acc tac gtg ttg gec tgg ggg gtc tgg 102 
Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 20 

egg ctg etc tec gee ttc ctg ccc gec cgc ttc tac caa gcg ctg gac 150 
Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 
25 30 35 40 

gac egg ctg tac tgc gtc tac cag age atg gtg etc ttc ttc ttc gag 198 
Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met Val Leu Phe Phe Phe Glu 

45 50 55 

aat tac acc ggg gtc cag ata ttg eta tat gga gat ttg cca aaa aat 246 
Asn Tyr Thr Gly Val Gin lie Leu Leu Tyr Gly Asp Leu Pro Lys Asn 

60 65 70 

aaa gaa aat ata ata tat tta gca aat cat caa age aca gat gta tct 294 
Lys Glu Asn lie He Tyr Leu Ala Asn His Gin Ser Thr Asp Val Ser 

75 80 85 

tqt gat ttt tec aga agg tac aag gta taa tccagagcaa acaaaagtcc 344 
Cys Asp Phe Ser Arg Arg Tyr Lys Val * 

90 95 
tttcagctag tcaggcattt gctgcccaac gtggccttgc agtattaaaa catgtgctaa 404 
caccacgaat aaaggcaact caegttgett ttgattgeat gaagaattat ttagatgcaa 464 
tttatgatgt tacggtggtt tatgaaggga aagacgatgg agggcagega agagagtcac 524 
cgaccatgac ggaatttctc tgcaaagaat gtccaaaaat tcatattcac attgategta 584 
tcgacaaaaa agatgtccca gaagaacaag aacatatgag aagatggctg catgaaegtt 644 
^raaaatcaa aaataaqatg cttatagaat tttatgagtc accagatcca gaaagaagaa 704 
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catgacatca aattgtttcc tgaatttatt aaggagtgta aataaagcct tgttgattga 1004 

agattggata atagaatttg tgacgaaagc tgatatgcaa tggtcttggg caaacatacc 1064 

tggttgtaca actttagcat cggggctgct ggaagggtaa aagctaaatg gagtttctcc 1124 

tgctctgtcc atttcctatg aactaatgac aacttgagaa ggctgggagg attgtgtatt 1184 

ttgcaagtca gatggctgca tttttgagca ttaatttgca gcgtatttca ctttttctgt 1244 

tattttcaat ttattacaac ttgacagctc caagctctta ttactaaagt atttagtatc 1304 

ttgcagctag ttaatatttc atcttttgct tatttctaca agtcagtgaa ataaattgta 1364 

tttaggaagt gtcaggatgt tcaaaggaaa gggtaaaaag tgttcatggg gaaaaagctc 1424 

tgtttagcac atgattttat tgtattgcgt tattagctga ttttactcat tttatatttg 1484 

caaaataaat ttctaatatt tattgaaatt gcttaatttg cacaccctgt acacacagaa 1544 

aatggtataa aatatgagaa cgaagtttaa aattgtgact ctgattcatt atagcagaac 1604 

tttaaatttc ccagcttttt gaagatttaa gctacgctat tagtacttcc ctttgtctgt 1664 

gccataagtg cttgaaaacg ttaaggtttt ctgttttgtt ttgttttttt aatatcaaaa 1724 

gagtcggtgt gaaccttggt tggaccccaa gttcacaaga tttttaaggt gatgagagcc 1784 

tgcagacatt ctgcctagat ttactagcgt gtgccttttg cctgcttctc tttgatttca 1844 

cagaatattc attcagaagt cgcgtttctg tagtgtggtg gattcccact gggctctggt 1904 

ccttcccttg gatcccgtca gtggtgctgc tcagcggctt gcacgtagac ttgctaggaa 1964 

gaaatgcaga gccagcctgt gctgcccact ttcagagttg aactctttaa gcccttgtga 2024 

gtgggcttca ccagctactg cagaggcatt ttgcatttgt ctgtgtcaag aagttcacct 2084 

tctcaagcca gtgaaataca gacttaattc gtcatgactg aacgaatttg tttatttccc 2144 

attaggttta gtggagctac acattaatat gtatcgcctt agagcaagag ctgtgttcca 2204 

ggaaccagat cacgattttt agccatggaa caatatatcc catgggagaa gacctttcay 2264 

tgtgaactgt tctatttttg tgttataatt taaacttcga tttcctcata gtcctttaag 2324 

ttgacatttc tgcttactgc tactggattt ttgctgcaga aatatatcag tggcccacat 2384 

taaacatacc agttggatca tgataagcaa aatgaaagaa ataatgatta agggaaaatt 2444 

aagtgactgt gttacactgc ttctcccatg ccagagaata aactctttca agcatcatct 2504 

ttgaagagtc gtgtggtgtg aattggtttg tgtacattag aatgtatgca cacatccatg 2564 

gacactcagg atatagttgg cctaataatc ggggcatggg taaaacttat gaaaatttcc 2624 

tcatgctgaa ttgtaatttt ctcttacctg taaagtaaaa tttagatcaa ttccatgtct 2684 

ttgttaagta cagggattta atatattttg aatataatgg gtatgttcta aatttgaact 2744 

ttgagaggca atactgttgg aattatgtgg attctaactc attttaacaa ggtagcctga 2804 

cctgcataag atcacttgaa tgttaggttt catagaacta tactaatctt ctcacaaaag 2864 

gtctataaaa tacagtcgtt gaaaaaaatt ttgtatcaaa atgtttggaa aattagaagc 2924 

ttctccttaa cctgtattga tactgacttg aattattttc taaaattaag agccgtatac 2984 

ctacctgtaa gtcttttcac atatcattta aacttttgtt tgtattatta ctgatttaca 3044 

gcttagttat taatttttct ttataagaat gccgtcgatg tgcatgcttt tatgtttttc 3104 

agaaaagggt gtgtttggat gaaagtaaaa aaaaaaataa aatctttcac tgtctctaat 3164 

ggctgtgctg tttaacattt tttgacccta aaattcacca acagtctccc agtacataaa 3224 

ataggcttaa tgactggccc tgcattcttc acaatatttt tccctaagct ttgagcaaag 3284 

ttttaaaaaa atacactaaa ataatcaaaa ctgttaagca gtatattagt ttggttatat 3344 

aaattcatct gcaatttata agatgcatgg ccgatgttaa tttgcttggc aattctgtaa 3404 

tcattaagtg atctcagtga aacatgtcaa atgccttaaa ttaactaagt tggtgaataa 3464 

aagtgccgat ctggctaact cttacaccat acatactgat agtttttcat atgtttcatt 3524 

tccatgtgat ttttaaaatt tagagtggca acaattttgc ttaatatggg ttacataagc 3 5 84 

tttatttttt cctttgttca taattatatt ctttgaatag gtctgtgtca atcaagtgat 3644 

ctaactagac tgatcataga tagaaggaaa taaggccaag ttcaagacca gcctgggcaa 3704 

catatcgaga acctgtctac aaaaaaatta aaaaaaatta gccaggcatg gtggcgtaca 3764 

ctgagtagtt tgtcccagct actcgggagg gtgaggtggg aggatcgctt cagcccagga 3824 

ggttgagatt gcagtgagcc atggacatac cactgcacta cagcctaggt aacagcacga 3884 

gaccccaact cttagaaaat gaaaaggaaa tatagaaata taaaatttgc ttattataga 3944 

cacacagtaa ctcccagata tgtaccacaa aaaatgtgaa aagagagaga aatgtctacc 4004 

aaagcagtat tttgtgtgta taattgcaag cgcatagtaa aataatttta accttaattt 4064 

gtttttagta gtgtttagat tgaagattga gtgaaatatt ttcttggcag atattccgta 4124 

trtaatgqaa aqctacaatg caatgtcgtt gtagttttgc atggcttgct ttataaacaa 4184 
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gtacaatcgc taatttactc agtttagagt 

tttgacatct tttccaattt gtgtatgaaa 

tcatatatga ggtcaaagac atataccttg 

tggttatcct gagcagggga aaaggttatt 

aagtacttct aatatactga gggaagtata 

tattgatgtt gatgaaacag atcagttttt 

atatgtgaat atgtaagata tgttctgcaa 

aaggtgctat tgaaattctg tgtctccagc 

ctctttatgg tattttcaga ataaagtctg 

ttaattcagc aataaaggaa aatatgcatc 



agctacaact cttcgatact atcatcaata 4484 

agtaaatcta ttcctgtagc aactggggag 4544 

ttattataat atgtatacta taataatagc 4604 

tttaggaaaa ccacttcaaa tagaaagctg 4664 

atatgtggaa caaactctca acaaaatgtt 4724 

ccatccggat tattattggt tcatgatttt 4784 

ttttataaat gttcatgtct ttttttaaaa 4844 

aggcaagaat acttgactaa ctctttttgt 4904 

acttgtgttt ttgagattat tggtgcctca 4964 

tcaaaaat 5002 



■;210> 121 

<211> 4958 

<212> DNA 

<213> Homo sapiens 

< 2 2 0 > 
<221> CDS 
<222> 31 . . 579 

<221> polyA_signal 

< 2 2 2 > 4931 . .4936 
<223> AATAAA 



<400> 121 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 
1 5 

gtg etc ctg ggc acg gcg ccc acc tac gtg ttg gec tgg ggg gtc tgg 102 
Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 20 

egg ctg etc tec gee ttc ctg ccc gec cgc ttc tac caa gcg ctg gac 150 
Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 
25 30 35 40 

gac egg ctg tac tgc gtc tac cag age atg gtg etc ttc ttc ttc gag 198 
Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met Val Leu Phe Phe Phe Glu 

45 50 55 

aat tac acc ggg gtc cag ata ttg eta tat gga gat ttg cca aaa aat 246 
Asn Tyr Thr Gly Val Gin lie Leu Leu Tyr Gly Asp Leu Pro Lys Asn 

60 65 70 

aaa gaa aat ata ata tat tta gca aat cat caa age aca gtt gac tgg 294 
Lys Glu Asn lie lie Tyr Leu Ala Asn His Gin Ser Thr Val Asp Trp 

75 80 85 

att gtt get gac ate ttg gee ate agg cag aat gcg eta gga cat gtg 342 
lie Val Ala Asp lie Leu Ala lie Arg Gin Asn Ala Leu Gly His Val 

90 95 100 

cgc tac gtg ctg aaa gaa ggg tta aaa tgg ctg cca ttg tat ggg tgt 390 
Arg Tyr Val Leu Lys Glu Gly Leu Lys Trp Leu Pro Leu Tyr Gly Cys 
105 110 115 120 

tac ttt get cag cat gga gga ate tat gta aag cgc agt gec aaa ttt 438 
Tyr Phe Ala Gin His Gly Gly lie Tyr Val Lys Arg Ser Ala Lys Phe 

125 130 135 

aac aaa aaa gaq atq cga aae aag ttg cag age tac gtg gac gca gga 486 
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155 160 165 

ate gta teg aca aaa aag atg tec cag aag aac aag aac ata tga 579 

He Val Ser Thr Lys Lys Met Ser Gin Lys Asn Lys Asn He * 

170 175 180 

gaagatggct geatgaaegt ttcgaaatca aagataagat gcttatagaa ttttatgagt 639 

caccagatcc agaaagaaga aaaagatttc ctgggaaaag tgttaattcc aaattaagta 699 

tcaagaagac tttaccatca atgttgatct taagtggttt gaetgeagge atgcttatga 759 

ccgatgctgg aaggaagctg tatgtgaaca cctggatata tggaacccta cttggctgcc 819 

tgtgggttac tattaaagca tagacaagta gctgtctcca gacagtggga tgtgctacat 879 

tgtctatttt tggcggctgc acatgacatc aaattgtttc ctgaatttat taaggagtgt 939 

aaataaagee ttgttgattg aagattggat aatagaattt gtgacgaaag ctgatatgea 999 

atggtcttgg gcaaacatac ctggttgtac aactttagca teggggctge tggaagggta 1059 

aaagctaaat ggagtttctc ctgctctgtc catttcctat gaactaatga caacttgaga 1119 

aggctgggag gattgtgtat tttgcaagtc agatggctgc atttttgagc attaatttgc 1179 

agegtattte actttttctg ttattttcaa tttattacaa cttgacagct ccaagctctt 1239 

attactaaag tatttagtat ettgeagcta gttaatattt catcttttgc ttatttctac 1299 

aagtcagtga aataaattgt atttaggaag tgtcaggatg ttcaaaggaa agggtaaaaa 1359 

gtgttcatgg ggaaaaagct ctgtttagca catgatttta ttgtattgcg ttattagctg 1419 

attttactca ttttatattt gcaaaataaa tttctaatat ttattgaaat tgcttaattt 1479 

gcacaccctg tacacacaga aaatggtata aaatatgaga acgaagttta aaattgtgac 1539 

tctgattcat tatagcagaa ctttaaattt cccagctttt tgaagattta agetaegcta 1599 

ttagtacttc cctttgtctg tgccataagt yctLyaaadu yLLaaggttt tctgttttgt 1C50 

tttgtttttt taatatcaaa agagteggtg tgaaccttgg ttggacccca agttcacaag 1719 

atttttaagg tgatgagagc ctgeagacat tetgectaga tttactagcg tgtgcctttt 1779 

gcctgcttct ctttgatttc acagaatatt cattcagaag tegegtttet gtagtgtggt 1839 

ggattcccac tgggctctgg tccttccctt ggatcccgtc agtggtgctg ctcagcggct 1899 

tgeaegtaga ettgetagga agaaatgeag agccagcctg tgctgcccac tttcagagtt 1959 

gaactcttta agcccttgtg agtgggcttc accagctact gcagaggcat tttgcatttg 2019 

tctgtgtcaa gaagttcacc ttctcaagcc agtgaaatac agacttaatt cgtcatgact 2079 

gaacgaattt gtttatttcc cattaggttt agtggagcta cacattaata tgtatcgect 2139 

tagagcaaga gctgtgttcc aggaaccaga tcacgatttt tagccatgga acaatatatc 2199 

ccatgggaga agacctttca gtgtgaactg ttctattttt gtgttataat ttaaacttcg 2259 

atttcctcat agtcctttaa gttgacattt ctgcttactg ctactggatt tttgctgcag 2319 

aaatatatca gtggcccaca ttaaacatac cagttggatc atgataagca aaatgaaaga 2379 

aataatgatt aagggaaaat taagtgactg tgttacactg cttctcccat gecagagaat 2439 

aaactctttc aagcatcatc tttgaagagt cgtgtggtgt gaattggttt gtgtacatta 2499 

gaatgtatgc acacatccat ggacactcag gatatagttg gectaataat eggggcatgg 2559 

gtaaaactta tgaaaatttc etcatgetga attgtaattt tctcttacct gtaaagtaaa 2619 

atttagatca attccatgtc tttgttaagt acagggattt aatatatttt gaatataatg 2679 

ggtatgttct aaatttgaac tttgagaggc aatactgttg gaattatgtg gattctaact 2739 

cattttaaca aggtagectg acctgeataa gatcacttga atgttaggtt tcatagaact 2799 

atactaatct tctcacaaaa ggtctataaa atacagtcgt tgaaaaaaat tttgtatcaa 2859 

aatgtttgga aaattagaag cttctcctta acctgtattg atactgactt gaattatttt 2919 

ctaaaattaa gagcegtata cctacctgta agtcttttca catatcattt aaacttttgt 2979 

ttgtattatt actgatttac agcttagtta ttaatttttc tttataagaa tgeegtcgat 3039 

gtgeatgett ttatgttttt cagaaaaggg tgtgtttgga tgaaagtaaa aaaaaaaata 3099 

aaatctttca ctgtctctaa tggctgtgct gtttaacatt ttttgaccct aaaattcacc 3159 

aacagtctcc cagtacataa aataggctta atgactggcc ctgeattett cacaatattt 3219 

ttccctaagc tttgagcaaa gttttaaaaa aatacactaa aataatcaaa actgttaagc 3279 

agtatattag tttggttata taaattcatc tgcaatttat aagatgcatg gccgatgtta 3339 

atttgettgg caattctgta atcattaagt gatctcagtg aaacatgtca aatgccttaa 3399 

attaactaag ttggtgaata aaagtgccga tctggctaac tcttacacca tacatactga 3459 

tagtttttca tatgtttcat ttccatgtga tttttaaaat ttagagtggc aacaattttg 3519 

cttaatatgg gttacataag ctttattttt tcctttgttc ataattatat tctttgaata 3579 
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acagcctagg taacagcacg agaccccaac tcttagaaaa tgaaaaggaa atatagaaat 3879 

ataaaatttg cttattatag acacacagta actcccagat atgtaccaca aaaaatgtga 3939 

aaagagagag aaatgtctac caaagcagta ttttgtgtgt ataattgcaa gcgcatagta 3999 

aaataatttt aaccttaatt tgtttttagt agtgtttaga ttgaagattg agtgaaatat 4059 

tttcttggca gatattccgt atctggtgga aagctacaat gcaatgtcgt tgtagttttg 4119 

catggcttgc tttataaaca agattttttc tccctccttt tgggccagtt ttcattacga 4179 

gtaactcaca ctttttgatt aaagaacttg aaattacgtt atcacttagt ataattgaca 4239 

ttatatagag actatgtaac atgcaatcat tagaatcaaa attagtactt tggtcaaaat 4299 

atttacaaca ttcacatact tgtcaaatat tcatgtaatt aactgaattt aaaaccttca 4359 

actattatga agtgctcgtc tgtacaatcg ctaatttact cagtttagag tagctacaac 4419 

tcttcgatac tatcatcaat atttgacatc ttttccaatt tgtgtatgaa aagtaaatct 4479 

attcctgtag caactgggga gtcatatatg aggtcaaaga catatacctt gttattataa 4539 

tatgtatact ataataatag ctggttatcc tgagcagggg aaaaggttat ttttaggaaa 4599 

accacttcaa atagaaagct gaagtacttc taatatactg agggaagtat aatatgtgga 4659 

acaaactctc aacaaaatgt ttattgatgt tgatgaaaca gatcagtttt tccatccgga 4719 

ttattattgg ttcatgattt tatatgtgaa tatgtaagat atgttctgca attttataaa 4779 

tgttcatgtc tttttttaaa aaaggtgcta ttgaaattct gtgtctccag caggcaagaa 4839 

tacttgacta actctttttg tctctttatg gtattttcag aataaagtct gacttgtgtt 4899 

tttgagatta ttggtgcctc attaattcag caataaagga aaatatgcat ctcaaaaat 4958 



<210> 122 

<211> 5094 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 31 . .978 



<221> polyA_signal 
<222> 5067 . . 5072 
<223> AATAAA 



<400> 122 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 
1 5 

gtg etc ctg ggc acg gcg ccc acc tac gtg ttg gec tgg ggg gtc tgg 102 
Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 20 

egg ctg etc tec gec ttc ctg ccc gec cgc ttc tac caa gcg ctg gac 150 
Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 
2 5 30 35 40 

gac egg ctg tac tgc gtc tac cag age atg gtg etc ttc ttc ttc gag 198 
Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met Val Leu Phe Phe Phe Glu 

45 50 55 

aat tac acc ggg gtc cag ata ttg eta tat gga gat ttg cca aaa aat 246 
Asn Tyr Thr Gly Val Gin lie Leu Leu Tyr Gly Asp Leu Pro Lys Asn 

60 65 70 

aaa gaa aat ata ata tat tta gca aat cat caa age aca gtt gac tgg 294 
Lys Glu Asn He He Tyr Leu Ala Asn His Gin Ser Thr Val Asp Trp 

75 80 85 

att gtt get gac ate ttg gec ate agg cag aat gcg eta gga cat gtg 342 
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105 110 115 120 

tac ttt get cag cat gga gga ate tat gta aag cgc agt gec aaa ttt 
Tyr Phe Ala Gin His Gly Gly lie Tyr Val Lys Arg Ser Ala Lys Phe 



125 



130 



135 



aac gag aaa gag atg cga aac aag ttg cag age tac gtg gac gca gga 
Asn Glu Lys Glu Met Arg Asn Lys Leu Gin Ser Tyr Val Asp Ala Gly 



140 

act cca atg tat ctt 



gtg 



145 150 
att ttt cca gaa ggt aca agg tat aat cca 



Thr Pro Met Tyr Leu Val lie Phe Pro Glu Gly Thr Arg Tyr Asn Pro 



155 



160 



165 



gag caa aca aaa gtc ctt tea get agt cag gca ttt get gee caa cgt 
Glu Gin Thr Lys Val Leu Ser Ala Ser Gin Ala Phe Ala Ala Gin Arg 



170 



175 



180 



ggg aaa gac gat gga ggg cag cga aga gag tea ccg ace atg acg gaa 



Gly Lys Asp Asp Gly Gly Gin 
185 190 



Arg 



235 

tea cca gat cca gaa 



aga 



Arg Glu Ser Pro Thr Met Thr Glu 
195 200 
ttt etc tgc aaa gaa tgt cca aaa att cat att cac att gat cgt ate 
Phe Leu Cys Lys Glu Cys Pro Lys lie His lie His lie Asp Arg lie 

205 210 215 

gac aaa aaa gat gtc cca gaa gaa caa gaa cat atg aga aga tgg ctg 
Asp Lys Lys Asp Val Pro Glu Glu Gin Glu His Met Arg Arg Trp Leu 

220 225 230 

cat gaa cgt ttc gaa ate aaa gat aag atg ctt ata gaa ttt tat gag 
His Glu Arg Phe Glu lie Lys Asp Lys Met Leu lie Glu Phe Tyr Glu 

240 245 
aga aaa aga ttt cct ggg aaa agt gtt aat 
Ser Pro Asp Pro Glu Arg Arg Lys Arg Phe Pro Gly Lys Ser Val Asn 

250 255 260 

tec aaa tta agt ate aag aag act tta cca tea atg ttg ate tta agt 
Ser Lys Leu Ser lie Lys Lys Thr Leu Pro Ser Met Leu lie Leu Ser 
265 270 275 280 

ggt ttg act gca ggc atg ctt atg ace gat get gga agg aag ctg tat 
Gly Leu Thr Ala Gly Met Leu Met Thr Asp Ala Gly Arg Lys Leu Tyr 

285 290 295 

gtg aac ace tgg ata tat gga ace eta ctt ggc tgc ctg tgg gtt act 
Val Asn Thr Trp He Tyr Gly Thr Leu Leu Gly Cys Leu Trp Val Thr 

300 305 310 

att aaa gca tag acaagtagct gtctccagac agtgggatgt gctacattgt 
He Lys Ala * 
315 

ctatttttgg cggctgcaca tgacatcaaa ttgtttcctg aatttattaa ggagtgtaaa 
taaagccttg ttgattgaag attggataat agaatttgtg acgaaagctg atatgeaatg 
gtcttgggca aacatacctg gttgtacaac tttagcatcg gggctgctgg aagggtaaaa 



gctaaatgga gtttctcctg 
ctgggaggat 
gtat t tcact 



rtctgtccat ttcctatgaa ctaatgacaa cttgagaagg 

tgtgtatttt gcaagtcaga tggctgeatt tttgagcatt aatttgeage 

ttttctgtta ttttcaattt attacaactt gacagctcca agctcttatt 

actaaagtat ttagtatctt gcagctagtt aatatttcat ettttgetta tttctacaag 

tcagtgaaat aaattgtatt taggaagtgt caggatgttc aaaggaaagg gtaaaaagtg 

ttcatgggga aaaagctctg tttagcacat gattttattg tattgegtta ttagctgatt 

ttactcattt tatatttgea aaataaattt ctaatattta ttgaaattgc ttaatttgea 

caccctgtac acacagaaaa tggtataaaa tatgagaacg aagtttaaaa ttgtgactct 

gattcattat agcagaactt taaatttccc agctttttga agatttaagc tacgetatta 

gtacttccct ttgtctgtgc cataagtget tgaaaacgtt aaggttttct gttttgtttt 

afttttttaa tatcaaaaga gtcggtgtga accttggttg gaccccaagt tcacaagatt 



438 



486 



> 34 



582 



63 0 



678 



726 



774 



870 



918 



966 



1018 



1078 
1138 
119 8 

12 5 3 
1 3 1 8 

13 7 8 
1438 
1498 
1558 
1618 
1678 
1738 
1798 
1858 
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ctctttaagc ccttgtgagt gggcttcacc agctactgca gaggcatttt gcatttgtct 2158 

gtgtcaagaa gttcaccttc tcaagccagt gaaatacaga cttaattcgt catgactgaa 2218 

cgaatttgtt tatttcccat taggtttagt ggagctacac attaatatgt atcgccttag 2278 

agcaagagct gtgttccagg aaccagatca cgatttttag ccatggaaca atatatccca 2338 

tgggagaaga cctttcagtg tgaactgttc tatttttgtg ttataattta aacttcgatt 2398 

tcctcatagt cctttaagtt gacatttctg cttactgcta ctggattttt gctgcagaaa 2458 

tatatcagtg gcccacatta aacataccag ttggatcatg ataagcaaaa tgaaagaaat 2518 

aatgattaag ggaaaattaa gtgactgtgt tacactgctt ctcccatgcc agagaataaa 2578 

ctctttcaag catcatcttt gaagagtcgt gtggtgtgaa ttggtttgtg tacattagaa 2638 

tgtatgcaca catccatgga cactcaggat atagttggcc taataatcgg ggcatgggta 2698 

aaacttatga aaatttcctc atgctgaatt gtaattttct cttacctgta aagtaaaatt 2758 

tagatcaatt ccatgtcttt gttaagtaca gggatttaat atattttgaa tataatgggt 2818 

atgttctaaa tttgaacttt gagaggcaat actgttggaa ttatgtggat tctaactcat 2878 

tttaacaagg tagcctgacc tgcataagat cacttgaatg ttaggtttca tagaactata 2938 

ctaatcttct cacaaaaggt ctataaaata cagtcgttga aaaaaatttt gtatcaaaat 2998 

gtttggaaaa ttagaagctt ctccttaacc tgtattgata ctgacttgaa ttattttcta 3058 

aaattaagag ccgtatacct acctgtaagt cttttcacat atcatttaaa cttttgtttg 3118 

tattattact gatttacagc ttagttatta atttttcttt ataagaatgc cgtcgatgtg 3178 

catgctttta tgtttttcag aaaagggtgt gtttggatga aagtaaaaaa aaaaataaaa 3238 

tctttcactg tctctaatgg ctgtgctgtt taacattttt tgaccctaaa attcaccaac 3298 

agtctcccag tacataaaat aggcttaatg actggccctg cattcttcac aatatttttc 3358 

cctaagcttt gagcaaagtt ttaaaaaaat acactaaaat aatcaaaact gttaaycayl 3418 

atattagttt ggttatataa attcatctgc aatttataag atgcatggcc gatgttaatt 3478 

tgcttggcaa ttctgtaatc attaagtgat ctcagtgaaa catgtcaaat gccttaaatt 3538 

aactaagttg gtgaataaaa gtgccgatct ggctaactct tacaccatac atactgatag 3598 

tttttcatat gtttcatttc catgtgattt ttaaaattta gagtggcaac aattttgctt 3658 

aatatgggtt acataagctt tattttttcc tttgttcata attatattct ttgaataggt 3718 

ctgtgtcaat caagtgatct aactagactg atcatagata gaaggaaata aggccaagtt 3778 

caagaccagc ctgggcaaca tatcgagaac ctgtctacaa aaaaattaaa aaaaattagc 3838 

caggcatggt ggcgtacact gagtagtttg tcccagctac tcgggagggt gaggtgggag 3898 

gatcgcttca gcccaggagg ttgagattgc agtgagccat ggacatacca ctgcactaca 3958 

gcctaggtaa cagcacgaga ccccaactct tagaaaatga aaaggaaata tagaaatata 4018 

aaatttgctt attatagaca cacagtaact cccagatatg taccacaaaa aatgtgaaaa 4078 

gagagagaaa tgtctaccaa agcagtattt tgtgtgtata attgcaagcg catagtaaaa 4138 

taattttaac cttaatttgt ttttagtagt gtttagattg aagattgagt gaaatatttt 4198 

cttggcagat attccgtatc tggtggaaag ctacaatgca atgtcgttgt agttttgcat 4258 

ggcttgcttt ataaacaaga ttttttctcc ctccttttgg gccagttttc attacgagta 4318 

actcacactt tttgattaaa gaacttgaaa ttacgttatc acttagtata attgacatta 4378 

tatagagact atgtaacatg caatcattag aatcaaaatt agtactttgg tcaaaatatt 4438 

tacaacattc acatacttgt caaatattca tgtaattaac tgaatttaaa accttcaact 4498 

attatgaagt gctcgtctgt acaatcgcta atttactcag tttagagtag ctacaactct 4558 

tcgatactat catcaatatt tgacatcttt tccaatttgt gtatgaaaag taaatctatt 4618 

cctgtagcaa ctggggagtc atatatgagg tcaaagacat ataccttgtt attataatat 4678 

gtatactata ataatagctg gttatcctga gcaggggaaa aggttatttt taggaaaacc 4^38 

acttcaaata gaaagctgaa gtacttctaa tatactgagg gaagtataat atgtggaaca 4798 

aactctcaac aaaatgttta ttgatgttga tgaaacagat cagtttttcc atccggatta 4858 

ttattggttc atgattttat atgtgaatat gtaagatatg ttctgcaatt ttataaatgt 4918 

tcatgtcttt ttttaaaaaa ggtgctattg aaattctgtg tctccagcag gcaagaatac 4978 

ttgactaact ctttttgtct ctttatggta ttttcagaat aaagtctgac ttgtgttttt 5038 

gagattattg gtgcctcatt aattcagcaa taaaggaaaa tatgcatctc aaaaat 5094 

<210> 123 
• 1 • 5 0 4 9 
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<221> CDS 
<222> 31 . . 933 

<221> polyA_signal 
<222> 5022 . .5027 
<223> AATAAA 

<400> 123 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 
1 5 

gtg etc ctg ggc acg gcg ccc acc tac gtg ttg gec tgg ggg gtc tgg 102 

Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 20 

egg ctg etc tec gee ttc ctg ccc gee cgc ttc tac caa gcg ctg gac 150 

Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 

25 30 35 40 

gac egg ctg tac tgc gtc tac cag age atg gtg etc ttc ttc ttc gag 198 

Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met Val Leu Phe Phe Phe Glu 

45 50 55 

aat tac acc ggg gtc cag ata ttg eta tat gga gat ttg cca aaa aat 246 

Asn Tyr Thr Gly Val Gin lie Leu Leu Tyr Gly Asp Leu Pro Lys Aan 

60 65 70 

aaa gaa aat ata ata tat tta gca aat cat caa age aca gtt gac tgg 294 

Lys Glu Asn lie lie Tyr Leu Ala Asn His Gin Ser Thr Val Asp Trp 

75 80 85 

att gtt get gac ate ttg gee ate agg cag aat gcg eta gga cat gtg 342 

lie Val Ala Asp lie Leu Ala lie Arg Gin Asn Ala Leu Gly His Val 

90 95 100 

cgc tac gtg ctg aaa gaa ggg tta aaa tgg ctg cca ttg tat ggg tgt 390 

Arg Tyr Val Leu Lys Glu Gly Leu Lys Trp Leu Pro Leu Tyr Gly Cys 

105 110 115 120 

tac ttt get cag cat gga gga ate tat gta aag cgc agt gec aaa ttt 438 

Tyr Phe Ala Gin His Gly Gly lie Tyr Val Lys Arg Ser Ala Lys Phe 

125 130 135 

aac gag aaa gag atg cga aac aag ttg cag age tac gtg gac gca gga 486 

Asn Glu Lys Glu Met Arg Asn Lys Leu Gin Ser Tyr Val Asp Ala Gly 

140 145 150 

act cca atg tat ctt gtg att ttt cca gaa ggt aca agg tat aat cca 534 

Thr Pro Met Tyr Leu Val lie Phe Pro Glu Gly Thr Arg Tyr Asn Pro 

155 160 165 

gag caa aca aaa gtc ctt tea get agt cag gca ttt get gee caa cgt 582 

Glu Gin Thr Lys Val Leu Ser Ala Ser Gin Ala Phe Ala Ala Gin Arg 

17 0 17 5 18 0 

gaa ttt etc tgc aaa gaa tgt cca aaa att cat att cac att gat cgt 630 

Glu Phe Leu Cys Lys Glu Cys Pro Lys lie His lie His Tie Asp Arg 

185 190 195 200 

ate gac aaa aaa gat gtc cca gaa gaa caa gaa cat atg aga aga tgg 678 

lie Asp Lys Lys Asp Val Pro Glu Glu Gin Glu His Met Arg Arg Trp 

205 210 215 

ctg cat gaa cgt ttc gaa ate aaa gat aag atg ctt ata gaa ttt tat 726 

Leu His Glu Arg Phe Glu lie Lys Asp Lys Met Leu lie Glu Phe Tyr 

220 225 230 

aaa tea cca qat cca gaa aga aga aaa aga ttt cct ggg aaa agt gtt 774 
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250 255 260 

agt ggt ttg act gca ggc atg ctt atg acc gat get gga agg aag ctg 870 
Ser Gly Leu Thr Ala Gly Met Leu Met Thr Asp Ala Gly Arg Lys Leu 
265 270 275 280 

tat gtg aac acc tgg ata tat gga acc eta ctt ggc tgc ctg tgg gtt 918 
Tyr Val Asn Thr Trp He Tyr Gly Thr Leu Leu Gly Cys Leu Trp Val 

285 290 295 

act att aaa gca tag acaagtagct gtctccagac agtgggatgt gctacattgt 973 
Thr He Lys Ala * 
300 

ctatttttgg cggctgcaca tgacatcaaa ttgtttcctg aatttattaa ggagtgtaaa 1033 

taaagccttg ttgattgaag attggataat agaatttgtg acgaaagctg atatgeaatg 1093 

gtcttgggca aacatacctg gttgtacaac tttagcatcg gggctgctgg aagggtaaaa 1153 

gctaaatgga gtttctcctg ctctgtccat ttcctatgaa ctaatgacaa cttgagaagg 1213 

ctgggaggat tgtgtatttt gcaagtcaga tggctgeatt tttgagcatt aatttgeage 1273 

gtatttcact ttttctgtta ttttcaattt attacaactt gacagctcca agctcttatt 1333 

actaaagtat ttagtatctt gcagctagtt aatatttcat ettttgetta tttctacaag 1393 

tcagtgaaat aaattgtatt taggaagtgt caggatgttc aaaggaaagg gtaaaaagtg 1453 

ttcatgggga aaaagctctg tttagcacat gattttattg tattgegtta ttagctgatt 1513 

ttactcattt tatatttgea aaataaattt ctaatattta ttgaaattgc ttaatttgea 1573 

caccctgtac acacagaaaa tggtataaaa tatgagaacg aagtttaaaa ttgtgactct 1633 

gattcattat agcagaactt taaatttccc agctttttga agatttaagc tacycLcttta 1093 

gtacttccct ttgtctgtgc cataagtget tgaaaacgtt aaggttttct gttttgtttt 1753 

gtttttttaa tatcaaaaga gtcggtgtga accttggttg gaccccaagt tcacaagatt 1813 

tttaaggtga tgagagcctg cagacattct gectagattt actagcgtgt gccttttgcc 1873 

tgettctett tgatttcaca gaatattcat tcagaagtcg cgtttctgta gtgtggtgga 1933 

ttcccactgg gctctggtcc ttcccttgga tcccgtcagt ggtgctgctc ageggcttge 1993 

aegtagaett gctaggaaga aatgeagage cagcctgtgc tgcccacttt cagagttgaa 2053 

ctctttaagc ccttgtgagt gggcttcacc agetactgea gaggcatttt gcatttgtct 2113 

gtgtcaagaa gttcaccttc teaagecagt gaaatacaga ettaattegt catgactgaa 2 173 

cgaatttgtt tatttcccat taggtttagt ggagctacac attaatatgt ategecttag 2233 

agcaagagct gtgttccagg aaccagatca cgatttttag ccatggaaca atatatccca 2293 

tgggagaaga cctttcagtg tgaactgttc tatttttgtg ttataattta aacttcgatt 2353 

tcctcatagt cctttaagtt gacatttctg ettactgeta ctggattttt getgeagaaa 2413 

tatatcagtg gcccacatta aacataccag ttggatcatg ataagcaaaa tgaaagaaat 2473 

aatgattaag ggaaaattaa gtgactgtgt tacactgett ctcccatgcc agagaataaa 2533 

ctctttcaag catcatcttt gaagagtcgt gtggtgtgaa ttggtttgtg tacattagaa 2593 

tgtatgeaca catccatgga cactcaggat atagttggcc taataategg ggcatgggta 2653 

aaacttatga aaatttcctc atgetgaatt gtaattttct cttacctgta aagtaaaatt 2713 

tagatcaatt ccatgtcttt gttaagtaca gggatttaat atattttgaa tataatgggt 2773 

atgttctaaa tttgaacttt gagaggcaat actgttggaa ttatgtggat tctaactcat 2833 

tttaacaagg tagcctgacc tgcataagat cacttgaatg ttaggtttca tagaactata 2893 

ctaatcttct cacaaaaggt ctataaaata cagtcgttga aaaaaatttt gtatcaaaat 2953 

gtttggaaaa ttagaagctt ctccttaacc tgtattgata ctgacttgaa ttattttcta ;-'.''13 

aaattaagag ccgtatacct acctgtaagt cttttcacat atcatttaaa cttttgtttg 3n73 

tattattact gatttacagc ttagttatta atttttcttt ataagaatgc cgtcgatgtg 3133 

catgetttta tgtttttcag aaaagggtgt gtttggatga aagtaaaaaa aaaaataaaa 3193 

tctttcactg tctctaatgg ctgtgctgtt taacattttt tgaccctaaa attcaccaac 3253 

agtctcccag tacataaaat aggcttaatg actggccctg cattcttcac aatatttttc 3313 

cctaagcttt gagcaaagtt ttaaaaaaat acactaaaat aatcaaaact gttaagcagt 3373 

atattagttt ggttatataa attcatctgc aatttataag atgcatggcc gatgttaatt 3433 

tgcttggcaa ttctgtaatc attaagtgat ctcagtgaaa catgtcaaat gecttaaatt 3493 

aactaagttg gtgaataaaa gtgecgatet ggctaactct tacaccatac atactgatag 3553 

tttttcatat gtttcatttc catgtgattt ttaaaattta gagtggcaac aattttgett 3613 
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gatcgcttca gcccaggagg ttgagattgc agtgagccat ggacatacca ctgcactaca 3913 

gcctaggtaa cagcacgaga ccccaactct tagaaaatga aaaggaaata tagaaatata 3973 

aaatttgctt attatagaca cacagtaact cccagatatg taccacaaaa aatgtgaaaa 4033 

gagagagaaa tgtctaccaa agcagtattt tgtgtgtata attgcaagcg catagtaaaa 4093 

taattttaac cttaatttgt ttttagtagt gtttagattg aagattgagt gaaatatttt 4153 

cttggcagat attccgtatc tggtggaaag ctacaatgca atgtcgttgt agttttgcat 4213 

ggcttgcttt ataaacaaga ttttttctcc ctccttttgg gccagttttc attacgagta 4273 

actcacactt tttgattaaa gaacttgaaa ttacgttatc acttagtata attgacatta 4333 

tatagagact atgtaacatg caatcattag aatcaaaatt agtactttgg tcaaaatatt 4393 

tacaacattc acatacttgt caaatattca tgtaattaac tgaatttaaa accttcaact 4453 

attatgaagt gctcgtctgt acaatcgcta atttactcag tttagagtag ctacaactct 4513 

tcgatactat catcaatatt tgacatcttt tccaatttgt gtatgaaaag taaatctatt 4573 

cctgtagcaa ctggggagtc atatatgagg tcaaagacat ataccttgtt attataatat 4633 

gtatactata ataatagctg gttatcctga gcaggggaaa aggttatttt taggaaaacc 4693 

acttcaaata gaaagctgaa gtacttctaa tatactgagg gaagtataat atgtggaaca 4753 

aactctcaac aaaatgttta ttgatgttga tgaaacagat cagtttttcc atccggatta 4813 

ttattggttc atgattttat atgtgaatat gtaagatatg ttctgcaatt ttataaatgt 4873 

tcatgtcttt ttttaaaaaa ggtgctattg aaattctgtg tctccagcag gcaagaatac 4933 

ttgactaact ctttttgtct ctttatggta ttttcagaat aaagtctgac ttgtgttttt 4993 

gagattattg gtgcctcatt aattcagcaa taaaggaaaa tatgcatctc aaaaat 5049 



<210> 124 

<211> 5324 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31 . . 588 

<221> polyA_signal 
<222> 5297 . .5302 
<22 3> AATAAA 

<400> 124 

ctgctgtccc tggtgctcca cacgtactcc atg cgc tac ctg ctg ccc age gtc 54 

Met Arg Tyr Leu Leu Pro Ser Val 
1 5 

gtg etc ctg ggc acg gcg ccc acc tac gtg ttg gec tgg ggg gtc tgg 102 
Val Leu Leu Gly Thr Ala Pro Thr Tyr Val Leu Ala Trp Gly Val Trp 

10 15 20 

egg ctg etc tec gee ttc ctg ccc gec cgc ttc tac caa gcg ctg gac 150 
Arg Leu Leu Ser Ala Phe Leu Pro Ala Arg Phe Tyr Gin Ala Leu Asp 
2 5 30 35 40 

gac egg ctg tac tgc gtc tac cag age atg gtg etc ttc ttc ttc gag 1 98 

Asp Arg Leu Tyr Cys Val Tyr Gin Ser Met Val Leu Phe Phe Phe Glu 

45 50 55 

aat tac acc ggg gtc cag ata ttg eta tat gga gat ttg cca aaa aat 246 
Asn Tyr Thr Gly Val Gin lie Leu Leu Tyr Gly Asp Leu Pro Lys Asn 

60 65 70 

aaa gaa aat ata ata tat tta gca aat cat caa age aca gtt gac tgg 294 
Lys Glu Asn He He Tyr Leu Ala Asn His Gin Ser Thr Val Asp Trp 
75 80 85 
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Arg Tyr Val Leu Lys Glu Gly Leu Lys Trp Leu Pro Leu Tyr Gly Cys 
105 110 115 120 

tac ttt get cag cat gga gga ate tat gta aag cgc agt gec aaa ttt 
Tyr Phe Ala Gin His Gly Gly lie Tyr Val Lys Arg Ser Ala Lys Phe 

125 130 135 

aac gag aaa gag atg cga aac aag ttg cag age tac gtg gac gca gga 
Asn Glu Lys Glu Met Arg Asn Lys Leu Gin Ser Tyr Val Asp Ala Gly 

140 145 150 

act cca atg tat ctt gtg att ttt cca gaa ggt aca agg tat aat cca 
Thr Pro Met Tyr Leu Val lie Phe Pro Glu Gly Thr Arg Tyr Asn Pro 

155 160 165 

gag caa aca aaa gtc ctt tea get agt cag gca ttt get gec caa cgt 
Glu Gin Thr Lys Val Leu Ser Ala Ser Gin Ala Phe Ala Ala Gin Arg 

170 175 180 

ggc taa agcagtcctc ctgagtagtt aggactacag acatacacgt gccaccgcgc 
Gly * 
185 

ccagctccgt gttctctttg tttccctgcc tcctgctctt ccacttatct ttgcatggca 
ggccttgcag tattaaaaca tgtgctaaca ccacgaataa aggcaactca cgttgctttt 
gattgeatga agaattattt agatgeaatt tatgatgtta cggtggttta tgaagggaaa 
gacgatggag ggcagcgaag agagtcaccg accatgaegg aatttctctg caaagaatgt 



catatgagaa 
tatgagtcac 
ttaagtatca 
cttatgaccg 
ggctgcctgt 
gctacattgt 
ggagtgtaaa 
atatgeaatg 
aagggtaaaa 
cttgagaagg 
aatttgeage 
agctcttatt 
tttctacaag 
gtaaaaagtg 
ttagctgatt 
ttaatttgea 
ttgtgactct 
tacgetatta 
gttttgtttt 
tcacaagatt 
gect tttgee 
gtgtggtgga 
agegget tgc 
cagagt tgaa 
gcat t tgtct 
catgactgaa 
ategecttag 
atatatccca 
aacttcgatt 
getgeagaaa 
tgaaagaaat 
agagaataaa 



gatggctgea 
cagatccaga 
agaagacttt 
atgctggaag 
gggttactat 
ctatttttgg 
taaagccttg 
gtcttgggca 
gctaaatgga 
ctgggaggat 
gtatttcact 
actaaagtat 
tcagtgaaat 
ttcatgggga 
ttactcattt 
caccctgtac 
gattcattat 
gtact tccct 
gtttttttaa 
tttaaggtga 
tgettctett 
1 1 cccactgg 
aegt agactt 
ctct t taagc 
gtgt caagaa 
cgaat t tgtt 
agcaagagct 
tgggagaaga 
tcctcatagt 
tatatcagtg 
aatgat taag 
ctct ttcaag 



tgaacgtttc 
aagaagaaaa 
accatcaatg 
gaagctgtat 
taaagcatag 
cggctgcaca 
ttgattgaag 
aacatacctg 
gtttctcctg 
tgtgtatttt 
ttttctgtta 
ttagtatctt 
aaattgtatt 
aaaagctctg 
tatatttgea 
acacagaaaa 
agcagaact t 
ttgt ctgtgc 
tatcaaaaga 
tgagagcctg 
tgat ttcaca 
get ctggtcc 
getaggaaga 
cettgtgagt 
gt tcaccttc 
tat 1 1 cccat 
gtgt tccagg 
cctt tcagtg 
cctttaagtt 
gcccacatta 
ggaaaat taa 
cat catcttt 



gaaatcaaag 
agatttcctg 
ttgatcttaa 
gtgaacacct 
acaagtagct 
tgacatcaaa 
attggataat 
gttgtacaac 
ctctgtccat 
gcaagtcaga 
ttttcaattt 
gcagctagtt 
taggaagtgt 
tttagcacat 
aaataaattt 
tggtataaaa 
taaatttccc 
cataagtget 
gtcggtgtga 
cagacattct 
gaatattcat 
t t cccttgga 
aatgeagage 
gggcttcacc 
t caagecagt 
taggtt tagt 
aaccagatca 
tgaactgttc 
gacatttctg 
aacataccag 
gtgactgtgt 
gaagagt cgt 



ataagatget 
ggaaaagtgt 
gtggtttgac 
ggatatatgg 
gtctccagac 
ttgtttcctg 
agaatttgtg 
tttagcatcg 
t tcctatgaa 
tggctgeatt 
attacaactt 
aatatttcat 
caggatgttc 
gattttattg 
ctaatatt ta 
tatgagaacg 
agcttt ttga 
tgaaaacgtt 
accttggt tg 
gect agattt 
tcagaagt eg 
t cccgt cagt 
cagcctgtgc 
agetactgea 
gaaatacaga 
ggagctacac 
cgattt ttag 
tatttttgtg 
ettactgeta 
ttggatcatg 
t acactget t 
gtggtgtgaa 

-j -] .-~J +■" *~ f-t r- " • 



tatagaattt 
taattccaaa 
tgcaggcatg 
aaccctact t 
agtgggatgt 
aatttattaa 
acgaaagctg 
gggctgctgg 
ctaatgacaa 
tttgagcatt 
gacagctcca 
ettttgetta 
aaaggaaagg 
tattgegtta 
ttgaaattgc 
aagtttaaaa 
agatttaagc 
aaggttttct 
gaccccaagt 
actagcgtgt 
cgt tt ctgta 
ggtgctgct c 
tgcccact t t 
gaggcat ttt 
cttaat tegt 
attaatatgt 
ccatggaaca 
ttataattta 
ctggattttt 
ataagcaaaa 
ctcccatgcc 
ttggtttgtg 



438 



486 



j34 



582 



63 8 



698 
758 
818 
878 
93 8 
998 
1058 
1118 
1178 
1238 
1298 
1358 
1418 
1478 
1538 
1598 
1658 
1718 
1778 
1838 
1898 
195 8 
2 018 
2 078 
213 8 
2198 
2 2 5 8 
2318 
2 3 7 8 
24 3 8 
2 4 98 
2558 
2618 
2678 
2738 
2798 
2858 

~> O 1 o 
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tctaactcat tttaacaagg tagcctgacc tgcataagat cacttgaatg ttaggtttca 3158 

tagaactata ctaatcttct cacaaaaggt ctataaaata cagtcgttga aaaaaatttt 3218 

gtatcaaaat gtttggaaaa ttagaagctt ctccttaacc tgtattgata ctgacttgaa 3278 

ttattttcta aaattaagag ccgtatacct acctgtaagt cttttcacat atcatttaaa 3338 

cttttgtttg tattattact gatttacagc ttagttatta atttttcttt ataagaatgc 3398 

cgtcgatgtg catgctttta tgtttttcag aaaagggtgt gtttggatga aagtaaaaaa 3458 

aaaaataaaa tctttcactg tctctaatgg ctgtgctgtt taacattttt tgaccctaaa 3518 

attcaccaac agtctcccag tacataaaat aggcttaatg actggccctg cattcttcac 3578 

aatatttttc cctaagcttt gagcaaagtt ttaaaaaaat acactaaaat aatcaaaact 3638 

gttaagcagt atattagttt ggttatataa attcatctgc aatttataag atgcatggcc 3698 

gatgttaatt tgcttggcaa ttctgtaatc attaagtgat ctcagtgaaa catgtcaaat 3758 

gccttaaatt aactaagttg gtgaataaaa gtgccgatct ggctaactct tacaccatac 3818 

atactgatag tttttcatat gtttcatttc catgtgattt ttaaaattta gagtggcaac 3878 

aattttgctt aatatgggtt acataagctt tattttttcc tttgttcata attatattct 3938 

ttgaataggt ctgtgtcaat caagtgatct aactagactg atcatagata gaaggaaata 3998 

aggccaagtt caagaccagc ctgggcaaca tatcgagaac ctgtctacaa aaaaattaaa 4058 

aaaaattagc caggcatggt ggcgtacact gagtagtttg tcccagctac tcgggagggt 4118 

gaggtgggag gatcgcttca gcccaggagg ttgagattgc agtgagccat ggacatacca 4178 

ctgcactaca gcctaggtaa cagcacgaga ccccaactct tagaaaatga aaaggaaata 4238 

tagaaatata aaatttgctt attatagaca cacagtaact cccagatatg taccacaaaa 4298 

aatgtgaaaa gagagagaaa tgtctaccaa agcagtattt tgtgtgtata attgcaagcg 4358 

catagtaaaa taattttaac cttaatltyL 1 I I lagtagt gtttagattg aagat t gagt 4418 

gaaatatttt cttggcagat attccgtatc tggtggaaag ctacaatgca atgtcgttgt 4478 

agttttgcat ggcttgcttt ataaacaaga ttttttctcc ctccttttgg gccagttttc 4538 

attacgagta actcacactt tttgattaaa gaacttgaaa ttacgttatc acttagtata 4598 

attgacatta tatagagact atgtaacatg caatcattag aatcaaaatt agtactttgg 4658 

tcaaaatatt tacaacattc acatacttgt caaatattca tgtaattaac tgaatttaaa 4718 

accttcaact attatgaagt gctcgtctgt acaatcgcta atttactcag tttagagtag 4778 

ctacaactct tcgatactat catcaatatt tgacatcttt tccaatttgt gtatgaaaag 4838 

taaatctatt cctgtagcaa ctggggagtc atatatgagg tcaaagacat ataccttgtt 4898 

attataatat gtatactata ataatagctg gttatcctga gcaggggaaa aggttatttt 4958 

taggaaaacc acttcaaata gaaagctgaa gtacttctaa tatactgagg gaagtataat 5018 

atgtggaaca aactctcaac aaaatgttta ttgatgttga tgaaacagat cagtttttcc 5078 

atccggatta ttattggttc atgattttat atgtgaatat gtaagatatg ttctgcaatt 5138 

ttataaatgt tcatgtcttt ttttaaaaaa ggtgctattg aaattctgtg tctccagcag 5198 

gcaagaatac ttgactaact ctttttgtct ctttatggta ttttcagaat aaagtctgac 5258 

ttgtgttttt gagattattg gtgcctcatt aattcagcaa taaaggaaaa tatgcatctc 5318 

aaaaat 5324 



•:210> 125 
<211> 7 7 
<212> PRT 

■:213> Homo sapiens 
■;4 00> 12 5 

Met Arg Tyr Leu Leu Pro Ser Va 1 
1 5 

Tyr Val Leu Ala Trp Gly Val Trp 
20 

Ala Arg Phe Tyr Gin Ala Leu Asp 

35 40 
Ser Met Val Leu Phe Phe Phe Glu 

50 55 
Gly Leu Leu Leu Thr Ser Trp Pro 



Val Leu Leu Gly Thr Ala Pro Thr 

10 15 
Arg Leu Leu Ser Ala Phe Leu Pro 
25 30 
Asp Arg Leu Tyr Cys Val Tyr Gin 
45 

Asn Tyr Thr Gly Val Gin Leu Thr 
60 

Ser Gly Arg Met Arg 
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238 
PRT 

Homo sapiens 



<213> 



<220> 



<221> SITE 
<222> 98.. 103 
<22 3> Box II 

<400> 126 

Met Arg Tyr Leu Leu Pro Ser Val Val Leu Leu Gly Thr Ala Pro Thr 

15 10 15 

Tyr Val Leu Ala Trp Gly Val Trp Arg Leu Leu Ser Ala Phe Leu Pro 

20 25 30 

Ala Arg Phe Tyr Gin Ala Leu Asp Asp Arg Leu Tyr Cys Val Tyr Gin 

35 40 45 

Ser Met Val Leu Phe Phe Phe Glu Asn Tyr Thr Gly Val Gin His Gly 

50 55 60 

Gly lie Tyr Val Lys Arg Ser Ala Lys Phe Asn Glu Lys Glu Met Arg 
65 70 75 80 

Asn Lys Leu Gin Ser Tyr Val Asp Ala Gly Thr Pro Met Tyr Leu Val 

85 9U 95 

lie Phe Pro Glu Gly Thr Arg Tyr Asn Pro Glu Gin Thr Lys Val Leu 

100 105 110 

Ser Ala Ser Gin Ala Phe Ala Ala Gin Arg Glu Phe Leu Cys Lys Glu 

115 120 125 

Cys Pro Lys lie His lie His lie Asp Arg lie Asp Lys Lys Asp Val 

130 135 140 

Pro Glu Glu Gin Glu His Met Arg Arg Trp Leu His Glu Arg Phe Glu 
145 150 155 160 

Tie Lys Asp Lys Met Leu lie Glu Phe Tyr Glu Ser Pro Asp Pro Glu 

165 170 175 

Arg Arg Lys Arg Phe Pro Gly Lys Ser Val Asn Ser Lys Leu Ser lie 

180 185 190 

Lys Lys Thr Leu Pro Ser Met Leu lie Leu Ser Gly Leu Thr Ala Gly 

195 2 00 2 05 

Met Leu Met Thr Asp Ala Gly Arg Lys Leu Tyr Val Asn Thr Trp lie 

210 215 220 

Tyr Gly Thr Leu Leu Gly Cys Leu Trp Val Thr lie Lys Ala 
225 230 235 



:::;o> 12 7 

:: i : . • 291 

12 > pp.t 

;2 13:> Homo sapiens 



<221> SITE 

<222> 98 . . 103 

■;22 3> Box II 

•:22 1> SITE 

•:222 > 149. .157 
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15 10 15 

Tyr Val Leu Ala Trp Gly Val Trp Arg Leu Leu Ser Ala Phe Leu Pro 

20 25 30 

Ala Arg Phe Tyr Gin Ala Leu Asp Asp Arg Leu Tyr Cys Val Tyr Gin 

35 40 45 

Ser Met Val Leu Phe Phe Phe Glu Asn Tyr Thr Gly Val Gin His Gly 

50 55 60 

Gly lie Tyr Val Lys Arg Ser Ala Lys Phe Asn Glu Lys Glu Met Arg 
65 70 75 80 

Asn Lys Leu Gin Ser Tyr Val Asp Ala Gly Thr Pro Met Tyr Leu Val 

85 90 95 

lie Phe Pro Glu Gly Thr Arg Tyr Asn Pro Glu Gin Thr Lys Val Leu 

100 105 110 

Ser Ala Ser Gin Ala Phe Ala Ala Gin Arg Gly Leu Ala Val Leu Lys 

115 120 125 

His Val Leu Thr Pro Arg lie Lys Ala Thr His Val Ala Phe Asp Cys 

130 135 140 

Met Lys Asn Tyr Leu Asp Ala lie Tyr Asp Val Thr Val Val Tyr Glu 
145 150 155 160 

Gly Lys Asp Asp Gly Gly Gin Arg Arg Glu Ser Pro Thr Met Thr Glu 

165 170 175 

Phe Leu Cys Lys Glu Cys Pro Lys He His lie His He Asp Arg lie 

180 185 190 

Asp Lys Lys Asp Val Pro Glu Glu Gin Glu His Met Arg Arg Trp Leu 

195 200 205 

His Glu Arg Phe Glu He Lys Asp Lys Met Leu He Glu Phe Tyr Glu 

210 215 220 

Ser Pro Asp Pro Glu Arg Arg Lys Arg Phe Pro Gly Lys Ser Val Asn 
225 230 235 240 

Ser Lys Leu Ser lie Lys Lys Thr Leu Pro Ser Met Leu lie Leu Ser 

245 250 255 

Gly Leu Thr Ala Gly Met Leu Met Thr Asp Ala Gly Arg Lys Leu Tyr 

260 265 270 

Val Asn Thr Trp He Tyr Gly Thr Leu Leu Gly Cys Leu Trp Val Thr 

275 280 285 

lie Lys Ala 
290 



<210> 128 

<211> 261 

-:212> PRT 

■:213> Homo sapiens 
•:220> 

•:22H SITE 

<222> 66.. 73 

v22 3> Box 1 I 

<221> SITE 

<222> 119 . .127 

<223> Box III 

<:4 00> 12 8 



S I A K I Vqiu'ik c-s ( il \ I i i 1 \t >I .Sequent I isl A\k h\K ui 
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Ala Arg Phe Tyr Gin Ala Leu Asp Asp Arg Leu Tyr Cys Val Tyr Gin 

35 40 45 

Ser Met Val Leu Phe Phe Phe Glu Asn Tyr Thr Gly Val Gin Met Tyr 

50 55 60 

Leu Val lie Phe Pro Glu Gly Thr Arg Tyr Asn Pro Glu Gin Thr Lys 
65 70 75 80 

Val Leu Ser Ala Ser Gin Ala Phe Ala Ala Gin Arg Gly Leu Ala Val 

85 90 95 

Leu Lys His Val Leu Thr Pro Arg lie Lys Ala Thr His Val Ala Phe 

100 105 110 

Asp Cys Met Lys Asn Tyr Leu Asp Ala lie Tyr Asp Val Thr Val Val 

115 120 125 

Tyr Glu Gly Lys Asp Asp Gly Gly Gin Arg Arg Glu Ser Pro Thr Met 

130 135 140 

Thr Glu Phe Leu Cys Lys Glu Cys Pro Lys lie His lie His lie Asp 
145 150 155 160 

Arg lie Asp Lys Lys Asp Val Pro Glu Glu Gin Glu His Met Arg Arg 

165 170 175 

Trp Leu His Glu Arg Phe Glu lie Lys Asp Lys Met Leu lie Glu Phe 

180 185 190 

Tyr Glu Ser Pro Asp Pro Glu Arg Arg Lys Arg Phe Pro Gly Lys Ser 

195 200 205 

Val Asn Ser Lys Leu Ser lie Lys Lys Thr Leu Pro Ser Met Leu lie 

210 215 220 

Leu Ser Gly Leu Thr Ala Gly Met Leu Met Thr Asp Ala Gly Arg Lys 
225 230 235 240 

Leu Tyr Val Asn Thr Trp lie Tyr Gly Thr Leu Leu Gly Cys Leu Trp 

245 250 255 

Val Thr He Lys Ala 
260 



<210> 129 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 129 

Met Arg Tyr Leu Leu Pro Ser Val Val Leu Leu Gly Thr Ala Pro Thr 

15 10 15 

Tyr Val Leu Ala Trp Gly Val Trp Arg Leu Leu Ser Ala Phe Leu Pro 

20 25 30 

Ala Arg Phe Tyr Gin Ala Leu Asp Asp Arg Leu Tyr Cys Val Tyr Gin 

3 5 4 0 4 5 

Ser Met Val Leu Phe Phe Phe Glu Asn Tyr Thr Gly Val GLn Asn Phe 

5 0 5 5 6 0 

Ser Ala Lys Asn Val Gin Lys Phe lie Phe Thr Leu Tie Val Ser Thr 
65 70 75 80 

Lys Lys Met Ser Gin Lys Asn Lys Asn He 
85 90 



-;210> 130 
•:211> 68 
<212> PRT 
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Tyr Val Leu Ala Trp Gly Val Trp Arg Leu Leu Ser Ala Phe Leu Pro 

20 25 30 

Ala Arg Phe Tyr Gin Ala Leu Asp Asp Arg Leu Tyr Cys Val Tyr Gin 

35 40 45 

Ser Met Val Leu Phe Phe Phe Glu Asn Tyr Thr Gly Val Gin Asp Ala 

50 55 60 

Tyr Arg lie Leu 
65 



<210> 131 
<211> 66 
<212> PRT 

<213> Homo sapiens 
<400> 131 

Met Arg Tyr Leu Leu Pro Ser Val Val Leu Leu Gly Thr Ala Pro Thr 

15 10 15 

Tyr Val Leu Ala Trp Gly Val Trp Arg Leu Leu Ser Ala Phe Leu Pro 

20 25 30 

Ala Arg Phe Tyr Gin Ala Leu Asp Asp Arg Leu Tyr Cys Val Tyr Gin 

35 40 45 

Ser Men Val Leu Phe Phe Phe Glu Asn Tyr Thr Gly Val Gin Arg Leu 

50 55 60 

Asp Ser 
65 



<210> 132 
<211> 97 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> 81 . .83 
<22 3> Box I 

<400> 132 

Met Arg Tyr Leu Leu Pro Ser Val Val Leu Leu Gly Thr Ala Pro Thr 

1 5 10 15 

Tyr Val Leu Ala Trp Gly Val Trp Arg Leu Leu Ser Ala Phe Leu Pro 

20 25 30 

A: a Arg Phe Tyr Gin Ala Leu Asp Asp Arg Leu Tyr Cys Val Tyr Gin 

3 5 4 0 4 5 

Ser Met Val Leu Phe Phe Phe Glu Asn Tyr Thr Gly Val Gin lie Leu 

50 55 60 

Leu Tyr Gly Asp Leu Pro Lys Asn Lys Glu Asn lie lie Tyr Leu Ala 
6 5 70 75 80 

Asn His Gin Ser Thr Asp Val Ser Cys Asp Phe Ser Arg Arg Tyr Lys 
85 90 95 

Val 



! 1 0 > 13 3 
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<220> 

<221> SITE 

<222> 81 . . 83 

<22 3> Box I 

<400> 133 



Met 


Arg 


Tyr 


Leu 


Leu 


Pro 


Ser 


Val 


Val 


Leu 


Leu 


Gly 


Thr 


Ala 


Pro 


Thr 


1 








5 










10 










15 




Tyr 


Val 


Leu 


Ala 
20 


Trp 


Gly 


Val 


Trp 


Arg 
25 


Leu 


Leu 


Ser 


Ala 


Phe 
30 


Leu 


Pro 


Ala 


Arg 


Phe 
35 


Tyr 


Gin 


Ala 


Leu 


Asp 
40 


Asp 


Arg 


Leu 


Tyr 


Cys 
45 


Val 


Tyr 


Gin 


Ser 


Met 
50 


Val 


Leu 


Phe 


Phe 


Phe 
55 


Glu 


Asn 


Tyr 


Thr 


Gly 
60 


Val 


Gin 


lie 


Leu 


Len 


Tyr 


Gly 


Asp 


Leu 


Pro 


Lys 


Asn 


Lys 


Glu 


Asn 


He 


He 


Tyr 


Leu 


Ala 


65 










70 










75 










80 


Asn 


His 


Gin 


Ser 


Thr 
85 


Val 


Asp 


Trp 


He 


Val 
90 


Ala 


Asp 


He 


Leu 


Ala 
95 


lie 


Arg 


Gin 


Asn 


Ala 
100 


Leu 


Gly 


His 


Val 


Arg 
105 


Tyr 


Val 


Leu 


Lys 


Glu 
110 


Gly 


Leu 


Lys 


Trp 


Leu 
lib 


Pro 


Leu 


Tyr 


Gly 


Cys 
12U 


Tyr 


Phe 


Ala 


Gin 


His 
12 b 


Gly 


Gly 


lie 


Tyr 


Val 
130 


Lys 


Arg 


Ser 


Ala 


Lys 
135 


Phe 


Asn 


Glu 


Lys 


Glu 
140 


Met 


Arg 


Asn 


Lys 


Leu 


Gin 


Ser 


Tyr 


Val 


Asp 


Ala 


Gly 


Thr 


Pro 


Asn 


Phe 


Ser 


Ala 


Lys 


Asn 


145 










150 










155 










160 


Val 


Gin 


Lys 


Phe 


He 
165 


Phe 


Thr 


Leu 


He 


Val 
170 


Ser 


Thr 


Lys 


Lys 


Met 
175 


Ser 


Gin 


Lys 


Asn 


Lys 


Asn 


He 























180 



<210> 134 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> 81 . . 83 
<223> Box I 

<22l:- SITE 

■ ::;:::> ieo . . 165 

■=:23:- BOX II 
■;400> 134 

Met Arg Tyr Leu Leu Pro Ser Val 
1 5 
Tyr Val Leu Ala Trp Gly Val Trp 
20 

Ala Arg Phe Tyr Gin Ala Leu Asp 

35 40 
Ser Met Val Leu Phe Phe Phe Glu 



Val Leu Leu Gly Thr Ala Pro Thr 

10 15 
Arg Leu Leu Ser Ala Phe Leu Pro 
25 30 
Asp Arg Leu Tyr Cys Val Tyr Gin 
45 

Asn Tyr Thr Gly Val Gin He Leu 
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85 










90 










95 




Arg 


Gin 


Asn 


Ala 


Leu 


Gly 


His 


Val 


Arg 


Tyr 


Val 


Leu 


Lys 


Glu 


Gly 


Leu 








100 










105 










110 






Lys 


Trp 


Leu 


Pro 


Leu 


Tyr 


Gly 


Cys 


Tyr 


Phe 


Ala 


Gin 


His 


Gly 


Gly 


lie 






115 










120 










125 








Tyr 


Val 


Lys 


Arg 


Ser 


Ala 


Lys 


Phe 


Asn 


Glu 


Lys 


Glu 


Met 


Arg 


Asn 


Lys 




130 










135 










140 










Leu 


Gin 


Ser 


Tyr 


Val 


Asp 


Ala 


Gly 


Thr 


Pro 


Met 


Tyr 


Leu 


Val 


lie 


Phe 


145 










150 










155 










160 


Pro 


Glu 


Gly 


Thr 


Arg 


Tyr 


Asn 


Pro 


Glu 


Gin 


Thr 


Lys 


Val 


Leu 


Ser 


Ala 










165 










170 










175 




Ser 


Gin 


Ala 


Phe 


Ala 


Ala 


Gin 


Arg 


Gly 


Lys 


Asp 


Asp 


Gly 


Gly 


Gin 


Arg 








180 










185 










190 






Arg 


Glu 


Ser 


Pro 


Thr 


Met 


Thr 


Glu 


Phe 


Leu 


Cys 


Lys 


Glu 


Cys 


Pro 


Lys 






195 










200 










205 








He 


His 


He 


His 


He 


Asp 


Arg 


lie 


Asp 


Lys 


Lys 


Asp 


Val 


Pro 


Glu 


Glu 




210 










215 










220 










Gin 


Glu 


His 


Met 


Arg 


Arg 


Trp 


Leu 


His 


Glu 


Arg 


Phe 


Glu 


He 


Lys 


Asp 


225 










230 










235 










240 


Lys 


Met 


Leu 


He 


Glu 


Phe 


Tyr 


Glu 


Ser 


Pro 


Asp 


Pro 


Glu 


Arg 


Arg 


Lys 










245 










250 










255 




Arg 


Phe 


Pro 


Gly 


Lys 


Ser 


Val 


Asn 


Ser 


Lys 


Leu 


Ser 


He 


Lys 


Lys 


Thr 








260 










265 










270 






Leu 


Pro 


Ser 


Met 


Leu 


He 


Leu 


Ser 


Gly 


Leu 


Thr 


Ala 


Gly 


Met 


Leu 


Met 






275 










280 










285 








Thr 


Asp 


Ala 


Gly 


Arg 


Lys 


Leu 


Tyr 


Val 


Asn 


Thr 


Trp 


He 


Tyr 


Gly 


Thr 




290 










295 










300 










Leu 


Leu 


Gly 


Cys 


Leu 


Trp 


Val 


Thr 


He 


Lys 


Ala 













305 310 315 



<210> 135 

<211> 300 

<212> PRT 

<213> Homo sapiens 
<;:2 0> 

<221> SITE 

-2 22 > 81 . . 83 

;223> Box I 

<221> SITE 
::2 2:> 160. .165 

:: I;3> BOX I I 

: 4 0 0 > 13 5 

Met Arg Tyr Leu Leu Pro Ser Val 
1 5 
Tyr Val Leu Ala Trp Gly Val Trp 
20 

Ala Arg Phe Tyr Gin Ala Leu Asp 

35 40 
Ser Met Val Leu Phe Phe Phe Glu 

50 55 



Val Leu Leu Gly Thr Ala Pro Thr 

10 15 
Arg Leu Leu Ser Ala Phe Leu Pro 
25 30 
Asp Arg Leu Tyr Cys Val Tyr Gin 
45 

Asn Tyr Thr Gly Val Gin lie Leu 
60 
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Arg Gin Asn Ala Leu Gly His Val Arg Tyr Val Leu Lys Glu Gly Leu 

100 105 110 

Lys Trp Leu Pro Leu Tyr Gly Cys Tyr Phe Ala Gin His Gly Gly lie 

115 120 125 

Tyr Val Lys Arg Ser Ala Lys Phe Asn Glu Lys Glu Met Arg Asn Lys 

130 135 140 

Leu Gin Ser Tyr Val Asp Ala Gly Thr Pro Met Tyr Leu Val lie Phe 
145 150 155 160 

Pro Glu Gly Thr Arg Tyr Asn Pro Glu Gin Thr Lys Val Leu Ser Ala 

165 170 175 

Ser Gin Ala Phe Ala Ala Gin Arg Glu Phe Leu Cys Lys Glu Cys Pro 

180 185 190 

Lys lie His lie His lie Asp Arg lie Asp Lys Lys Asp Val Pro Glu 

195 200 205 

Glu Gin Glu His Met Arg Arg Trp Leu His Glu Arg Phe Glu He Lys 

210 215 220 

Asp Lys Met Leu He Glu Phe Tyr Glu Ser Pro Asp Pro Glu Arg Arg 
225 230 235 240 

Lys Arg Phe Pro Gly Lys Ser Val Asn Ser Lys Leu Ser He Lys Lys 

245 250 255 

Thr Leu Pro Ser Met Leu He Leu Ser Gly Leu Thr Ala Gly Met Leu 

260 265 270 

Met Thr Asp Ala Gly Arg Lys Leu Tyr Val Asn Thr Trp He Tyr Gly 

275 280 285 

Thr Leu Leu Gly Cys Leu Trp Val Thr lie Lys Ala 
290 295 300 



<210> 136 

<211> 185 

<212:> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 

< 2 2 2 > 81. . 83 

<223> Box I 

<221> SITE 
<222> 160 . . 165 
<22 3> Box II 

< 4 0 0 > 13 6 

Met Arg Tyr Leu Leu Pro Ser Val Val Leu Leu Gly Thr Ala Pro Thr 

1 5 10 15 

Tyr Val Leu Ala Trp Gly Val Trp Arg Leu Leu Ser Ala Phe Leu Pro 

20 25 30 

Ala Arg Phe Tyr Gin Ala Leu Asp Asp Arg Leu Tyr Cys Val Tyr Gin 

35 40 45 

Ser Met Val Leu Phe Phe Phe Glu Asn Tyr Thr Gly Val Gin He Leu 

50 55 60 

Leu Tyr Gly Asp Leu Pro Lys Asn Lys Glu Asn He lie Tyr Leu Ala 
6 5 7 0 7 5 8 0 

Am His Gin Ser Thr Val Asp Trp He Val Ala Asp lie Leu Ala lie 
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115 120 
Tyr Val Lys Arg Ser Ala Lys Phe 

130 135 
Leu Gin Ser Tyr Val Asp Ala Gly 
145 150 
Pro Glu Gly Thr Arg Tyr Asn Pro 
165 

Ser Gin Ala Phe Ala Ala Gin Arg 
180 



125 

Asn Glu Lys Glu Met Arg Asn Lys 
140 

Thr Pro Met Tyr Leu Val lie Phe 
155 160 
Glu Gin Thr Lys Val Leu Ser Ala 
170 175 

Gly 
185 



<210> 137 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> amplification oligonucleotide PGlASel3 

<400> 137 

accggggtcc agttgactg 19 



<210> 138 

<211> 17 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<2 2 1 > misc_feature 

<222> 1 . . 17 

<223> amplification oligonucleotide PGlASel4 

<400> 138 

cggggtccag catggag 17 



<210> 13 9 

<2 11> 16 

<212> DNA 

< 2 ':;*■> Homo Sapiens 

• :2 

<22Z> misc_f eature 
<222> 1 . . 16 

<223> amplification oligonucleotide PGlASelS 
<400> 139 

ccggggtcca ggcctt 16 



-210- 140 
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<220> 

<221> mi sc_f eature 
<222> 1 . . 16 

<223> amplification oligonucleotide PGlASel6 
<4 0 0> 14 0 

cggggtccag gccttg 16 



<210> 141 

<211> 21 

<212> DNA 

<2 13> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 

< 2 2 2 > 1..21 

<223> amplification oligonucleotide PGlASel7 

<400> 141 

accqqggtcc agaatttctc t 21 



<210> 14 2 
<211> 19 
<212> DNA 

>:213> Homo Sapiens 
< 2 2 0 > 

<221> misc_feature 

_ , n n -> % ^ 2. 9 

<223> amplification oligonucleotide PGlASel8 
<400> 142 

cggggtccag gatgcttat 19 



<210> 143 
<211> 23 

• :212> DNA 

•;213> Homo Sapiens 

• 2 2 0 :: 

• ^21 m i sc_f eat u re 

•:1":22: 1 . . 23 

■:223: amplification oligonucleotide PGlASe24 
•:400> 143 

aatcatcaaa gcacagcatg gag 23 



■;210> 144 
-:211> 2 8 
- 2 1 2 - DNA 



s s! I A K I Si'LjucnLC^ t 1 1 N \ \\'.\k ; ] ): v-quctwd isWVv I )\B \n 



105 



Docket No. GEN-T1 13XC3D2 



< 2 2 2 > 1 . . 28 

<223> amplification oligonucleotide PGlASe25 



<400> 144 

caaatcatca aagcacagat gtatcttg 



28 



<210> 145 

<211> 20 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 

< 2 2 2 > 1..20 

<223> amplification oligonucleotide PGlASe26 

<400> 145 

atcaaagcac aggccttgca 20 

<210> 14 6 
<211> 2 6 
<::12> DNA 

-:213> Homo Sapiens 



■ :212> DNA 

•:213;- Homo Sapiens 

■ :220> 

■ :221: misc_f eature 

i . . 28 

amplification oligonucleotide PGlASe2 8 
•>;00> 14 7 

atcatcaaag cacaggatgc ttatagaa 28 

<210> 148 

<211> 31 

<212> DNA 

•:213> Homo Sapiens 




m isc_f eature 
1 . . 26 

amplification oligonucleotide PGlASe27 



<400> 146 

agcaaatcat caaagcacag aatttc 



26 



<210> 14 7 
■;211> 28 
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<400> 148 

gtgttacttt gctcagatgt atcttgtgat t 31 



<210> 149 

<211> 23 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 
<222> 1 . . 23 

<223> amplification oligonucleotide PGlASe36 
<400> 149 

tactttgctc aggccttgca gta 23 



<210> 150 

<211> 2 7 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> mi sc_ feature 
<222 > 1. .21 

<223> amplification oligonucleotide PGlASe37 
<400> ISO 

gggtgttact ttgctcagaa tttctct 27 



<210> 151 

<211> 29 

<212> DNA 

<213> Hcimo Sapiens 

<22 0> 

<221> misc_f eature 

< 2 2 2 > 1 . . 2 9 

<223> amplification oligonucleotide PGlASe38 

< 4 0 C i : . : 5 1 

ggtgttactt tgctcaggat gcttataga 29 



<210> 152 
<211> 20 
<212> DNA 

<213> Homo Sapiens 

<22 0> 

■'221- mi sc feature 
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20 



<210> 153 
<211> 23 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 23 

<223> amplification oligonucleotide PGlASe47 
<400> 153 

caggaactcc aaatttctct gca 23 



<210> 154 
<211> 25 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> nisc_feature 
<222> 1 . . 25 

<223> amplification oligonucleotide PGlASe48 
<400> 154 

cgcaggaact ccagatgctt ataga 25 



<210> 155 

< 2 1 1 > 22 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> mi sc_f eature 

<222> 1 . . 22 

<223> amplification oligonucleotide PGlASe57 

< 4 0 0 > 15 5 

ct gcccaaccj tgaatttctc tg 



■;2U)> :56 
<211> 2 2 
<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc__f eature 
<222> I. .22 

<223> amplification oligonucleotide PGlASe5 8 
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<210> 157 

<211> 23 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 23 

<223> amplification oligonucleotide PGlASe68 

< 4 0 0 > 15 7 

cgaccatgac gggatgctta tag 23 



<210> 158 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> mi sc_f eature 
<222> 1..19 

<223> amplification oligonucleotide PGlASelX 
<400> 158 

ccggggtcca gagattgga 19 



<210> 159 

<211> 26 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1..26 

<223> amplification oligonucleotide PGlASeX2 

<400> 159 

aaagtggaag gccctcttta acaata 26 



• i : (■> 1 6 0 
<:::;!> 25 
<2:i2> DNA 

<2 13> Homo Sapiens 
<220> 

<221> mi sc__f eature 
<222> 1..25 

<223> amplification oligonucleotide PGlAelb3 

- 4 0 0 - 16 0 
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<211> 24 
< 2 1 2 > DNA 

<213> Homo Sapiens 



<220> 

<221> misc_f eature 

<222> 1 . .24 

<223> amplification oligonucleotide PGlAelb4 



<400> 161 

gccctcttta acacatggag gaat 



24 



<210> 162 
<211> 2 8 
<212> DNA 

<213> Homo Sapiens 

<220> 

<22 1 > misc_feature 
<222> 1 . .28 

<223> amplification oligonucleotide PGlAelbS 
<400> 162 

ggccctcttt aacaatgtat cttgtgat 28 



<210> 163 

<211> 25 

<212> DNA 

<213> Homo Sapiens 




misc_f eature 
1 . . 25 

amplification oligonucleotide PGlAelb6 



< 4 0 0 > 16 3 

gccctcttta acagccttgc agtat 



25 



< 2 3 0 > 




DNA 



Homo Sapiens 



< 2 2 0 > 




mi sc_f eature 
1. .25 

amplification oligonucleotide PGlAelb7 



<400> 



164 



ggccctcttt aacaaatttc tctgc 



25 
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<213> Homo Sapiens 

<220> 

<221> misc_f eature 

<222> 1 . . 28 

<223> amplification oligonucleotide PGlAelb8 

<400> 165 

gaaggccctc tttaacagat gcttatag 



<210> 166 

<211> 2 6 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> m i sc__f eature 

<222> 1 . .26 

<223> amplification oligonucleotide PGlAe3b4 

<400> 166 

atgctggatt atagcatgga ggaatc 



<210> 167 

<211> 31 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

< 2 2 1 > misc_feature 

<222> 1 . . 31 

<223> amplification oligonucleotide PGlAe3b5 



<400> 167 

caaaatgctg gattatagat gtatcttgtg a 



31 



:10> 16 8 
'.11 > 2 3 
:12> DNA 

1 ; Homo Sapiens 



misc feature 



<222> 1 . . 23 

<223> amplification oligonucleotide PGlAe3b6 
< 4 0 0 > 168 

tgctggatta taggccttgc agt 



M 0 > 16 9 
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<220> 

<221> misc_feature 
<222> 1 . . 28 

<223> amplification oligonucleotide PGlAe3b7 
<400> 169 

tgctggatta tagaatttct ctgcaaag 28 



<210> 170 

<211> 30 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 
<222> 1 . . 30 

<223> amplification oligonucleotide PGlAe3b8 
<400> 170 

ccaaaatgct ggattatagg atgcttatag 30 



<210> 171 

<211> 21 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_f eature 
<222> 1 . . 21 

<223> amplification oligonucleotide PGlAe5b6 
<400> 171 

tatctttgca tggcagcctt g 21 



< 2 1 0 > 1^2 

<211> 2 3 

<212> DNA 

<213> Homo Sapiens 

<220:- 

1 :■ m .. sc_ feature 

• 2 22- 1 .23 

• 2 2 3: amplification oligonucleotide PGlAe5b7 
<4 00> 172 

ctttgcatgg caaatttctc tgc 23 



<210> 173 
<211> 2^ 
<2\2> DNA 
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<222 > 1 . .27 

<223> amplification oligonucleotide PGlAe5b8 
<400> 173 

ttatctttgc atggcagatg cttatag 21 



<210> 174 
<211> 20 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . .20 

<223> amplification oligonucleotide PGlAe56b 
<400> 174 

ctgcccaacg tgggaaagac 20 



<210> 175 
<211> 21 
<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 
< 2 2 2 > 1 . . 21 

<223> amplification oligonucleotide PGlAe46b 
<40 0> 175 

gcaggaactc caggaaagac g 21 



<210> 176 
<211> 25 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> misc_feature 

• amplification oligonucleotide PGlAe36b 
■:4 00> :. 7 6 

tgttactttg ctcagggaaa gacga 25 



<210> 177 

<211> 22 

< 2 1 2 > DNA 

<213> Homo Sapiens 
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<400> 177 

atcaaagcac agggaaagac ga 



22 



<210> 178 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> mi sc_f eature 

, -~> ~> o ^ ^ 2 9 



2 2 3 > amplification oligonucleotide PGlAel6b 



<4 0 0 > 17 8 

ccggggtcca gggaaagac 



19 



<210> 17 9 
<211> 56520 



;2i: 



DNA 



< 2 1 3 > Homo sapiens 
<220> 

<221> exon 



<222> 2001 . . 2216 

< 2 2 3 > exonl 

<221> exon 

<222> 18196 . . 18265 

< 2 2 3 > exon2 



<221> exon 
< ° n 



23716 . .23831 
exon3 



:i> exon 
; 2 > 2 5 5 7 0, 
exon 4 



35659 



■:: 2 2 - : • exon 

. 34668 . . 34758 

.223 . exonS 

•:: 2 2 ".. : exon 

< 2 2 2 > 4 0 6 8 5 . . 4 0 8 4 3 
•::22 3> exon6 

< 2 2 1 > exon 

<222> 48067 . .48190 
<22 3> exon7 

-221 - exon 
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<222 > 54493 . . 54498 

<223> AATAAA 

<22 1 > primer_bind 

< 2 2 2 > 1991 . .2008 

<223> upstream amplification primer 5-63 

< 2 2 1 > primer_bind 

<222> 2505 . .2525 

<223> downstream amplification primer 5-63 , complement 

<221> prime r_bmd 

<222> 4091 . .4111 

<223> downstream amplification primer 99-622 

< 2 2 1 > prime r_bind 

<222> 4528 . .4546 

<223> upstream amplification primer 99-622 , complement 

<221> prime r_bind 

<222> 5475 . .5495 

<22 3> downstream amplification primer 99-621 

<221> prime r_bind 

< 2 2 2 > 5927 . .5947 

<223> upstream amplification primer 99-621 , complement 

<221> primer_bmd 

<222 > 8127 . . 8144 

<223> downstream amplification primer 99-619 

< 2 2 1 > primer_bind 

<222> 8560 . . 8578 

<223> upstream amplification primer 99-619 , complement 

<221> primer_bmd 

<222> 11622 . .11639 

■;223> upstream amplification primer 4-76 

•:221> pr mer_b:;. nd 

•:222:- 12018 . . 12037 

■:223> downstream amplification primer 4-76 , complement 

2 2 1 : p r ; me r_b \ nd 

2 2 2 • 11930 i ; 947 

■:223 - .- upstream amplification primer 4 77 

<221> pr i me r_b i nd 

< 2 2 2 > 12339 . . 12358 

<223> downstream amplification primer 4-77 , complement 

• :221> primer^bind 
•:222> 12915 . . 12932 

• 7 7 1 • ud stream amp! i f i '-a t i on primer 4-71 
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< 2 2 1 > primer_bind 
<222> 13216 . . 13233 

<223> upstream amplification primer 4-72 

<221> primer_bind 
<222> 13617 . . 13636 

<223> downstream amplification primer 4-72 , complement 

<221> primer_bind 
<222> 13547 . . 13564 

<223> upstream amplification primer 4-73 

<221> primer_bind 
<222:> 13962 . . 13981 

<223> downstream amplification primer 4-73 , complement 

<221> primer_bind 
<222> 15994 . . 16011 

<223> downstream amplification primer 99-610 

<221> pr imer_bind 
<222> 16463 . . 16480 

<223> upstream amplification primer 99-610 , complement 

< 2 2 1 > primer_bind 
< 2 2 2 > 17304 . . 17324 

<223> downstream amplification primer 99-609 

<221> primer_bind 
<222> 17814 . . 17832 

<223> upstream amplification primer 99-609 , complement 

< 2 2 1 > primer_bind 

< 2 2 2 > 18008 . . 18027 

<223:< upstream amplification primer 4-90 

<2 21:- primer_bind 
•;222> 18423 . . 18442 

•:22j.> downstream amplification primer 4-90 , complement 
< 2 2 1 : ■ p r i me r _b i nd 

• 1 86 99. . i 8 7i c 

• 2 : • downstream amplification primer 99 607 

■: 2 2 1 :■ pi" i mer_b i nd 
•:222:- 19164 . . 19182 

■:223:- upstream amplification primer 99-607 , complement 

<221> primer_bind 

<22 2> 22589.. 22609 

<223> downstream amplification primer 99-602 

■:22 1> primer bind 
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<222> 25098 . .25118 

<223> downstream amplification primer 99-600 

< 2 2 1 > primer_bind 
<222> 25657 . . 25674 

<223> upstream amplification primer 99-600 , complement 

<221> primer _bind 
<222> 26537 . .26557 

<223> downstream amplification primer 99-598 

<221> prime r_bind 
<222> 27022 . . 27040 

<223> upstream amplification primer 99-598 , complement 

<221> primer_bind 
<222> 3 22 62.. 3 2281 

<223> downstream amplification primer 99-592 

<221> primer_bind 

<222> 32823 . . 32841 

<223> upstream amplification primer 99-592 , complement 

<221> prime r_bind 
<222> 34215 . . 34233 

<223> upstream amplification primer 99-217 

<221> primer_bind 
< 2 2 2 > 34624 . . 34644 

<223> downstream amplification primer 99-217 , complement 

< 2 2 1 > pi"imer_bind 
<222> 34473 . . 34491 

<223> upstream amplification primer 5-47 

<221> primer_bind 
<222> 34916 . . 34936 

<223> downstream amplification primer 5-47 , complement 

<221> prime r_bind 
<222> 34702 . . 34722 

<223> downstream amplification primer 99-589 
2 2 ". > p r i. me r_b i. nd 

• : • 3 si 8 2 . . 35200 

• 2 2 :- • upstream amplification primer 99 589 , complement 

<22 1> primer_bind 
<222> 39591 . .39611 

<223> upstream amplification primer 99-12899 

< 2 2 1 > prime r_bind 
<222> 39971 . . 39991 

<223> downstream amplification primer 99-12899 , complement 
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<221> primer_bind 
<222> 40932 . .40950 

<223> downstream amplification primer 4-12 , complement 

<221> primer_bind 
<222> 40629 . .40649 

<223> downstream amplification primer 99-582 

<221> primer_bind 
<222> 41058 . .41078 

<223> upstream amplification primer 99-582 , complement 

<221> primer_bind 
<222> 45729 . .45746 

<223> downstream amplification primer 99-576 

<221> prime r_bind 
<222> 46186 . .46203 

<223> upstream amplification primer 99-576 , complement 

< 2 2 1 > primer_bind 
<222> 47879. .47896 

<223> upstream amplification primer 4-13 

<221> primer_bind 
<222> 48217 . .48236 

<223> downstream amplification primer 4-13 , complement 

< 2 2 1 > primer_bind 
<222> 48902 . .48922 

<223> upstream amplification primer 99-12903 

<221> primer_bind 
<222> 49331 . .49351 

<223> downstream amplification primer 99-12903 , complement 

<221> primer_bind 
<222> 49830 . . 49848 

<22 3> upstream amplification primer 5-56 

<221> primer__bind 

<222> 5C271 . . 50290 

• ■ downstream amp 1 if i cat ion pr imer 5 56 , complement. 

<221> primer_bind 
< 2 2 2 > 50172.. 5018 9 

<223> upstream amplification primer 4 61 

<2 2 1 > primer_bind 

<222> 50573 . . 50591 

<223> downstream amplification primer 4-61 , complement 

■-221 > primer bind 
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<222> 50940 . . 50959 

<223> downstream amplification primer 4-62 , complement 

<221> primer_bind 

<222> 50555 . .50572 

<223> upstream amplification primer 4-63 

<221> primer_bind 

<222> 50964 . . 50983 

<223> downstream amplification primer 4-63 , complement 

<221> primer_bind 

<222> 50774 . . 50792 

<223> upstream amplification primer 4-64 

<221> primer_bind 

<222> 51183 . .51202 

<223> downstream amplification primer 4-64 , complement 

<221> primer_bind 

<222> 51146 . .51165 

<223> upstream amplification primer 4-65 

<221> prime r_bind 

<222> 51479 . .51496 

<223> downstream amplification primer 4-65 , complement 

<221> prime r_bind 

<222> 51593 . .51610 

<223> upstream amplification primer 4-67 

<221> prime r_bind 

<222> 29734 . .29744 

<223> upstream amplification primer 4-67 , complement 

<2 21> primer_bind 

<222> 51167 . . 51185 

<22 3 > upstream amplification primer 5-50 

<::l:l> primer_bind 

<222;- 51667 . . 5168~ 

• :223:- downstream amplification primer 5-50 , complement 
• ; 2 2 1 > p r i me r b i nd 

■ 51 3 37 . . 5 1 4 x- 

• 2 2 •• • upstream amplification primer 5 71 

• :221> prime r_bind 
<222> 51826 . .51843 

<223> downstream amplification primer 5-71 , complement 

• :221> primer_bind 
•:222> 51772 . . 51789 

<-223 > upstream amplification primer 5-30 
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<221> primer_bind 
<222> 51850 . . 51867 

<223> upstream amplification primer 5-58 

<221> primer_bind 
<222> 52382 . . 52400 

<223> downstream amplification primer 5-58 , complement 

<221> primer_bind 
<222> 52507 . . 52527 

<223> upstream amplification primer 5-53 

<22 1> primer_bmd 
<222> 52997 . . 53017 

<223> downstream amplification primer 5-53 , complement 

<221> primer_bind 
■;222> 52703 . . 52721 

;223> upstream amplification primer 5-60 

<221> prime r__bind 
<222> 53142 . . 53162 

<223> downstream amplification primer 5-60 , complement 

<221> primer_bind 
-;222> 53001 . . 53018 

•:223> upstream amplification primer 5-68 

<221> primer_bind 
■;222 > 53521 . . 53538 

<223> downstream amplification primer 5-68 , complement 

< 2 2 1 > primer_bind 
<222> 53459 . . 53476 

•;223> upstream amplification primer 5-66 

<221> primer_bind 
•:222 > 53920 . . 53940 

■:223> downstream amplification primer 5-66 , complement 
• :221> primer_bind 

■:::::;:> 5420: . . 54220 

■-223:' upstream amplification primer 5 62 

■ ::;:;:!> primer_bind 
•;222> 54681 . . 54701 

<223> downstream amplification primer 5-62 , complement 
<400> 179 

gtggatctgt gactgttcgc aggaagagag gagcgggagc aggacagaca ataactgata 60 
gtcaggagct gggtttggag ataaagaggg aacaagagaa agttaagttc tgtgttttca 120 
tggcaaacat tgcacaaaag tttacaactt cgtgactaac agtaatctgg ggtgattcac 180 
aacaaattta cacataaaca catatttact gactttatac acagcaatcc taacgtgaac 240 
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ttcacctggc tttgtcccca aaggtcatca tctaccaatg atgttgttat ttgatgttaa 540 

tcatgtataa agaaagtagc taccatcctg gccctgatta gaacttccca ctgaaatacc 600 

gtcctgccta aaggtagcac aggtttccat tatggtggtg gtggggaggg ggcgggaata 660 

tatatatata tatatatata tatatatatg gtaaagcatt cggcattctt ttaaagtaca 720 

actatccttg aaaagggtta catattaaac catttttacc acagccaaag gggaggagaa 780 

agatccaaaa gtcctgtgga tctgctttaa catcaataaa acagttatcc acccttcgta 840 

gcttttagtg aaggctacaa aagtatgctt tttatggatt acacatgtgc acgcaactac 900 

tttaattact acagaaaaaa acgaggctcc ttattaaaaa aaaatcagaa acaagtccaa 960 

cagactctga ggaaatgaag caagagtgaa ttctgaaaag gtctaataaa cagtatggaa 1020 

atatccttgt gggattgttc ttcagctatg cataaacatg taattatcat cattactgtg 1080 

atggggaaaa acacggaccc taattctgaa acaccctggt agcgagagac gggcaggagg 1140 

ggctgctgcg cactcagagc ggaggctgag gaggcggcgt ccccttgcaa aggactggca 1200 

gtgagcagat ggggacactc gagctgcccc gcgacctggg ccgagctgcc tacaacctgg 1260 

gcccaggtgc ctgcaagaat tagacctccg ataacgttaa cacccacttt ctcactgctc 1320 

taattgtgtg catcccggcg cccaggggct tgtgagcagc aggtgcgcgt tccaggcagc 1380 

tccagcgacc cttaaacctg accgcgcgca cgtccggccc gagggagcag aacaagaggc 1440 

acccggaccc tcctccggcc agcacccacc ttcacccagt tccgtcagtc gccaccacct 1500 

cccttcccgc gtccgcagcc ggcccagctg gggagcatgc gcagtggccg gagccgggtt 1560 

gcccgcgcca cagcaggtag ctgtactgca actgtcggcc caaaccaacc aatcaagaga 1620 

cgtgttattg ccgccgaggt ggaactatgg caacgggcga ccaatcagaa ggcgcgttgt 1680 

tgccgcggag ccccctgccc cggcaggggg atgtggcgat gggtgagggt catggggtgt 1740 

gagcatccct gagccatcga tccgggaggg ccgcgggttc ccttgctttg ccgccgggag 1800 

cggcgcacgc agccccgcac tcgcctaccc ggccccgggc ggcggcgcgg cccatgcggc 1860 

tgggggcgga ggctgggagc gggtggcggg cgcggcggcc cgggcccggg cggtgattgg 192 0 

ccgcctgctg gccgcgactg aggcccggga ggcgggcggg gagcgcaggc ggagctcgct 1980 

gccgccgagc tgagaagatg ctgctgtccc tggtgctcca cacgtactcc atgcgctacc 2040 

tgctgcccag cgtcgtgctc ctgggcacgg cgcccaccta cgtgttggcc tggggggtct 2100 

ggcggctgct ctccgccttc ctgcccgccc gcttctacca agcgctggac gaccggctgt 2160 

actgcgtcta ccagagcatg gtgctcttct tcttcgagaa ttacaccggg gtccaggtga 2220 

gccgcctccc gctcccgggt ctcggcgtcc acccgagctc ccgggggcgc ggacctctcc 2280 

gctcccccac agctggcgag ggtcacccgg ccggcccggc ggacccagca cggagagcac 2340 

gtgccgcctc cccgccttcc tctccgcatg cttcctgccg ttctgccgag atcgctctct 2400 

aggaagctgt ggctgcgtcg tcctgaggct acgagtggga cccgccgccc ctttccccgc 2460 

ccctcgcctg ggtctgatgc tgcttagcaa agtgggtgca gatgcacgtt ttaaataata 2520 

gggcacgcgt ttagcagttt ctggcctttg gtccaaagag gtggtcatgt tggaacagat 2580 

cggagacgtc tacactccga agtgcgcttt tacagtgacc tcttgaaaca gaagtacaat 2640 

tcggtcttgt gttctttccc ctggacaagt gaaagctggg cgaagaaatg aatacatttg 2700 

ttaaccgtag aagcctaact agatacaatt cttgccaact ttaactgggc ttgaatgtgt 2760 

gggtgatctg ttgtctgatt actttctttc tgttactgtt tctctgtaga gattggattc 2820 

gtagattaaa cttgagaaac aaaccataaa agtggaaggc cctctttaac agtaggtatt 2880 

tgaagtgtta taaaaaaaaa aaaggtgaat ttttctttta tttctcagtt tgaaagaaca 2940 

gctttattct tggttattcc taatgtccac ctagtcctct tttacttttc ttggtagggt 3000 

tagggtggca tggggaaatg ggacggtatc attttgtctt tttaactttt tttttttcca 3U60 

cctacagcag ctgtttttac cctgtggtca gtcaggtact atatttagtt tgcagttgca > 1 2 0 

ctgctgatcg acccttgatg gccccagttg gaagttgttt ggggggaagg aactaggaga 3 "1 8 0 

ggccagggce tccatttaaa ccagtgtctg taagtgt rtc cttggaagga aaaaaagata 3240 

ctgttccagg tcatggtttc ctggtagttg acgtttaaaa tgggcctcat ttaaaaattt 3300 

caataattca ggctaatttt ttccctttat atggtaactc caccaagttt gtctaaatgt 3360 

atgattttta tcatgattaa gtttttactt ccacatcatg tgacaactgg cctgggatgg 3420 

gatataagct cagaacacaa agtcattcac ctgttaaaaa aataattcta tctgtggcgg 3480 

gttatgttat ttttgttcaa agaggacaca atatgatgca gaatacacca ttgaaggatt 3540 

ttttggtttg gcaagttctt atttttttaa atggctgtaa aacctagcag tgtttctgaa 3600 

attgcatacc ttacctgatg ttcagagatc cgatttactt cttgatttcc cagcaagtga 3660 

ttttgaaaac atttaatcta atcattcccc ccaccgtctg ttcaaatcaa aggaagtggc 3720 
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agtaacagag cagggtattt tgaatttatt agggtctttt tctgcagtct gggtttcctg 4020 

tgtacacaaa gctacctttc aatatttttt attgtttctg ttaagattaa atcaatagag 4080 

gaataaatag ctatcttcaa acataagacc caaaggaaaa agatttatag tgatgttctg 4140 

tcaccttatt ttttacctgt gactttgtac cattaacttt gtcactgaga tgttttgatt 4200 

aaaattttta gcttgctttt cttgttttgt taggacactc tttttttctt gaattgtttt 4260 

tatcagcttt cgtttgcaag gctagtgatg attctcttgt tctgtataaa gtattgttga 4320 

ctcatttctg aagggagttt tagtaattta agaggttata agtttttaaa taaaaggttt 4380 

attaatttat atatattaaa gaggcatttt aaaataaaat tttttttaaa tgacattttt 4440 

acacctttca actctaggtt taaaaaataa gtggttcaca gtagttcttg cagaagaata 4500 

ttttctttta catagaattt ttaagctgaa gagaagtagt agtaggtcca tgagatttat 4560 

gatctgtgct tggcaggtaa acctgcttcc aacaaattta gttggatttt tcttggattc 4620 

tgggtaaata cctttttctt ccccagtttc actactttat tttcatatgt atctctgaga 4680 

tagagaaata tttcagtcag tgctgctaaa attgttcctt ataactcgtt tatcctttta 4740 

ggtccttcca gaatctctca ttggtactga aactcaaatg ggtactttct tcaccattta 4800 

tttctttaga ataagtaata agaattttat aagctttttt atatttcacg taatttgaga 4860 

ctattgaaaa tccagttaag tctctctact gtgttgagag gcattgattc aagtacctgt 4920 

gttactttcc tgtgctgcca aaacagatca cctcaaacta agcggcttaa aataatagaa 4980 

cttaagttct cgtgattctg gaggccagca ctttgaaatc aaggtgtagg ctcaatttta 5040 

ctccctctgg aggccctagg gggaatctgt tcttgtgggt ttcaacttct ggtgactggt 5100 

ggcattcctt ggcttggggc cccatcactt caacctctgc cttacagtcc ttgctgccac 5160 

ctcttctgtc tcacatctca ctctcccttt ctcttagaag gatgcttgtc attgggttta 5220 

gagcccacct ggatattccg ggatgatctc ttcatctcaa gatccttaat tataactgca ^~60 

aagagccttt ttccaaataa gaaaacattc acaggttcca gggcttagga tgtggacaca 5340 

ttttttgagg ggctgccctt cattccccca caacaatgaa ctccatagtt ctgcctattc 5400 

agtattttgt agttatttcg tagtttaact tgccttattt ctttaggtat ttacgtatta 5460 

aagcattttg gtctctgctt tctttaacag agaacctggt tttctgtaat aagtttactt 5520 

actttcccat aatcttttag tttcttattt acagatttac cttcacatat cccttaagta 5580 

gaacatttga ttaactgttt tattttcgga acaaatctgc attctgtata ataaccaact 5640 

tattcatatt tcggtattct tttaattctt atctgattct gaaattacca tcttgtgatt 5700 

atatatatat atatatggaa ataactgaaa tcttgataaa ttaaaggtga tataacttct 5760 

aagacaatta attatgtatg atgtggtgaa tatactggtg tttggtttgt ttgccactta 5820 

aaagccctat ctataggata ggaagtaact tgaatgtgga atgcttagag actcagagta 5860 

agaggccgta tatatatcct tgagctggag tttaaggaaa acttatggga aattaaaagg 5940 

aaagttggag tactgacaga ggattgcgta ggactcatga aaaaggaatg aagttacctt 6000 

aaattctatc atcgtgagtt aacgtgaaac tagatttatg ttagtttata gcctagaatt 6060 

ctatcctagg aatctagata tatcctaaat gttgagatag ctgcataaac aataactgta 6120 

atcgttatga taaataatga caaatctttt tagcatgttt tgtgaagctg ataaatgtta 6180 

ataggatgtc ttcaaatgtc agaattcttt tttctttgct tcttttttaa aaaatttctt 6240 

ttcccccatt cctatgcaat acactgaaaa ctgatcattg aaatttgtag gccaaaaaat 6300 

taatcaacac gtaatagatt ggggtttggg tttttttgag tcagggtctt cttctgtcac 6360 

ccaggctctg gtgcggtggc accatcatgg ctcattgcag ccttgaatgc ctgggttcaa 6420 

gtgatcctcc ggagtagctg ccgtgccatt atttctagct aatttttaaa agtttttgta 6460 

gaaatggggt ctttctgtgt tgcccaggct ggtcttgaat tcctggcctc aggtgatcct 6540 

tctgccttgg cctcccaaag tgctgggatt acaggtgtga gccaccatgc ctagccccta 66' : 0 

ataaatattc taattaccga tttatcttgc t:aaatcagt tggtaacact tggaatttac 6f->'-0 

ttcagaatat attttacatt agtggctctg actgctaatt cccccttctc caaatgctaa 6 ""2 0 

tgtaatataa caataaaatg cacagttctt aagtttatat aaaataaaca ggttttcagt 6760 

tgacctgctt taagtgtaaa atagtgtgaa aaacacaaga aagaagataa agaatttaag 6840 

attttgacat ttctctaata tgcccttaac ttctccaagg attcatactt ttttttgtaa 6900 

gacagaatct cacactgttg cccaaaccag aggtgcagtg gtgcagtctc cactcactgc 6960 

aacctctgcc cccgggctca agcggtcctc ccacctcagc ctcctgagta gctgggacta 7020 

caggtacaca gcaccatgcc cagctaattt ttttttttgg tattttttag tgggggtaga 7 080 

gacgagattt tgccatattg cccagtctgg ttttgagctc ctgggctcaa gtgatccgtc 7140 

cttqatccac catgcttagc tgattcatac tcttaactga aacattgttc caagtttctc 7200 
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aaatgttgcc cagcgtcgtc tctgatacct atagtcctaa caagaatatg aatcatacct 7500 

tgtatcctta attttactct tctctgctta tttgccattc atgtgaagac cttaaataga 7560 

tcttaaattg cttccttcac tttagctgag agtgacagga ctgtgtaggt gtgggtgtgt 7620 

ttctgcattt gcttatttaa gcaggataat aaaaactttt actataggaa attaaacatt 7680 

tcccaatcaa atacaattcc agtctaacac aattaaattc tggttaggga actgcttaac 7740 

ttactagact tataggaaaa tactaaaaaa atgtaactag aactctattt ttacacttta 7800 

taaatataaa cctctgtgaa caaaccagtt atttcaggtt gcatttgtgt atagtttttt 7860 

aatgcctgat ttttctattt taaaatcaca gatgcaatta tacattcaaa cactgccaca 7920 

atactttgag aaagttaaag tttcccctac tcctacactg cgtacacctt tcctaggtac 7980 

atcccagttt ggtgtgtaac tttagatttc ttccaagagc ttttgagtaa gtgtttgaat 8040 

tgtgggaagg ttctttagtt aaatgaactt cttacagatc agttttttag tacagtagca 8100 

cgaaatatac ctgcatacct atggggatac ctctgtgcca ttacgatgga aggcacggga 8160 

aaacagcact ccgtatatac ctagtttact ttccctcttt tgtatatttg tctgattttg 8220 

tggagctgat gcttctcaag tggaatcaga agttaacttt tcctttacta ttttctcatt 8280 

ttattatggt ttcttaacta gaggttgatg ttagtggttg gaccattcaa tagtaagtaa 8340 

tgacttttca gtaagggatc tctagaaccc agatccctta attcctgcaa tattcccgtg 8400 

tgtacattgt tccaggtgct gtcctgggta ccaagggata caatgtttga tagacaatgt 8460 

acctgccatt atggaggtca cattctagtg tgggaagaca aacaataaca agaaaatgaa 8520 

aatttactgt gccatgccag gttgtttagc ctggtgggtg agaggtaggg gtttggaaaa 8580 

tcttactgag caagtgacat ttgtgtggag ctctgtaaaa gggccagctt ggaaggtaat 8640 

gtagtcatcc aggtgagaaa tgatggttag gggagtggaa agagtggatg ttaagattga 8700 

aaagaattcc aaatctattt tagtggtagc tgatagggct ttgtgattga atgcggagga 8760 

aaaagaagag ggtgggttag taacacactc agtcgcagtt agtgagtgct gctgtgtgca 8820 

agtattgttc tattatgtaa ataattccat ctttacaaag taggcaccat tcttcctctt 8880 

ttacagacaa ggaaaaggga acacccatgg ttcacatctg tagtagccta gccaggagtt 8940 

tcaggcactt attttctgaa gatgctctgc ctggcaatgt ggttatattg gttgaaatga 9000 

gaccccctac tttcaaggta ttcatctagg aaagacatga actgccaatt acaatatagg 9060 

ataacactga aattagagac gtgtttatta actttgccat acagaggtaa agtaactctt 9120 

taaagtaact ctttgcttgg gttagtggag aaggctataa aaattacttg gagtttttac 9180 

tttgaacatg cgtaattaac atggaatgtt tagggaaaag aggttttcaa ttgataacat 9240 

aataaacatg aggagtttga agcatggcat tcaaggtttt ctaaattctg ccccggttaa 9300 

cttttccatt cgttggtttc attctagtct agcttttcct tctgggccgc ccctccccac 9360 

attagaccgc tcctctctgg aattccaact caagcccttg cttttctcca tctgtcatga 9420 

tgttacccca tctcattgtc agggtaactt ttatgtaata ttaacatata taatactgat 9480 

ataacattag catattttaa tgtatggatc atctcctctg caacattgta acctcttgga 9540 

gatggcaata atgggaagaa tgacttgatt ttactttttc ttttaacaaa aatggtggag 9600 

tagtctgggc acggtgtggc tcatgcctgt aatcccagca ttttgggagg ccaaggaggg 9660 

tggatcactt gaggtcaggc attcgagacc agtctggcca acattgtgaa accccatctc 9720 

taccaaaaaa atacaaacac ttactgggca tggtggtgtg tgcctgtagt cctagctact 9780 

caggaggctg aggtgggaga atcacttgaa catgggaggt agaggctcca gcttgggcga 9840 

cagagtgaga ccctgtctca aaagaaaaaa aaggtaaaag ggccaggtgc ggaggctcac 9900 

gctggtaatc caagcacttt gggaggctga ggcaatggat cacctgaggt cgggagttcg 9960 

agatcagcct gaccaacatg gagaaacccc ttctctacta aaaatacaaa attagccggg 10020 

cgtggtggtg cctgcctgta atctaagcta ca^gggaggc tgaggcagga gaatca:ttg lOUtiO 

aacccaggag acagaggttg tggtgagcca agatggcacc attgcactcc cgactgggca 10 140 

acaagagcga aattccgtct caaaacaaac aaacaaacaa aacaaaacag agagaaaagg 1020 0 

cagagtactc tagggaattc tagtctgtgt ttctgtggaa atgtatatga atctcacttt 10260 

taagggatgg agatttttga atggcataac tagttgataa gttttgctct aacagggtac 10320 

ccaagtctag tgagtccgat tcattctttc cttaaataga tgaaggagga agaaacatga 10380 

ctccaccctc aagagtaagg cagaatgagc aaagtcagag aagttaaaaa agaattctca 10440 

cgcagccagc agtgcagaga aaccttggtt tagttgtgaa tcaaaaccag tactttttgt 10500 

aatttttgag cctatgcaat tctccaaggt tttatgttgt ttcttctgtt tctctgtagg 10560 

caccagaaat caaaacccca aataagaaag tgttacttga agattttaga gtacttattt 10620 

gtgtataagt gtaagtgata tttggaagac gactttactg cgctcctcca gcttggcatg 10680 
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actgaggaaa 
tgttgcatat 
tcttggtgca 
attttttgtt 
aaaat tacat 
tttttgcaga 
taggtgtaat 
cagtct caag 
atgagataat 
aacacaccct 
aaaagacaca 
ggccatggca 
ccccgtcact 

tgaaggtctt 

cagtctacaa 
acatccttct 
ttctgttaga 
aggcggctga 
ttcttactgg 
ttcagactaa 
attctttcat 
caacatatag 
ttagaactct 
ttggaatgat 
ggtcgaagat 
gacttgcata 
aaacatttgt 
ccaactagaa 
ggtgggagaa 
ctacttgcag 
ggcaggaatt 
acccggaaca 
atgaccatct 
gcaaatcaga 
ttacaggaca 
aactgttgga 
gaaacgttga 
ataatcgtgt 
gggggatatg 
acctcagtga 
acagaacaca 
ggggaactca 
aaaat gagac 
atgaccatgt 
ctggacacaa 
attacct tag 
ttatttttaa 
tgct tgtcaa 
aggctcctcc 
ccaatattgg 
ctgagaagaa 
gaaaaattag 
accctgatga 
caaggaaaaa 



taaaggagga 
gtaagcaggt 
cttacatat t 
ggtttttaat 
aagcttctaa 
gagtagtttt 
tcctatttct 
attctcgtcc 
acgtgaaact 
ctaaaataag 
tgcatgctga 
gt tccacagc 
gcctggcttt 
gtgtgtacag 
cgtacgagca 
ggaaaacact 
tgtagtctgc 
tgattccatg 
aagattgccc 
acttggagac 
tcctgatcat 
gcttatgtcc 
gtggagttga 
gtcaagagga 
tgtaaaaatt 
aatctggaga 
ggaaagcaag 
agaatttttt 
ctgaagttca 
gatcctcaag 
caatatctga 
ggaattccta 
tctgttggtc 
catcaccatt 
cccctggaga 
accaaattca 
tgttctatct 
tctaatccga 
atcagaagat 
ctctcgattg 
cccatgattg 
tgct tctagt 
agacttccag 
gctgtgggag 
t t tgatcaac 
aacct t tgca 
aggtaatgaa 
ggggcgttac 
atgtttgtaa 
ccagaaccca 
ggaagcactg 
agagtcat ca 
tt cagtgact 
ccccttgttg 



atacaactgt 
ggttcaccta 
gcattgct tc 
tttactcctt 
tatatgagaa 
gtcacagtca 
ctgccat tec 
ttaaatggaa 
gcctagctca 
aacagtacca 
gtgtatgaga 
atgacgtggt 
gatgettget 
tcgtgacctc 
ccagagttga 
gtgtaagctt 
aagcatcctg 
gatagcccac 
tgttcttatg 
tacagtcagt 
cctcaaaatt 
ttgagaagca 
attgeactat 
attctgattt 
tgttttaagt 
aagattatca 
tttagaacat 
tgcacattat 
gttagttcag 
taagecat tg 
tgaaaagatt 
ctcatcaaaa 
atttggtaga 
atcagcacaa 
tgggtagect 
ttatttacat 
tctcttaaaa 
gtgaacctga 
gt ctgtgat c 
aagagaagac 
ggt tgtcctg 
tctacctatg 
tacat tctgg 
t cagtgat cc 
t tat caaaaa 
aaaa tagata 
aactacat ca 
cacacact tg 
tgttgaccac 
caggaagttc 
tctttatctt 
ateaegcaga 
ttctggattt 
tt t ettgeag 



gtccaaatga 
aaagt tggat 
egggcttaat 
gtaattccgt 
gtcttctcac 
aaagattttg 
gtatgtcatc 
tactttttgt 
gtgaatggta 
aaagacagga 
aagaactttg 
tgctgtgggt 
t t cttcagct 
acatttccaa 
cgtgagacag 
tcagtgcgaa 
attttactgg 
tactagtatt 
atactgetge 
cagagaactt 
ttgaaaaaga 
gcagttaatt 
gcaagggatc 
ataacaggct 
gcaaacagtt 
ggatttaata 
cacatattct 
tttacattag 
tatggcaaag 
acgtggaaat 
agaaacataa 
ttctgeat tc 
ttatgtggtt 
gctaatagca 
ccagctttac 
tt tcaacaag 
aatctgctcc 
cgaaaatgga 
gtgtcctgag 
caagt tgtat 
ct t tttaaag 
ctgcatatga 
agaaagcccc 
ag :taaccga 
aaaact tgga 
gagatagtt t 
gtgtaat t cc 
aaeagat ttt 
acaagttgaa 
atcctatgga 
caggaagatc 
tccagtacag 
tgtttttcat 
tgctggagt t 



atact taact 
gtaacgtagt 
ttgtgttcat 
ggttgatatt 
ttgacatttt 
ggatcttgea 
tggat taagt 
catgetattt 
catcatagat 
tgtaaaataa 
tggect tctt 
ggtagagcag 
gagaggaege 
tttcctgctg 
acagcataca 
taaacatgat 
gcaagactat 
ttcacaaatt 
ccttttagct 
gctaggccac 
aattgtaaaa 
acctaaacac 
aagtaacaat 
atgaatgagt 
ttttattcag 
tggtgaatta 
tctgtttgga 
gttcaaaatt 
aaaaggcaaa 
taatagtttg 
agccttccat 
atacaagagg 
cacacttctt 
tcattctgga 
cacccaaaca 
atctggaaga 
taatggtggt 
aggtt tggag 
aagcaccagg 
tgatcagtgg 
ccaactgtga 
tgtagtggaa 
actaga tagt 
gggct t at eg 
atgacaatt t 
t ccttatgat 
agcatcataa 
tggcagatga 
tgtggcagag 
tgctaccaag 
acactgetgt 
agggtggcct 
a tgcaaaata 
ggaagaacca 



gggtgggagc 
taacgccagc 
ataggaataa 
caaagtgaaa 
ttat ttggaa 
gtgagaaacc 
gtcaact tct 
tgaagacaaa 
act cagaaaa 
gggcagtacc 
gggtggcaca 
acatgccgct 
agctgtgata 
gcagaaccca 
gaggcttgta 
cagtggcaag 
gttgatttac 
tcacaagaca 
tcatt tgctg 
ctctcaggtt 
attacatcag 
agcaagtacc 
aaaattatga 
acctt tccat 
ctttgaaaat 
tatggcatgt 
cagaccactt 
ectaatgeat 
taaagacaga 
ggaagtagta 
cacaattccc 
gaacctgatt 
ccaaatattt 
atcatcacta 
agctaagaaa 
tcatattaat 
attctacatg 
teaatgeaaa 
aacacctttg 
t tgggactt t 
gagacattct 
gaagtgctag 
gt ccaccagg 
ctggaacat t 
ctggtgccag 
gt t acatgge 
gt cagaacag 
ct tgggaaca 
ttaaatgacc 
cct tetgeca 
ttaaccaaga 
gaccatggag 
agagggct ag 
gcgt tcttaa 



10980 
11040 
11100 
11160 
11220 
11280 
11340 
11400 
11460 
11520 
11580 
11640 
11700 
11760 
11820 
11880 
11940 
12000 
12060 
12120 
12180 
122^ 0 
12300 
12360 
12420 
12480 
12540 
12600 
12660 
12720 
12780 
12840 

12 90 0 
12960 
13020 
13080 
13140 
13200 

1 3 2 6 0 
13320 
13380 
13440 
13 5 0 0 
1 ;■■ 5 6 0 
1 3 C 2 0 
13 6 8 0 
13 740 

13 8 0 0 
13860 
13920 
13980 
14040 

14 10 0 
14160 
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gtttgtattg 
taataatttt 
tgctt tacag 
acatt taaaa 
tgaaattctt 
gctctttctc 
ggataagaat 
gaagtagtt t 
ttacactcat 
ctcatcgtaa 
agaacctacc 
cccttgtagg 
cacat t ttat 
ttatttttat 
aactcctgaa 
tgctcctctg 
attgtgaaga 
gtgggaagat 
gtttctggtc 
tttccacagg 
ctgtatctgc 
atttgggtgt 
aaaagt tttt 
ttgagataaa 
gacattgtgt 
acctgttttt 
aaacaacaca 
cctgaaagcc 
tgtcctttgt 
taaatgaaaa 
atgaacctga 
atgaaaaaca 
tttgcagggt 
agaatgatgc 
aaactacctt 
aattcagtaa 
tcaggccatt 
tgtgttctgg 
tttttataat 
gggct taaga 
ctccccaaag 
aaatcagtgc 
t t tactcaca 
cat 1 1 atgtc 
tacatacata 
gctt ccagaa 
cctttctttc 
tatggacaag 
acaagatgca 
ttttaagtct 
acacacaaaa 
agtt taaaaa 
tagcatggaa 
qctcct cage 



attattgggc 
actattcaat 
cagaaatctt 
gttcaagtaa 
tatagctgta 
ttatccatta 
aatgacaggt 
acatagt t tc 
tttacaggca 
aatgacagat 
tcttagtggc 
gtagctaggg 
tgacgttagt 
ctttatttta 
gecaagegat 
tgcttggcta 
agtgactagt 
gactaggaaa 
tcctaataag 
gaaatttatg 
tgtgtctcag 
ggcatattct 
tttaaaaaat 
tgaagaatat 
tatggaggct 
aagattaaaa 
gatgtgatga 
agtgtgtgca 
gatgaagata 
gagaaatttt 
aattatcatg 
aaaagaaaag 
acatttgtag 
ctttaaaaag 
tattttgaaa 
acatctgtta 
gaggagctca 
atgctcctga 
tatgtagaga 
gat cttccct 
cactgggatt 
atactcaatg 
agecacgatg 
atcgat aaac 
gcactgtgca 
ctttatgtta 
ttctcttttt 
atagatctaa 
gaaacaaaaa 
ttacaagtat 
cagcagaagg 
taaactggaa 
t tcaaaagac 
cgcgacactg 



aagtagctgt 
gaaacgtt tt 
ataatgat ta 
t tataaacat 
cttctgtgta 
atcacttaac 
taacctat tt 
actgatttca 
aagaaatagg 
gaggattcaa 
tcttatgtta 
cttgtgaatt 
atttttacat 
aagagacagg 
tettctgett 
aagaaggggt 
caaaggagaa 
tgtatagtaa 
ggacagggaa 
tcctgcctta 
gtgccttcag 
ctgatctctt 
catgtttcaa 
atatttttta 
aaggtgttaa 
aagaatcaat 
aggegaggtg 
agataaataa 
gttat tcaga 
tttttctgta 
aacaagcaat 
ccgtatgttt 
aeggaactaa 
tcactggtgc 
atgaggtata 
aaaaccagct 
tagtccctaa 
aggagtgtgg 
cagggtctgg 
ccctgcccct 
gcaggcatgg 
gtcttgatgc 
t cacttttaa 
t ttatgaata 
gtt tctaagg 
tct aagtgca 
aagatat taa 
aaagect tag 
tgcccagaat 
actcccagtt 
actaatacag 
tgatgtttct 
ttctgecatt 
cccatgt acc 



ttgctatttt 
aaacggggta 
actggtaata 
tgtaaattgt 
atcaaagact 
agagttttga 
tagt tggtta 
ctacaatccc 
tttggagggg 
attcaagtct 
cagtataagg 
aagagactga 
gcacagggaa 
ggtcttgctg 
gagattcctg 
ttgtatgtga 
gaggatttca 
taaggtttgc 
acacctttac 
ggcagttagg 
ctcaaaataa 
tcaacagcat 
gatttgeatg 
acaaagaatg 
gcatgtgatt 
aggcagttta 
aaactggtcc 
gtttgtttga 
aatcattttt 
ggggatgtct 
tataatgaac 
tcttgtgcct 
tgtgatttaa 
actttaatta 
getttgecta 
tggtgctagg 
ggggctgggg 
geaggtgege 
ctgtgctgcc 
accgaccccg 
gccactatgc 
aat tctggct 
ctctgaacag 
aaaact cat t 
aaagtaatgg 
t ttgt ctgea 
taaatagtgt 
ctaat t tata 
aaaaacttag 
tcttgaaaaa 
gtacatcgaa 
ctcatact ta 
ccagt tcaga 
caacaggcct 



gatcttattt 
gaaaaagact 
tatttcgttg 
atatgtaatc 
ggggagagat 
ataaaaagtt 
ctatgtt eta 
aggaggagta 
ttgggtgttt 
taat tgaagt 
gagagcagac 
ttaacaggag 
ggagggt tt t 
tgttgccagg 
agtagcaggg 
ttt ttaacaa 
gctcccaggg 
tatgeaggtt 
agatggaaat 
ggaagggcag 

tcct tatgee 
catctatact 
tggaagacaa 
ctgtatattt 
actt tagatg 
tatgcatggg 
gcatctaatt 
cgaaagcaga 
attggctacc 
gatgagt tct 
ttaaaat tac 
tat tttgaag 
aaaatgagta 
ttttatttat 
ctggtgacaa 
ctcttggggt 
acttgtcatt 
accaccatgc 
catgctgggt 
cccgcccact 

ctgggctgtg 

tgt tggtaag 
atcaagct at 
gt gcaaat at 
aaacct t tgt 
aagttgt tgg 
catgaccaaa 
atettgeata 
caccattagc 
tttattctaa 
cacctgtgtg 
cagaataaag 
gccacccttc 
ccagggt tac 



cagaagggca 
agtttttgta 
gcataaaaat 
atattgaaat 
agactagcta 
ccatttcatg 
ggtgttgtat 
gttactatta 
tgcccaagtt 
ccattacttt 
tgttccttta 
aagaggcata 
atttttattt 
gctggactca 
actataggtg 
aggctgataa 
gtggtaaatt 
tattttgeca 
tcatatcacc 
agaattct tc 
aaagtagcat 
taacaacagc 
atggacatga 
atgtctctgt 
cegtatgact 
agcaagttaa 
caggccttct 
ataactagtt 
tctgaattaa 
taaaaagtgg 
ttaaagagtt 
tgacaaatta 
ctagatttac 
gtttattctg 
aagtgtaaat 
agaaaactga 
aggtgtgcag 
ctggctaatc 
ttgaactt ct 
ccacct cage 
caaaactt tt 
agaatgggga 
tggtat tact 
1 1 aaaca t ac 

gttaattgee 
agataatcct 
at ccatgatg 
agccatttcc 
aatatgtaag 
cctaccgccc 
ttttaatctt 
tggtctcct t 
tget tccat t 



14460 
14520 
14580 
14640 
14700 
14760 
14820 
14880 
14940 
15 0 0 0 
15060 
15120 
15180 
15240 

15 3 0 0 
15360 
15420 
15480 
15540 
15600 
15660 
15720 
15780 
15840 
15900 
15960 
16020 
16080 
16140 
162 0 0 
16260 
16320 
16380 
16440 
16500 
16560 
16620 

16 6 8 0 
16740 
16 8 0 0 
16860 
16920 
1 6 9 8 0 
i^r>40 

I'M. 0 0 
I'M. 6 0 
17220 
17280 
17340 
17400 
17460 
17520 
17580 
17640 
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gctctttgaa 
atgcttgcta 
acctgtacta 
tgagaaatct 
cttcacattg 
tgttttatct 
tatt tagcaa 
tacagatggc 
aaaacagcaa 
ttggaaagtc 
gatgtaagta 
agagtgtatt 
gtgtatacat 
actcgtttcc 
gggtttggtt 
caaaacagtg 
taattctaga 
ggtgacat ct 
gtacttttta 
aaacctgtag 
ataataccta 
aacaacctga 
ttttcttcct 
gatgaggtat 
attacattca 
gtatctgagt 
catttcactc 
ctggcctgtg 
gctgctgatg 
gtacagggaa 
gttaatttca 
acctgccagc 
ctagtagtga 
aatattgatc 
tccttcagat 
ctgcatgtat 
ctgacctgaa 
cgagtgcctg 
ggaaggctgc 
gattttaaat 
aaaaatgtgc 
t ccatagacg 
tgttaggaat 
actgt tgt t c 
tt t cctggec 
tcgct tgaca 
cgagt cagca 
gacaacactt 
gtaatggtgc 
cctcagcctc 
attttcagta 
aggtgatctg 
cctgcctgct 
actt ttcttg 



ggaagatata 
tatttttctc 
tacataactg 
aatttttgtt 
tcttcctttg 
tttagatatt 
atcatcaaag 
acatgggcat 
ttttctgtgc 
agaaacttga 
agctatcttc 
cattcttttt 
tttacatttt 
ttactatgct 
taattctagt 
cagtatatac 
gtcccaagaa 
taatataact 
attctccaaa 
ctacttttga 
gaagctcaaa 
tcaatatagt 
gtcagctgtc 
agaaagtaaa 
gatttatagg 
at tttcccca 
ttggcagaaa 
cagacatatt 
gatgtttctt 
tggctcttga 
tgtagagttg 
ttttctttgt 
ct tgtggagt 
actagtactg 
taaggacttc 
ttgggactag 
tttcatttat 
tgactttgta 
ttt ttgaaag 
ttctt tagaa 
at ataaaaat 
tggttcattg 
cacaacagag 
t get tagact 
tgatactcaa 
catccttgt c 
ggat atagtg 
tgcctttttt 
aatctcagct 
ccgagtagct 
gagatggggt 
cctgcct egg 
atttgecttt 
t tgaacagca 



tcttatgaac 
atgaggatat 
ct ttctgtac 
aatcatggat 
tatattacag 
gctatatgga 
cacaggtttg 
tcaaaatacc 
agatattaca 
aagctatgaa 
ttacttgett 
gtaagtgatg 
tgattgctaa 
egtcatttet 
tgctactgtt 
tttaggtgaa 
tttgcaaaaa 
gtagcacagt 
taattcagee 
tgegtactte 
gctggaaaca 
actcttaggg 
tcttcatgat 
agaagttaaa 
acaagggttg 
actttattac 
tagcaaaaca 
ggctgtttta 
ccaggtttta 
tagatttgat 
tctgtttaac 
ccaggtttca 
gggttctctg 
ttaatttgtg 
tagaaaacat 
aaggtactat 
cagtttagag 
tcaccgctct 
ccttt taaaa 
ttacaggctt 
ttgcatgtag 
t ctgat tgtg 
t at ct ctgaa 
ttctagtttg 
aagaat tgac 
tctacat tct 
gctgttattt 
tttttgagat 
cactgcaacc 
gggat tacag 
ttcaccatgt 
cctcccaaag 
t taatctcat 
tgcgtggtga 



agtgttttat 
tgattattct 
ctgagctat t 
ggaaatattc 
atgtt ttaaa 
gat ttgccaa 
tatttcattt 
gttcttatat 
cctgt tcttg 
t t ttcctaaa 
gctttgtttt 
tt tctagaag 
getgeagaaa 
agtgtctgct 
ccatcagagg 
gatact tcta 
gagtacattg 
agcagaat ca 
ctccaaaaaa 
etaaattgea 
gectgatcaa 
aaatcactta 
tttgtggttt 
atgcattttt 
aagctacaag 
atgactggtt 
gtcaaccaat 
cttctaatac 
aatatcaaac 
tt tectgeat 
aggattctct 
gtatgaactc 
aacatttctg 
tgettactae 
ccatgaaaaa 
gggaaggata 
aaccacttcc 
ggcaccacat 
t tctgtaagt 
tagtcagtat 
ttttagggtt 
t t taggtacc 
aatgtaat ta 
tcttctgcca 
atttaaatta 
gt ct ctgt ct 
ct tcccct ta 
ggagtttcac 
tttgcctccc 
acatgcacca 
tggtcaggct 
tgcagggatt 
gaaatgt tct 
gtagaatgt t 



atattgttag 
attttaattt 
tatgatctct 
acaacatcat 
atatcaaagt 
aaaataaaga 
gcatgaaacc 
ttaaatgaag 
tatttttgtg 
ct taccttct 
tcctttgtgt 
tagcattggt 
agctgtattg 
ct tcctttcc 
aattgeagag 
aaaacctttg 
tcagcaatat 
ggaaattgtc 
atcccacttc 
tttttattac 
tatagtactc 
tgcctgtggc 
ttattactgc 
ctcaat ttag 
gggttgatag 
cagactattt 
ggtcaatget 
cattctgett 
aaaagggatc 
ttcctttatt 
taaaattcct 
cactcgatta 
gaagtgttgc 
atgttggctt 
acagattaaa 
atcttcatac 
ccttcccttc 
cctcatccca 
tgagaaaata 
atgacagagc 
tcagagaccc 
cttctaaaac 
gcggaaagaa 
ggc ttgeegg 
gtctctctct 
ctgttagctt 
t ccttcaacg 
tcttgttgcc 
gggttcaagc 
ccacgcctgg 
ggtcttgaac 
acaggcgtga 
cttttcttgg 
a t aaaaaggg 



caatcaatga 
attacegtta 
gaggctcctg 
tcgtcagttt 
aatgtttttt 
aaatataata 
taggtttttc 
tgggtttttt 
attttacttt 
ccctctgttg 
agctctttaa 
gggtcgaagt 
gtatgt aagt 
tt cttcaaat 
aactggtct t 
tattttgagg 
ttttcccaat 
attgggtaag 
ttatgttttc 
tttaaaaaat 
ttaagctaaa 
tttttttaaa 
ttataccata 
tgaattaatg 
gaatcttgat 
tatctaatta 
gctgagaact 
t tcctgtcct 
tgtgggccca 
ttgatccagt 
tcttcagttt 
atagagctct 
tgatagtgat 
ttatatgtat 
aaaaacaatt 
tcagaccata 
accctacctc 
gcaggatt tg 
ct aggggaat 
ct tttcctag 
etaaagecta 
ccttttgaga 
cat tt caaag 
aataaatgag 
tcccttgttt 
atttctctct 
at ctac t tt t 
caggctgggt 
cattttcctg 
ctaattttgt 
tcctgacctc 
gccactgtgc 
ctgaagtgtc 
atggact ttg 



17940 
18000 
18060 
18120 
18180 
18240 

18 3 0 0 
18360 
18420 
18480 
18540 
18600 
18660 
18720 
18780 
18840 
18900 
18960 

19 020 
19 0 8 0 
19140 

1 y j u u 
19260 
19320 
19380 
19440 
19500 
19560 
19620 
19680 
19740 
19800 
19860 
19920 
19980 
20040 
20100 

2 016 0 
20220 
20280 
2 034 0 
2 0 4 0 0 
2 0 4 6 0 
2 0 S 2 0 
2 0 5 8 0 
2 0 640 
2 0 7 0 0 
20760 
20820 
20880 
20940 
21000 
210 6 0 
21120 
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atggcaggga 
ggaactgctg 
tccactcctc 
aagattctca 
atgaagt tat 
gtaatctgat 
tagcaaatat 
tttccactaa 
gtattttgga 
atataaccat 
aaaaattat t 
tccaagatgt 
tattgtctgc 
agacatgact 
ggctagggag 
cccaatagta 
actgtagggg 
catatgtata 
tccctgatta 
agtattaaaa 
agatttccca 
taaaacttta 
tttttaacat 
atgggtgatg 
agctcatgtg 
tcatcaggag 
cctgtatcat 
cccatcttct 
gtgttggaaa 
ctactgttat 
tttatttaac 
atatatctac 
ctagtaccga 
catatatata 
ttataatttc 
gctcattttg 
ttatctttga 
aatgtatat t 
gtacttttga 
gtcctgtctc 
taggacatgt 
actttgctca 
tttttttttt 
acagct cact 
gtagt tggga 
tgggggtct c 
ctaccaaaat 
ttttaaaatt 
ttattctcag 
gattatccat 
ataccaaaat 
ctgtgcacta 
atgtaaatgg 
taatttttat 



agcgctgcac 
t tt catgagg 
tcctccaagt 
cacagccaaa 
tgtcaaagta 
gtcctatctg 
tggtgacaca 
aatattcaag 
aatcttacac 
aaaaccatt t 
gcaggaaaaa 
gctgtagcct 
ttacttttgc 
agaaagaaat 
agggct tcaa 
tagatatctc 
agaatctttg 
ataattataa 
aaaagagaga 
tggctaaatc 
tagctgagag 
ttgtaattcc 
ttccttcctc 
atagaattat 
tgtattaact 
atagtt tgta 
t tgtctcctg 
gcacccactt 
ttttttcttt 
caattcatac 
tatagttatt 
ccagcatcat 
gtcctaaaaa 
cacactgaat 
ccctttctca 
ttccatacac 
aataaaaagc 
ttttaaatat 
agcccattca 
tgcagt tgac 
gcgctacgtg 
ggtaacttgt 
1 1 tggagaca 
gcagcct tga 
ccgtagtgcc 
gctgtgt tgc 
gctggattat 
taacaatata 
ttgaagtaat 
atgcggtttt 
ctaaggtgtt 
ct ttaaatca 
ttgttatact 
t tgt t cacat 



atgcagtatc 
atagggatga 
taatgggaac 
tttattgcta 
atataatctc 
aaaggtagct 
aagcttt tat 
tttaagggca 
tttctcttaa 
gtt t taaaat 
atgctaaacc 
ggtaaccata 
att tggtaca 
atgt t tatca 
caggaattta 
aacccaataa 
caagcaacat 
gtcttaagtc 
tgtataataa 
ttct ttggga 
ctaatcatct 
tctaaatcct 
tgactcactc 
tcttt tcaca 
agagaagtct 
gccatttact 
aatttcactt 
tgccacttcc 
ttgaaagctc 
catcttaccc 
agcagtctga 
tgtaaggcat 
ctcattagta 
atttagtggc 
ttaaaaaaac 
atgctgctgt 
ctttcaagaa 
ctcagataga 
tagtacaacc 
tggattgttg 
ctgaaagaag 
ttccatgctt 
gtctcacttt 
cct ctggggc 
caccat catg 
ccaggctggt 
aggtgtgaac 
ct t catgtga 
tttgtttggc 
ccttcagcat 
caagaccctc 
tctctagatt 
ttatttttta 
atttttgatc 



tcttggacta 
ggaaattaga 
tatgactctg 
tcttagttaa 
agctgtaact 
gagaataaac 
at tttgacta 
tagcccaggg 
aagttcttgg 
aaaacccatt 
tggtttttaa 
cagaaccata 
ggtataacag 
gttattattt 
tatactttag 
cacaggttgt 
tctacttata 
atcaagaaaa 
tggataagag 
tattctgact 
tgtaatctgt 
cagcttttat 
cttttgttct 
gattaacagt 
cccttacatt 
ttcaaatcca 
catttcctct 
tgtttgttta 
aactaacaac 
ttgtttttgc 
gatcatttta 
gtgagacctt 
gaagatgaag 
aattcatagt 
tttgttttct 
tggattattt 
atgcaaaaaa 
t ttaaagaaa 
tgtgaagagc 
ctgacatctt 
ggttaaaatg 
ttctctctat 
at tgctcagg 
t caagtgaac 
cccggctaaa 
ct tggactca 
tgccataccc 
atgtatggtt 
atttttagtg 
ctgtggggat 
atatagaatg 
acttataata 
tttgtattat 
tgtgatttgt 



cacagggccc 
cttgctgccc 
ctttggcttg 
attatgccag 
gagatagtca 
aagaaataaa 
gttaagctag 
cagcttat ta 
gaggggcatg 
tttaaaat tc 
ctttgtacgc 
cagaattagt 
ggtcgat t at 
ct tccatcta 
agaaaagtga 
gtctgtct ct 
gggagccata 
agttaact tg 
atttttcttg 
agtatggtgc 
ggaaaactgt 
tttctacaga 
cattttcatg 
tttcttttcg 
tcatttttat 
agtttctgcg 
ttaaaccatg 
attggcaagg 
ttctaggaag 
aaccctttgt 
cttggttaca 
tgtttgattg 
tgtccttgcc 
tgcat ttggc 
agact ttagg 
aggtattt tg 
aaaaagctca 
ttt taaacat 
ctcatgt acg 
ggccatcagg 
gctgccat tg 
atatgtagt t 
ctgagtgcag 
ctcctgcctc 
ttttctattt 
agcaat ctgc 
aaccctataa 
t t taaaatgg 
gtgtgtattt 
tggtt ttaga 
ggatagtatt 
t ctaatacat 
tttaattgtt 
tgaat ctgca 



tcatgaatta 
ctcactgcct 
at tgccatgg 
aacacaaaat 
gaaactgtct 
gagaattcag 
t tcttaaatg 
tgaacatgat 
tgaggccata 
t tccaaataa 
caactatatt 
tctcagaat t 
atggtttcta 
aat tagaagg 
tcattgatag 
gggatcatac 
acaaaagttt 
tgaatgataa 
gttaattttt 
attgtctaat 
cctctttggc 
cttttcttct 
gcctgagaac 
agtatcgttg 
gttttctttc 
gt tcttaaga 
tcctctgttt 
gccactctct 
ttttttattg 
taataacata 
taaggagcac 
ctgtcctaac 
ttttgctgaa 
cattttttgt 
atttagagaa 
tgactgtatt 
aaaaacagaa 
cctaatcata 
cgctaactgg 
cagaatgcgc 
tatgggtgtt 
tataaatttt 
tggtgtgaac 
tgcctcccaa 
tt tgtagaga 
ctgtct cage 
aaatgttata 
gt t taatagt 
atataegtet 
accaccacag 
tgcatataac 
tataaatgee 
atattatttt 
gatgtggaac 



21420 
21480 
21540 
216 0 0 
21660 
21720 
21780 
21840 
21900 
21960 
2 2 0 2 0 
22080 
22 140 
22200 
22260 
22320 
22380 
22440 
2 2 5 0 0 
2 2 5 6 0 
22620 
22680 
22740 
22 800 
22860 
22920 
22980 
23040 
23100 
23160 
23220 
23280 
23340 
23400 
23460 
23520 
23580 
2 3 640 
2 3 700 
2 3 760 
23820 
23880 
2 3 94 0 
2 4 0D0 
2 4 060 
2 4 1 2 0 
2 4 18 0 
2 4 2 4 0 
24300 
2 4 3 6 0 
24420 
24480 
24540 
24600 
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tctcccaagg 
gtttttttcc 
acactggatg 
aaccttaatt 
ggctttagta 
ctttagcagg 
gctttttagt 
atcaggtttt 
ccaacaaaac 
atgttgagac 
aaatatagat 
ctttttgatg 
ttgtggcagc 
cgaaacaagt 
tttttcttac 
t tgacaatgt 
ccctctatgt 
gtcctttgct 
gtctataaat 
ttacttcttg 
gtgcaaattt 
tgttaaatca 
gt tcaatctg 
cggagacaaa 
gtgctcagaa 
tgtcttccct 
tcatggtgaa 
tattcacatg 
gttgggtgac 
aacccttgag 
gaatttgggc 
atatggttta 
gtccatccca 
ttccttctgt 
tgggtgatgt 
ctgccagtgg 
tgtggctgcc 
tctgagtgtc 
ggtgtctgtt 
cccagtcttt 
tagatgcatt 
cttttttctt 
attcttcctt 
get actgegt 
gtgctagtgt 
ttttattata 
atctgagtct 
tcatactt cc 
gcaagttgtc 
gaggagtgga 
ttctcacagc 
cccgctagag 
agtggct etc 
tcqctagt t t 



cct ctctccc 
ctgtgcccaa 
actaatcctt 
accacctcta 
gactgatttg 
attgattttt 
gactctgtaa 
ttatttttaa 
taaact teat 
aaggcaattt 
taaattctga 
actctggcca 

atggaggaat 
tgcagagcta 
cagctctcag 
attttcccat 
acaggtaggc 
ggtcagtgga 
agaactaact 
tcttctttag 
tgaatgtctt 
ttcagtgtaa 
ctttgtatag 
gcaccatgat 
gcttagctcg 
cctctcctct 
ggaagaattc 
cctcttctag 
agaagcagaa 
aaccaagctt 
agaattgtgg 
tcgacttttt 
cttctctccc 
gtcctgctgt 
tggcatccta 
egctaggget 
ttcgtgagtt 
atttaaaaat 
attaattttg 
ct tctccagt 
attcgttttt 
tttgtgttac 
tggctgtgt t 
gtttcattcc 
at ctatctga 
ettgeagtte 
gcaaat tttg 
t aagat tttg 
ttgatacctg 
gtcagtccac 
ttcaggtttc 
cttt tcctca 
ttctttatgc 
ggtggt agaa 



aggcttgeag 
gcacccctgg 
ctacagagac 
agtccctctc 
ggggaacaca 
taaaatccct 
taagtgggtg 
aaatgtgtat 
gtgttttcca 
tcagctaaat 
aatgtagttt 
attgttattt 
ctatgtaaag 
cgtggacgca 
tttctaaatt 
gtgtaat tac 
aggtttt tea 
ccttaaagag 
gcatt ttaac 
tatcagattt 
acatgtacag 
ataatatttt 
aatgetgatt 
caccggggcg 
tgtgcacagg 
tgccctcccc 
ttcatggtca 
gtgtttttac 
tggaatgaga 
ggtgtcttca 
teattgeatg 
acaaaaaaaa 
agctgtccag 
gggcattgta 
tgcacagtgg 
gaaaaaatca 
tcttcttgtt 
tt ttacctgg 
gaaatttctt 
tatgtttgtg 
tgttggtttt 
attttggata 
gagt ctactg 
tcacat t t cc 
tcataaagct. 
tcttaaattc 
attactttat 
cct aacgc tg 
gaaatggata 
tgaggaggtg 
tgtagaactc 
gtgtctattt 
ctt tccccac 
ggagagggaa 



acagcatcct 
cactgcttcc 
tgctaaggtc 
tctgaataca 
cttctgtccg 
aaagatcgtg 
gaagaattgg 
ttaagaaaga 
atacagtgtc 
gt tctttaga 
t cattctgta 
taaaagtaaa 
cgcagtgcca 
ggaactccag 
taagaattaa 
taattcaggg 
gecatcagaa 
gaataaaaag 
ctgacattta 
ggttttagaa 
aaaaaccaaa 
ataaaacttt 
getgecaaag 
acttgggctt 
ctttcccttt 
tcaccagggg 
gctggcgaag 
attagaacat 
tgaacagtga 
aagggtctgt 
taggtctcca 
tttaaaaatc 
tcaccccagc 
tatatgaagc 
tcccttgctt 
gctct ttaca 
tttggtttgc 
at tggtcctc 
tgctcttatt 
ttggttcatt 
tttttaaatt 
atttctgttg 
gt gagecagt 
ctttgaccct 
t agtcacgt t 
ectgettgat 
ct cttcagat 
ggcctttttt 
gacttgtctt 
cactgeat t t 
attactttgt 
cacactcagc 
tat acttct t 
gggaagtgtc 



tcttcctgtg 
tcttcttaga 
ccact ctgag 
gtcacagtgg 
taacagtgcc 
agtattgaca 
gagttaaatc 
aagcatt ttc 
acatgeagt t 
agctaatgt t 
etttttgeaa 
tgetctttet 
aat ttaacga 
taagagecta 
attaaaatct 
ttatgetgag 
agat tgctgt 
agcatttggt 
agctagttta 
gcagcaactg 
aaaggatgaa 
attccacaaa 
gcttttcccc 
tctctttcag 
cctttctggc 
tcctgggcag 
tgcctggtgt 
tgcatctgtt 
ccctttatcc 
ttagtctgaa 
aaagacagaa 
atgaatttat 
aatggatgac 
aaatgaagat 
ttttgccccc 
cttgtcatgt 
agcagtttaa 
tgagcttgga 
t ccttaaata 
tctcgctgtt 
ttttttttta 
acccacctt t 
ttaaggcact 
gtt tcatagt 
t t ccagt tga 
aat t ccaaca 
tgtgct ttat 
gtaagacagg 
tetgettgge 
gggt tttget 
ttgtaggttg 
gtt ttcacat 
ggat acttgt 
ttttcattct 



tcctcaggtg 
aggactagtt 
gecctttttt 
gaactat tag 
acataaatat 
tgttaaggac 
catctgatgg 
attttaactg 
tttttgaatt 
tgaagatatt 
gagaagttgc 
cccgatttga 
gaaagagatg 
cccgtt t t ta 
aagaat tgtt 
gtaacagaaa 
aaacaactag 
gtcgttcaga 
caagctcatc 
ttttctgtta 
tctctacaaa 
agtggggaga 
tggttccctc 
tacatgacat 
tccctccctc 
cagctggagc 
gagcattgtt 
ttgggcatgt 
tgttatagct 
acagtgtggt 
taagttggta 
accttaaaat 
tgctgtggag 
agetgecttt 
atgaatatag 
gtcttgttta 
gtatcatata 
tctatgattt 
t tattcctac 
ctttagttct 
cgccccctcc 
gagttcatgg 
ct tcatctct 

acct tta tea 
t ctgggccat 
ct tgect t tg 
agaaatggag 
ttttagtgtt 
catgtgcttt 
gggatgtcct 
agcaccttgg 
t actgaactc 
tagggagaat 



24900 
24960 
25020 
25080 
25140 
25200 
25260 
25320 
25380 
25440 
25500 
25560 
25620 
2 5 6 8 0 
25740 
25800 
2 5 8 6 0 
25920 
25980 
2 6 040 
261 00 
2 616 0 
26220 
26280 
26340 
26400 
26460 
26520 
2 6 5 8 0 
26640 
26700 
26760 
26820 
26880 
26940 
2 7 0 0 0 
2 7 0 6 0 
2 712 0 
27180 
2 7 2 4 0 
2 7 3 0 0 
2 7 3 6 0 
2 7 4 2 0 
2 7 4 8 0 
2 7 5 4 0 

:. 7 (■ (") o 

;.: 7 C 6 0 
27~20 
27780 
27840 
2 7 9 0 0 
27960 
28020 
28080 
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tgcttttccc tcccacaagc ctacatccag tcttccctga ccgcagtgtg ttttcttttt 28380 

tctttgtctt gtgagtacac aggaggtctg tgggtcgagc ctgtgaaatg tgctgcattc 28440 

tccttgtgtc tgtagcccag gggttcgtct gttccactgg ctcatacttg gctttctgca 28500 

aaattgataa aatttttagc taaattcttt ttactggtat ctgttacatt ggcccccaac 28560 

taaacaacca cttgcatctt gtttctcctt tgagttttcc atctttcctt agacttttgg 28620 

gttagttggt tgccttgcaa ccttgcagct ctctgaaggg tctaagaaaa gtcatgaatc 28680 

tacagcttgt cagtgttgtt gttgttgtag ggttggcagt agtattcctt cagcattcta 28740 

catacttaat ggaagccgcc tcccattttt ggttaataaa tttcaaaact tggaacaatg 28800 

ttagatttac aaaaacgtca gaaagaacag agtgttcctg tttattcttt atatagcttt 28860 

tttttttttt tttttttttg agttggagtc tcggtctgtc acccaggctg gagtgcagtg 28920 

gcacgatctt ggctcactgc aacctctgcc tcacgggttc aagcaatctc ctgcctcagc 28980 

ctcctgagta gctgggatta caggcgtgca ccgccatgcc cggctaattt ttgtattttt 29040 

agtagagaca gggtttcacc atgttggcca ggctggtctc gaactcctga cctcttgatc 29100 

cgcccgcctc ggccccccac agtgctggga ttataggtgt gagccaccac gcccagcctt 29160 

cttcatctag ctttaacatc taatgttgac atcttacata acatggtata tatttgtcaa 29220 

aactaagaaa taaacattgg taccacacta ttaattgtac tacagatttt tattcagact 29280 

ttaccaggtt ttccactaat gtcctttttc tgttctaaaa tacaatccag aatagataca 29340 

aatccattca acttcagtgt tttaaattat tgtttttcat tatatgaagt gctgtgtggt 29400 

ttttgtcaaa tctgttattt tggttttaat cttcaagctt gtctttgttt ctttaagtga 29460 

taaaggcata atttaaaagg tgtgttgggt tatttcagtg cctaaagtct tgtctgagtc 29520 

acttgttttc tgctgttctt gcttatggta ctttctttcc ttgtttgctt tgttatcttc 29580 

ctttgctgct ggctgtgttt ggttaagtta tttgtggaaa tcagttgaag cctcaggtgg 296^0 

gagtgtcttt ctccggagaa catttctacc tgttttagct gggcccctta aggctcctct 29700 

agcgtgggcc ccacccaaac gagattctga gttgaaggtg aactgagcca ttcaggcagt 29760 

gcagccaggg ttgcagatgc acgtgagacc tgctcacctc tcatttactt tcaccctgag 29820 

agtagagcct ttggtgtttc gttcacttgt ctgattctct cttcacagtt ctattagaag 29880 

gtccatgggt tttggtttct gtgcccttca tcttatgagt cttgtaaatc aaagttctgt 29940 

tttatgctta cttctgcttt actgtgtttg cttaatttca gtcttaacat cttgccaact 30000 

cttgggtact tttaaaataa tgttatatcc agctttttaa gttgttttca gtaggaaggt 30060 

tgattcaaat aacctagtct ggttatgggc tacgagaata gcctccctgt tttttgtggg 30120 

caaaattcca gccttttatg ttcctagcgc agtgtggata acagactggc aggttcaaga 30180 

ggccgtgctg agcagctttc actgtaaggt cactgtccca ggtcgggttt ctaagaatct 30240 

ggatggttgt ttcatttctt aatatgtacg ccctgtgaga gcggatacat cttgctcagg 30300 

ttcttatgat tcttttgttt ctgaaggtga attaagtaag tgacatggta gaatatgtta 30360 

agtcaacttt cgtgtggctt actagttctc atgaatctat tccatgattg tatcagttct 30420 

tattcagtat tagtatttaa gaaatgcaga attttgtttc aaaaaatata tttgtattat 30480 

aagttgtgaa gaaatacatc tccataatta ttgctgggac aatacagtat tttcttaagg 30540 

aacttattgg ttgtggatgc aaatgaagca tatttgtgat aaaaataact aatagaagtc 30600 

attttgttag actatgagct agtaaaactt atggcacaaa catggagact taacactttt 30660 

tcttccagct ttcacttaag ttccttttca gataggaggc agcctggtgg ataagagtat 30720 

tggttttgaa attagattca ggtttaaatc ccagatcttc tgtttaatct ttattttatt 30780 

tcaggtagat tttctggata acttgctata gcttatacgt cagtacttgc cacttcaatt 30840 

ttatgttatg gagagacggc ttctttcctt aaacctcacg aaccaacctc tgctagcttc 30900 

taagtttttt cctgccactt ctttacctct ctcagccttc agagaattaa agggagttag 3 0:.-' 6 0 

ggccttgctc tggattagga tttgctttaa gggagtgttg tggctggttt gatgttttat 31020 

ctagagcact caaactttct ccatatcagc aataaggctg ttttgctttc taatcattca 31u80 

tgtgttcagt gaagtagcac ttttaattct ctttaagaac ttttcctttg catccgcaac 31140 

ttggctgttt agtggaaagg acctagcttt tgacctacct tggctttcaa cataccttcc 31200 

tcactaagcc atttctagct attgatgtaa agtgagagac atgcaactct tcctttcact 31260 

ggaacgctta gcagccattg tagggttatt aattggccta atttcaatat tgttgtgtct 31320 

cagggaatag ggaaacccaa ggggcggtag agagaaagag agacaggaga acaggccatc 31380 

attggagcag tcagaacaca cacgacattt atcaattaaa tttgtcatct tatatgggtg 31440 

caattcatgg cacccccaaa caattacaat agtaacatca gagatcacag atcacaataa 31500 

caqatataat aatatgaaat attgtgagat taccgaaata tgacacagag acgtgaggtg 31560 
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tatatgtatc 
aatttccact 
ttctcctttg 
tatttataat 
taaccatcac 
agatgggtct 
atatatcctt 
aatagtgtag 
gttttttgca 
gggcttttca 
ggattgaatc 
tatctcagtg 
ctaagaattt 
tttgt tgacc 
catctagtaa 
ttttagaaat 
ttgctaaatt 
atcctt tcca 
tcctagcccc 
ctttttcttt 
tatttctttt 
agttcctgga 
atgccttcct 
ccacatgagt 
tgatagccca 
attttcatga 
ttccttctag 
ttttctacat 
aaattattgt 
atacatataa 
gaatgaacaa 
attataccag 
tgatcatagg 
gttgtctgag 
atgagctcct 
cttatttttg 
tcaagctagg 
taagcgtaaa 
tatattattt 
tgcactaaag 
agaacgtt tc 
tgt tggtact 
gatctgaaag 
t taattagtg 
accaa tgaa t 
gcattttgtt 
actgtaggaa 
aaacaaagct 
tttttccaga 
catt tgctgc 
taataacatt 
gaatgtat t c 
ccttaat tea 
t acqatacat 



ttttgaagaa 
ttttgtatcc 
ttttcttctg 
taatgttttc 
tatagaaaag 
gttatcccta 
atgecaatae 
ttgtcttcta 
tttctgtgtg 
ttttgattgt 
tttggattca 
tgttttgtag 
cagt ttttga 
taggcatata 
cttacaaaat 
aacagtttta 
ttctggctag 
tatt cctcat 
attgcccttc 
gcaatcatat 
cctcact tgt 
acataataag 
gctgtctgtc 
tattaacctg 
cagtaattgc 
aaatgaatgt 
ttgctataat 
tttcttaaca 
ttaataataa 
tattatctgt 
aaagcttgea 
tatctaaaga 
tcatccagat 
tactgtctga 
gtcttgtttc 
tctt ttggct 
agtttttgct 
aact tagact 
tagt t t cagt 
gagctgtgtg 
acatggtggg 
taacgatact 
ggcaaaaact 
aattattagc 
gtagcactgc 
tgcccct ct t 
atact ctgt t 
cacacaaaat 
aggtacaagg 
ccaacgtggt 
tttagttttt 
attcct tgaa 
etttcatget 
attcttgtgc 



catactttta 
tatttaagaa 
gaaat tttag 
atatggtgta 
at tat ttccc 
gatcaatgga 
catactgtct 
aatttgttct 
aattatagaa 
attgaagata 
tgaaegtage 
tttaatgtac 
tactattgta 
tttgactttt 
atattcctta 
ctttgtcct t 
acctcctagt 
ctttagggaa 
ctaaattttt 
catgatatgt 
ccatgaaggg 
tatataagaa 
aatgttcttt 
agaaataatc 
tttcatggct 
gtggtgtttg 
ataataagga 
gatctggtga 
tattaattat 
taatttctaa 
tatttgegtg 
aaaaattcag 
gaaggaaggc 
gatctggcaa 
ctgtattctg 
gtcaatcaaa 
gtataatttt 
aattgattac 
ttatataaca 
aaataggaat 
aat t tactat 
gat t tctaaa 
cat tgaggct 
atataat tag 
at t t aaaat a 
gaaacgaagg 
agcat tagta 
aaaccaaat t 
tataatccag 
aagtaaaaat 
ct t cctggaa 
ttagtgtaca 
at t at tacat 
catggattt a 



agcttaat tt 
gtccttgcca 
agttttgctt 
agatcgaagt 
cccaatgttt 
gcatttgttc 
taataatget 
ttcttttcaa 
t tagctcgac 
tagatgaatt 
ctgeat ttgt 
agatttgeae 
gatgacattt 
taatatacta 
ggatttccta 
tttaatcttg 
acagect tga 
aagcactcat 
tctcatcatt 
aacgacatgt 
aaggaccata 
atagtttctg 
taaattaaac 
gttttattta 
ttgaatataa 
gaactagctt 
attttgtatg 
atcttcatta 
taaaaataat 
gttaggtgtg 
gaagctgaaa 
taccacatag 
ttctgtacca 
gaatgaatcc 
tttgtatttg 
gt tattagtg 
aatgtttctg 
ttattaaacg 
aatgaggttt 
t ctgtgtgaa 
atgattttca 
atttgtattt 
t tgtatgagt 
aaatgtt ttt 
tagtt cacgt 
t cacatgt aa 
ggtttagctt 
tgctctatgt 
agcaaacaaa 
ttgagtgttt 
aagatacttt 
tattatctct 
atatctgaga 
1 1 taaaat ct 



attgattttt 
aacttaaggt 
ttacatttag 
tcatattttt 
gaaataagta 
tgttatattg 
tgett tgcag 
agttgttttg 
aatttctacc 
tgggaagaat 
ttacttaggt 
atettttgee 
aaaaaaatt t 
accttgetaa 
cataaacaat 
atggctttta 
ctagaactgg 
tcttttatcc 
ttccttcatc 
ttttatttat 
tgtgttgtta 
aattagctgt 
at ctaagaca 
taaatgactg 
accttactgt 
taatgtttgt 
tttttcctaa 
ttaaatataa 
ataaattatt 
ggttctgaag 
gtacgaaatt 
gtttttaagt 
gaegtacaga 
aataaacgta 
aaaagatttg 
tagtttttgt 
tttttacttt 
tccagct tga 
cttataaata 
gcttt tgaat 
tcaaatgagg 
ctaaaaatga 
cagegt 1 1 ca 
agat tct t ca 
t atgt tea ta 
ataaatatac 
ttttaggt ta 
cccacagatg 
agtcct ttca 
gaacaaataa 
tgttttacag 
taggaaatga 
aat taagt tg 
atctaagtac 



tttctctcat 
tgctaagatt 
ttctaggatt 
ttaatatagg 
gactgaatat 
atctatatat 
taagttttta 
gctatt ttag 
caaagtttgt 
tgatataaca 
cttctttatt 
agatatatcc 
caagtt tttg 
acttatttat 
catgtcattg 
tttctttttc 
tgtgagggaa 
attct ttagt 
acaccttgtt 
ctgtttaatg 
tcctt tgtgc 
gaatgaattc 
gcaaataata 
agt tgaaagc 
tacaaaacac 
cttcctgttt 
ttgtacccac 
ttatacatat 
aaatataaag 
actattatat 
tttagatacc 
aggagctgta 
ggtagacagt 
gttttctccc 
gtgtgcataa 
aactcagttc 
cctaagcaga 
tattcttctt 
aaat ttaaaa 
gtgaacattt 
tactttttag 
cgtat tacag 
tggectat t t 
tggctgacc t 
cttaattgtt 
attttctcct 
acaataacaa 
tat cttgtga 
gctagtcagg 
ttt tcaaaga 
ttgaaggaat 
agtttcttct 
aagtgct tgt 
atgat tatgt 



31860 
31920 
31980 
32040 
32100 
32160 
32220 
32280 
3 2 3 4 0 
32400 
32460 
32520 
32580 
32640 
3 2 7 0 0 
32760 
32820 
32880 
32940 
33000 
3 3 0 6 0 
3 312 0 
33180 
33240 
33300 
3 3 3 6 0 
33420 
3 3 4 8 0 
33540 
3 3 6 0 0 
33660 
33720 
33780 
33840 
3 3 900 
33960 
34020 
3 4 0 8 0 
34140 
3 4 2 0 0 
3 4 2 6 0 
3 4 3 2 0 
3 4 8 0 
3 4 4 4 0 
3 4 5 (.) 0 
3 4!..n0 
3 4 C 2 0 
3 4 6 8 0 
34740 
3 4 8 0 0 
34860 
34920 
3 4 9 8 0 
3 5 040 



S Ml \Ki ScLjiiciko (if \ 111 1\C'M>: Scqucivcl ;^ [>\U u; 



130 



Docket No. GEN-T1 13XC3D2 



ttacacaaag 
cttaatatcc 
ccaaat tggg 
get tgactgt 
cttgttggtg 
aatggtaaag 
agcattcaac 
attaaaaata 
tgacatcat t 
ttaagtaagg 
ttttgacttt 
ttttgcaatg 
accactctcg 
cctcaatttg 
cattatcctc 
tcatttctcc 
actttttgtt 
actgetgatg 
atttgtacaa 
cagcatattg 
actccatcat 
ttgeataect 
cagaagtgea 
ttaactaatt 
tggaattaaa 
tttttttttt 
tttttgaact 
atacctagaa 
gagttctttc 
gacttaactg 
caaatggcaa 
gtgettcata 
ttcaagagat 
gaagtagaaa 
agetagtget 
cctgtggctg 
ctcttacatt 
gctgcagtcc 
ggttcggggt 
ccagtgctct 
catatagctg 
atttctaat c 
ctgccccagc 
ttcctcagcc 
a a g a t c a a t g 
gtctgtgtgg 
ttttgttctc 
agtgcaccca 
tctttggaag 
cttcttagac 
ategttgect 
actccaattc 
ttcttgtgtt 
arctccaaaq 



ttggtccaca 
atattttaga 
aagtatacag 
gatttagtgt 
acat tacagc 
ttcttcatct 
atgtgactag 
agggggagtt 
tgtaacagta 
agtgctt cag 
cattget tec 
ccattgt etc 
aatctgtagt 
ttttggtctg 
ccaactctct 
ctgctacatg 
tctcatggtg 
actegcaaaa 
ttgtccatta 
aagatagaat 
tcagtttttt 
cttataggaa 
ggcactgtgg 
ttccttagac 
tgtatct taa 
aattgccatg 
ctcttaaaag 
tttccatgtt 
aaaacaggag 
aataaaaatt 
gctaataata 
attagaaaag 
acaaatgacc 
ttaaatgaat 
cagctttgtg 
ctctcaggca 
tgagaagt ct 
tttgtggagg 
cctgtgct tg 
gctt ttacca 
actctggt tc 

cccggggt ct 
cttggcaacc 
ct gaetgect 
agcagttctt 
ttcacattca 
atatccct tt 
aaactgctga 
atggcaacgt 
cagtcatctg 
tgaaataact 
tgactcca tc 
catcqtat ca 



gtgcttggaa 
aaattgaata 
aaaacagtgg 
gtgatctcca 
agggectatg 
gttctgtcca 
tgcatgaaac 
tt tacaaggt 
cttttaaaaa 
aataggaggg 
tctgtctaat 
ttttgecett 
ctacct ttgt 
att tgaaatt 
ggegat tact 
tgttatttcc 
gccttcctct 
gcttcctccc 
gagagcttcg 
ttatccttcc 
tgcctaagtt 
acttagacat 
taatatttaa 
ttgttttagg 
tctgccacct 
gttaaaacca 
aaaacagaaa 
attcataggg 
aacaaaggga 
atttttatgt 
ttttataata 
acataaacta 
cacacacttg 
actttgaagc 
tggtaaegge 
gggccacaaa 
gaaatgggtc 
cttgggggga 
gtctgggatc 
cct tgaagtt 
tccctcctcc 
tggcect tct 
gcccatccca 
ctgtttgt tt 
tctgcagcca 
ttatttttct 
aggatt 1 1 tt 
tgatttcaaa 
agetgecatg 
caacagtttc 
ccttacttct 
aagtctatag 
cactctccag 
1 1 tgtgt cag 



gctgttaatg 
attggtacac 
etatgetatg 
tatgttgata 
acagtgctgt 
gtgtgctggc 
taatttttaa 
gcttacaaga 
atgccagtt t 
ttcagttggt 
agacatgacg 
ttcacattta 
tgtaagcact 
ctctccctag 
tcctagcctc 
agtgtcaggt 
aaatccatgg 
ctccatgtct 
cttgactggc 
atgeatacac 
ttattcacaa 
ggaggaagaa 
acttt tctca 
tatttggctt 
ggacccatta 
tagttgetag 
tttaatgatg 
tgaataacac 
ataagctaca 
ctcaaacatc 
taggatatta 
gaaaaatggg 
aacaaatgtt 
caacttctga 
actctcgctc 
cttggtggct 
ttactcagct 
tcttgttctc 
ctgtgcttgg 
catctggaaa 
t cactcgctc 
geagcttgea 
gtgctgggct 

agccaggcca 
cct 1 1 tgact 
gctt t cagaa 
atct taatgt 
tctaagaaga 
taagctcttg 
ctgcaggggt 
ctgtgcaaag 
aaatgaatcc 
t tgtcatat t 



tct tcaacaa 
caataagcta 
ttcttagagg 
gtcactcact 
ctaatggaac 
tcctaccaat 
ttttatttaa 
gcagatatgt 
gt ttttaaac 
ct ccccatct 
ttctgtcatt 
ttaaacagaa 
tt ttccagta 
acttctgtgg 
ct ttccagcc 
tttggtgttt 
etttagecat 
ctctgcctaa 
ccaaaaggat 
tcatatt tct 
aaagaacaaa 
gctgttcaga 
gctgttcgaa 
tctaatggtt 
aagtaagece 
cgaaggtgac 
tgtctataat 
tggcgattgt 
aagcaatttt 
atatgaacaa 
atatacttaa 
aaaagggcat 
tattctttct 
gaaagcatag 
ttaagaaggt 
taaaacacca 
gaaatcaagg 
ctgtacgggg 
tt cgaggtcc 
tggcactggc 
taaacctgtg 
gggect tctg 
gtt ctgttcc 
tt agcagt gg 
1 1 1 cat t tea 
acct catggt 
agt tatattt 
ggagtct ct t 
aaactttgga 
attcegtcta 
ttctcccagc 
agaagtctgg 
cacttctcac 
tgt taacttt 



tggtaatgtt 
tgcaatttaa 
tgtctttgaa 
gagcaaatac 
tttctgcaat 
gtggtttttg 
ttttagttta 
cataggtata 
acatgtccta 
gccagctctc 
teagttgetc 
caaaacaaaa 
ctcactctgc 
ggctgt tctc 
tetttctget 
gattaat ttc 
cgtttccttg 
ctctggaccc 
gtctcaaact 
tgtcttggta 
ttgatagcag 
tggggtcctg 
gggttttgtt 
ataagggatg 
ctatggtggt 
atacttaagc 
ggcaaaccag 
agagatt tga 
tttctttgta 
atttagttgg 
tattacaaaa 
gaataagaaa 
cataatcaaa 
caaacaagaa 
gtgtttgctc 
cagatttctt 
tgttggcagg 
tcctgtgctt 
tgtgctgggt 
tcgcccacac 
tttttggctg 
cagctct tgt 
tgccctgcct 
agaacatcgt 
gccgagccaa 
1 1 1 caeggat 
ct ctggaaag 
gact tggatt 
gaaaaatttt 
ccctgtctcc 
ttgcaaatgt 
gcccct tget 
t taaccactg 
cacat aact t 



35340 
35400 
35460 
35520 
35580 
35640 
35700 
35760 
35820 
35880 
3 5 940 
36000 
36060 
36120 
36180 
36240 
3 6 3 0 0 
36360 
36420 
36480 
36540 
360UU 
36660 
36720 
36780 
36840 
36900 
36960 
3 7 0 2 0 
37080 
37140 
37200 
37260 
37320 
37380 
37440 
3 7 5 0 0 
37560 
37620 
3 7 6 8 0 
37740 
3 7 8 0 0 
3 7 8 6 0 
37'rjQ 
3 7 9 8 i) 
3 8 ("14 0 
3 810 0 
3 816 0 
38220 
38280 
38340 
3 8400 
3 8 4 6 0 
38520 
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cttgcctttt 
attcccatgg 
tccaactact 
ttctctctcc 
ttccctccct 
ctctctctct 
ccccactccc 
cacgtgccac 
tatct ttgca 
tccccttcta 
agctattttt 
tttctgtctt 
caccacagag 
aagaaggaag 
tgagattttt 
cagatacgtg 
tgtgtgggac 
gagaggccag 
gagctactgt 
aggaaggaga 
tggataattg 
agaggattga 
tcctatgaat 
gtccatgaag 
tattcagcca 
tccatgctga 
ggaaatcttg 
ggcactaata 
acttccaaca 
gatttaaaca 
ggttgtggaa 
gttaaacagt 
ctaggccttg 
tttgattgca 
aaagacgatg 
cctgaaatgc 
aagtaggtta 
tattaagatg 
cgtgtgagtc 
acacttaaaa 
gtactgagtg 
at taaatttg 
cccaaacatg 
agaat tt taa 
agaaatgt aa 
aaaat at ctg 
tttcgttttt 
gcaatcttgg 
tcctgagtag 
gtagatatgg 
ccacgcacct 
gagccactat 
aatatgagcc 
qatqtgcct t 



catcttctgc 
tttccacatg 
tctagaatgt 
cccttctttc 
ccctttcttc 
tttctttctg 
caacttccag 
cgcgcccagc 
tggcaggtgg 
gttatggtgt 
t taaaacat t 
tatttcctta 
tgatattttg 
tgttaactag 
gttgcaagt t 
cttgtgggaa 
agtcccacca 
tagaaaatct 
tttctgttaa 
gaagaacaaa 
cagtagtccc 
aatcgtatgt 
gttcatagca 
caattaatag 
taaaaaggaa 
gcgaaagaag 
agtcaccatg 
tttacccttg 
cggtgacttg 
gaaaaaggca 
ttaatagatt 
atat tgtgga 
cagtattaaa 
tgaagaatta 

9 a 999 ca 9 c 9 
ctgtacacgg 
agtgtacttt 
taacagtgga 
ctgtggactc 
ggaaagctct 
cacgttatta 
ggtgtcattg 
ttaggtttta 
gtgagcagga 
acatggaaat 
1 1 tgagc tgg 
tgtt t tgaga 
ctcactgcaa 
ctggaactac 
gatt tcacct 
cggcctccca 
gtatgtcagt 
tccagcacgt 
qgaaatt tta 



cctttattat 
ct tagctt eg 
tttgttcctt 
ttccttcttt 
cttccctcac 
ctttctttct 
get aaagcag 
tccgtgttct 
gtgcacgcag 
ggctttatct 
catgataatt 
ctaacttact 
aaactttgga 
tttaactgac 
tgtgaatcaa 
tctttgtctt 
tgtaatagct 
agactagt tt 
attgtcagta 
tccttaaccc 
ccagctaaag 
tcatacaaaa 
gcat tattca 
gtaaacaaaa 
tgaagcactg 
ccagaaacag 
ggcaagatgc 
ceggggtcta 
tacatgtaga 
agtgagagtg 
ctgttgtgtg 
ggtgttttgt 
acatgtgcta 
tttagatgea 
aagagagtca 
tatatacagt 
tttcctccat 
gat ttcatta 
accaattatc 
gtaaaaggga 
gtcagtgctg 
tgacaagaag 
agaacct t tg 
taactt agtt 
aggcaaacag 
ggt tgagaga 
caagagt 1 1 c 
cct ccgcctc 
atgcgtgtgc 
tgt tggccag 
aatgagcttt 
gtget tgtat 
ttt acatgga 
t agagtaata 



tctcagccac 
gttgattctt 
cagcctcagt 
ctttcgctct 
tegttctet c 
attcttctcc 
tcctcctgag 
ctttgtttcc 
geatgetctg 
acgcgttctg 
catttccttt 
tggatgccag 
cttcataaag 
aaataaatgc 
t ttaactgee 
tcccacacca 
gttcttcctt 
tttatagtct 
aatattttaa 
tagtaggaac 
aaccttttaa 
get tgttcac 
taatagccaa 
tgtgatctgt 
agtcctgcag 
gaggecatgt 
tatcaccttt 
ctagattgaa 
tatttgatca 
ctttctaaac 
tgtttgaggg 
aactaattaa 
acaccacgaa 
atttatgatg 
ccgaccatga 
gcacatgttt 
tacatttacc 
gtcctgcaaa 
attaatccag 
ggaagacgtg 
ccct t ttget 
aaatgcagtt 
agct attgtc 
aaac t aacca 
ggaagtgtgt 
gaacact agg 
gctctgtcgc 
ccacgttcac 
caccatgcat 
gctggtctca 
gtgtttttac 
cagtaggatc 
aaccctcacc 
t ttt taacta 



tgecattact 
gecattt tac 
atgeccaatt 
ctctcccttc 
ttgettgett 
ctccctctct 
tagttaggac 
ctgcctcctg 
catgtct tec 
gagcagaagc 
tatgttttaa 
taattagttg 
ttggatgagc 
ttcccagctt 
cctgccctgg 
ccctgcattt 
actcagctac 
attttcatgt 
tcaaggaaaa 
ctaatgaatg 
aaatatgtca 
ctgcagcctt 
agtatggatg 
tcacacagtg 
ccacacagat 
gctgtgtgac 
gttcagtggc 
gcgtttccgc 
atatatagca 
ttagagcect 
aatttaaaaa 
tgaeggcact 
taaaggcaac 
ttacggtggt 
egggtaagtg 
atgtagaatt 
eggtatattt 
gtgtggtatt 
cctctttcta 
aagaaggagc 
gtatttttcg 
aagtgtgacc 
aga tataacc 
aacatagtgt 
ggagt 1 1 ctg 
ct t catgggg 
ccaggctgga 
acgat t ctcc 
gactaatat t 
aactccttac 
ctcatcagct 
tactgagggc 
tgaagcat t c 
caacaaaaca 



t cagttatcc 
agaccatatt 
tgaactcatg 
cttcttttct 
gcttt ctctc 
tccttctctc 
tacagacata 
ctcttccact 
tettggecat 
ctagtcacaa 
aaatactagc 
ttttagtgaa 
tccagtagca 
ggtgtgcgat 
ggactaaagt 
taaaacctct 
t ttccctcca 
cacttattga 
gggaggcaat 
ggatt tgttc 
gatataccca 
cacatgcaac 
caacccaaat 
gaatactaac 
gaacctcaga 
tgtatttcta 
cagaagegag 
taggecataa 
aatgaatatt 
aaatatatga 
taatttagat 
gaattgactt 
teaegttget 
ttatgaaggg 
tgttcacgca 
cagt t ttaca 
ttcaagatgt 
tcttggctgt 
ctcaaagttc 
acgcctggca 
taaaatat t t 
tttttttttc 
agaaaaaaat 
tagctgt t ag 

tttttttgt t 
gtgcagtggc 
tgect tagee 
tgtattttta 
ctcaggtgat 
gtttggggt t 
agatgttcaa 
gt ctgaagt t 
t t t ataaaag 



38820 
38880 
38940 
39000 
39060 
39120 
39180 
39240 
39300 
39360 
39420 
39480 
39540 
39600 
39660 
39720 
39780 
39840 
39900 
39960 
40020 
4 0 0 8 0 
40140 
40200 
40260 
40320 
40380 
40440 
4 0 5 0 0 
40560 
40620 
40680 
40740 
40800 
40860 
40920 
4 0 980 
4 1040 
4 110 0 
4 116 0 
41220 
41280 
41340 
4 14 0 0 
4 14b 0 
4 1 5 2 0 
4 15 8 0 
4 1640 
417 0 0 
41760 
41820 
41880 
41940 
42000 
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gaaagagaga 
caggggctag 
atatctgaaa 
aactaaggtg 
aattaaaact 
gccttccctt 
caaatttaag 
taatattttt 
agacagttca 
tataaccaat 
tatcatgtcc 
cctctgttgc 
tcctcctgtg 
gcaccccatg 
aaccaccctc 
cacctttccc 
cactgatggc 
cagccgcatc 
tccaacctcc 
tggtcactgc 
acttacccag 
tctgaattaa 
tatttgcaac 
aattgataag 
tttcacattt 
tttttttttt 
ggtgagattt 
caaacctttg 
tagatttagc 
tataataata 
tctgctttca 
atatgaattg 
aattatatga 
taagtacttt 
tttaatattc 
gttgatatgc 
ttagctgcag 
cgctctgcag 
attct tgtag 
gtcct tcccg 
gggcattctc 
cgaaacagtg 
tgtaatgtaa 
atga t cctag 
ttctattaat 
t cccagca 1 1 
tgaccaacac 
taggcacctg 
aggcagcagt 
agaatccgcc 
aggaaaaatc 
aacaat t tgg 
tatgtgcct t 
t teat atttt 



gcagctgtct 
ctagtataaa 
gatgattgt t 
tttttcattt 
gtacgaaatg 
ctccttccta 
tatatcttct 
ctcttttaaa 
tcaagattgt 
gaaaaacaga 
cctcctgtct 
ctgccatcgg 
ctgtgccgtg 
catat tcagt 
tcttttgttg 
agcatagcac 
gtgtgttaca 
ataagtgect 
cactgccctg 
ctatgtgtat 
ataccataaa 
aggaaaaata 
ctagatcata 
aagatgactg 
aacctcattc 
ttaatccatt 
aagtattatc 
tagaagttgc 
attcccgctt 
acacgt tttt 
ttgttttttt 
atgggtgttc 
catctgatat 
gtggccacat 
atattttatg 
catggcccag 
tgattgttga 
gtgagagctg 
tcaccttcat 
ttt tatggtg 
tcatggttca 
tagtttgatt 
t aaa ttgtgt 
ttaagt tttt 
atttttatat 
t tgggatget 
ggtgaaatcc 
taat tccagc 
tgcagtgagc 
taaaaaaaaa 
tccacaagtt 
atattttcct 
tacgtatttt 
cttgtgtgtt 



actgeagaaa 
aattggttat 
ctcataattg 
tagatgtaaa 
cacagtgaaa 
gcgataacca 
tattctacca 
ctatcgaagg 
cgttggttta 
tagactcccc 
aagaacccct 
aggaatgegt 
aagcctcggc 
agttgaaggc 
ccctcatcca 
tgtgcct tct 
gtgctggcac 
tgaggaagee 
cttatcctct 
tcattacaaa 
gaaaataaaa 
caccagagta 
gaaaaggggt 
ataactagaa 
atgataaggt 
agattggcaa 
aggcattttt 
tttggaaatg 
tctgagacat 
ccttctagtg 
ttgttttctg 
tggtctggtt 
aagttgtgtt 
ttcattagta 
atgcaattaa 
tgtttctcaa 
acatgeaggg 
ggaagctgta 
gaggtcttat 
taagttt cat 
ctgcttcttg 
actattgatt 
gcttaaggac 
tctaccagta 
1 1 aaagtatg 
gaggegggtg 
catct ctact 
tactcaggag 
taagatcgtg 
gggatcaggg 
cacctgtcca 
ttaaatcctc 
ttaaagatga 
a taaacagct 



gttagggagg 
ggtcgaagga 
tatataacac 
tgt ttagaat 
cgtcttcctt 
gttttcttaa 
tccctccct t 
agttact tac 
ttaaacatag 
ataataacct 
tggttcagca 
tccagccgtg 
cgtggtgaag 
t ttgtgtggc 
aggctactgt 
cctgcccctg 
t tagcacagg 
aaaacct tct 
gctacatgtg 
ttgtctcctt 
tcttatcact 
aaatcaagac 
catttccttc 
agaaaaatgg 
aagtgcaaat 
acatcccaag 
atactttget 
tctctcagat 
tattcaacat 
tgttgctttt 
tcactggctc 
ataatctact 
aggtagaaaa 
ttaaatatta 
gaaataattt 
agcattctgg 
cctctgctcc 
gaagctgcag 
gttgaggaga 
t t taagggag 
taatcatgga 
tttttttaat 
aacctt tggt 
tt ttcatatt 
gaggceggge 
gat cacaagg 
aaaaat acaa 
gctgaggtag 
ccactggact 
aagaggggat 
gcggtaaccc 
ttttttataa 
gat ttctgtg 
gt acatgtca 



gaggctggag 
aaaaaaaatg 
agagtaattg 
atgtaatgca 
gctt tccacc 
tttgttgtgc 
ct tacagaaa 
etatttttge 
tttaagatta 
tgt ttaaatg 
gagctcatgg 
atctctgcct 
ctggctgact 
caatcctgct 
tctcccagag 
etcttgeagt 
gctctgcctt 
gtgagttgca 
agctgactgt 
ttgaaagatt 
tcagtcaagg 
tgaaagacaa 
t tgcgtaaag 
gtaaagaaca 
gaaaactaca 
gtttgatcat 
gttaggaatg 
gtacaaatgc 
gtatacgtgt 
aacctgtagc 
agccctgctt 
ttagtttaag 
ttctgtaact 
tctctatata 
ttttctgaag 
gggatcactg 
actccacgtt 
tgctaacaaa 
ggcagccagt 
gtataaatca 
agatgtcatt 
tatttttctg 
attctatttg 
acaaca t at r 
acagtggctc 
t caggagt t c 
aaat tagecg 
gagaatcact 
ctagcctggc 
tacagataac 
caatttggat 
tgtctatatg 
tgtgtctata 
gtatatatac 



gagtgaggee 
taacatat tt 
taaagtagaa 
tcagtttaaa 
ctgctacctg 
gttgtatgtg 
agtggcatat 
at ttcaaaac 
aacaagtgtt 
ctgetact t t 
gtaaggccag 
tgccttcgct 
gagtcctcct 
tt ccacagga 
tgacaggegg 
actgctgtgg 
tctctcttcc 
ttgcctgggt 
ggctttgggg 
gacctttctg 
ataaagtatt 
actgggaaat 
tgcacttaca 
acaatagaca 
ggggatacct 
aggctcagtg 
caatgtagta 
at tcacattt 
gcacataaga 
ttgaaaaaac 
tcaattgttt 
agtcacttta 
tggaatactg 
tagtaggcta 
ttggtagatt 
tttgtcagaa 
gctaccagga 
tgctacagga 
agtgtccct t 
aagcccacct 
geggcagaga 
aagtggctgt 
agtattgtgt 
tactttccat 
acg cgtgtaa 
t agaccagcg 
ggcacagtgg 
tgaatccggg 
tgacagagca 
ccaaagaaga 
attttccttt 
t tggagagag 
tctcctgt tc 
t t cegtaact 



42300 
42360 
42420 
42480 
42540 
42600 
42660 
42720 
42780 
42840 
42900 
42960 
4 3020 
4 3080 
4U40 
43200 
4 3 2 6 0 
4 3 3 2 0 
43380 
4 3 4 4 0 
4 3 5 0 0 

43 bbU 
43620 
43680 
43740 
4 3 8 0 0 
43860 
43920 
43980 
44040 
44100 
44160 
44220 
4 4 2 8 0 
44340 
4 4 4 0 0 
44460 
44520 
44580 
4 4 6 4 0 
4 4 7 0 0 
44760 

44 82 0 
4 4 H H 0 
4 4^40 
4 5 0 0 0 
4 5 0 6 0 
45120 
45180 
45240 
45300 
45360 
45420 
45480 
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tattttttcc 
atgcttcaac 
ggaagtattt 
acattgaact 
accttaggga 
agacttagtt 
gagatcaaat 
gtacgtttta 
cactgcctct 
tactccacga 
atctgtatgc 
t tatggaaat 
gaatctgtct 
taaaacacta 
t tgaaatctt 
gcggacagtt 
tgtgctcttc 
tattcagatg 
attttagtgt 
acagggtatt 
qaagagcagt 
agacaagtct 
aacgcattt t 
tagtcagctc 
cat tcttacc 
tcttggaata 
tttttcaaat 
agtaataatt 
aaagcaagga 
tcccccaagt 
aagcaaagtt 
tgccatcgtg 
aggcagcagt 
ttgcgggtcc 
gggctgtcta 
acttaatgac 
cttgaaaccc 
aaggaatctg 
ttttacttta 
tgttagaatt 
aaaaagatgt 
tcaaagataa 
cagt at agt c 
ataaattcaa 
cagtctaaaa 
aatactacgt 
ttccagtgt c 
ggtctggctg 
cgtgcaggtg 
ttatatccaa 
tctctaaata 
agtacagtgt 
tgtaataggt 
aatqtaatqt 



tagat tccct 
taagatagtt 
ataccactta 
gctt tccact 
cttggctgtt 
tcttcatctt 
gaaataatta 
ggaaaaacaa 
tcttccaaag 
agcattctat 
cagcact tga 
gttgaggtgg 
ttttatgtgt 
taatagctaa 
ctattattat 
gtccaaggtt 
cctagggcac 
atagt actgt 
tttgcacatg 
tttgatcacc 
tgcagagagt 
tcctcggacg 
caatttgagg 
ttaaatctta 
tgtccacagg 
aataatagcc 
aagcaagtct 
ttggttcttt 
gtggcaatga 
ttgttgtggc 
gaggattatc 
agccagacca 
caccatggtg 
cttcagagag 
tagcactaaa 
ttatgtaatt 
ccaaccacca 
tactttttct 
tatgaccatg 
tct ctgcaaa 
cccagaagaa 
gtgagtaaca 
aacaat t tga 
at caaatt 1 1 
gaacttgt t a 
gat aacatag 
agatgcccgg 
ttgggccagt 
gacatgatgc 
agtgtcttct 
tgtactttct 
ttttaattaa 
taacaatgaa 
at t caqcgaq 



aaggtgctat 
tttgcaaatg 
tttcctccct 
ttgtcgcatg 
atagccccac 
acaaggagat 
acatactcaa 
aaggacccat 
ctgacgtct t 
ttctgacatt 
aataccgggt 
agatctagat 
cagaaataga 
cacatagtgc 
tatccctact 
accccagagg 
agttgtgctg 
aggaaaatta 
tattattaaa 
taaatgctgc 
act tagcaaa 
gtggagtgta 
ccaaaggtct 
ggaatatttc 
gagcccccta 
tcataccttg 
tagaaactac 
taccaattat 
ttagaaacca 
tgtgtagcag 
aggcgcctgt 
gcttcctctc 
acaggtgaca 
gtgagtatgg 
agttgtcaca 
gtagttgact 
gtttataatc 
tcattttaca 
agtt ctaaaa 
gaatgtccaa 
caagaacata 
acagttccag 
aaccaatgta 
atgca tgt ct 
cagt gggccc 
caaa t taaat 
acct acctgt 
gtgcgcagaa 
tgttatattt 
gtggttaatt 
gctcaagaaa 
ccctcctggg 
act t t aagct 
ccat t cagga 



agggtgatt t 
tggatatata 
tcagtgttag 
ctcctctcat 
catggctacg 
aataacagcc 
aagcatgccg 
gcacatt teg 
agtagaggee 
egaaatgeag 
atetgeagtg 
aattcagtga 
aataagatag 
atactgtgtg 
ttatagact t 
tggagatcca 
ctaaaaatac 
agacaaaaat 
gecagtttae 
atgttactaa 
aacgggaagt 
gaattcatca 
cagcctccca 
tttgttcttc 
caaagaaggg 
tgcaatcgag 
agttgtttac 
ataatatgtt 
atggccaagt 
tcagtgacga 
gagtgcccag 
ggcccctgtg 
cactaggatg 
acttagagga 
tgaaaaataa 
tagaaattat 
cttttttttt 
actttttttg 
tagtaaaaaa 
aaattcatat 
tgagaagatg 
cacttccgga 
aatggttat a 
gat cgtgt 1 1 
atctact tgc 
t aaaaacaac 
caggtcacat 
aagcaaggga 
gttggaaata 
atattcagaa 
ctatcattgt 
t taactttac 
tctatttttc 
ccact t tggc 



ttactcatgt 
agtactttat 
aacctcctaa 
tgtccctacc 
ctgggccttg 
cctgcctgcg 
taaacacat t 
gagtgcttt t 
ctgccacgt c 
t ctgttccat 
ttgaccaggt 
aggcaggaaa 
ggtgagaagt 
ccaagcactc 
gcaccct tag 
ggctacctga 
ttt ttaagca 
aatgaaaaat 
tcctggaagt 
gagctcgaca 
gtgtggggtt 
t ttctcagaa 
ct eggcatae 
aaggaactta 
agtttctagt 
gctgaaaaag 
agggctcatg 
aaaatatggc 
tagagaggag 
gaagctgtgt 
ctgtgtgcca 
gagctegcag 
gggctggtgg 
ggctccagct 
catttggtac 
aacatgetet 
aacttttgtt 
tcctgttacc 
aaagaat tat 
t cacattgat 
getgeatgaa 
act teggtte 
t t gtctcaag 
taaactttac 
at tgatagt a 
aacaaacaca 
aaagtggtgt 
ggggtagagg 
gaagggggca 
att ttageca 
tcttcttttc 
caggtgaaaa 
attgactct t 
cca tggaaga 



aacatgaact 
taaacctata 
atggcatttg 
tgggtcctga 
gtcgtctctg 
t agaattgea 
ctgagcacat 
gt ctcagcag 
ctgagcactg 
ct tccttaca 
gattacttaa 
at tggtgtcg 
aatttgtggc 
ctgtaggtgc 
gcacagagag 
ctccaccatg 
gt tctttgat 
taaaatcttt 
gtgtaagaat 
ctgaagtcaa 
gaaggagcaa 
caegtctttg 
ctccctacct 
aatatgttaa 
ctccgttctt 
actgtctcct 
gctattccac 
aagtatcagg 
gggcaattgc 
gtcaggegae 
ggtcaggagg 
tctggtgggg 
tggtaggcat 
tcctattcct 
tattgattta 
tctacttcag 
tatttttcct 
ttattttcat 
ttttgttctt 
cgtatcgaca 
cgtttcgaaa 
aactagat tt 
aat acatttt 
ttgtacaaat 
1 1 1 ct tggac 
caaaaaaact 
tactgtgtga 
actatgegga 
gttgacagcg 
attgttttat 
cttgttttac 
tgattaaaag 
aactgtacat 
aa 1 1 1 aaaag 



45780 
45840 
45900 
45960 
46020 
46080 
46140 
46200 
46260 
46320 
46380 
46440 
46500 
46560 
46620 
46680 
46740 
46800 
46860 
46920 
46980 
4 7 040 
4 710 0 
47160 
47220 
47280 
47340 
47400 
47460 
47520 
47580 
47640 
47700 
47760 
47820 
47880 
4 7 940 
4 8 0 0 0 
4 8 Oh 0 
48120 
48180 
48240 
18 3 0 0 
4 8 3 6 0 
18 4 2 0 
18 4 8 0 
18 5 4 0 
4 8b 0 0 
48660 
48720 
48780 
48840 
4 8 9 0 0 
4 8 9 6 0 
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gagttaacta 
gtttttgaga 
ttccaccaag 
gcatgtaatc 
aagacagcct 
gcgtgcacct 
aaggttgaga 
ttt tcaaaaa 
atgccatttt 
atcctgggac 
tctttgactt 
attagccatt 
catcctcata 
ctaatcatag 
tctggatgtt 
aatagctacc 
tttccattct 
aaaaagattt 
aatgttgatc 
gtatgtgaac 
atagacaagt 
cacatgacat 
gaagattgga 
cctggttgta 
cctgctctgt 
ttttgcaagt 
gttattttca 
tcttgcagct 
tatttaggaa 
tctgtttagc 
tgcaaaataa 
aaaatggtat 
actttaaatt 
gtgccataag 
aagagtcggt 
cctgcagaca 
cacagaatat 
gtccttccct 
aagaaatgca 
gagtgggct t 
cttctcaagc 
ccattaggt t 
caggaaccag 
agtgtgaact 
agt t gacat t 
att aaacata 
t taagtgact 
ctt tgaagag 
tggacactca 
cctcatgctg 
ctt tgt taag 
ctt tgagagg 
gacctgcata 
aqqt ct at aa 



tgctgttttc 
cagcccaggt 
cacagaccaa 
ccagcacttt 
gggcaacatg 
gtagtcccag 
ctgcagtgag 
aaaaaaaaaa 
attcatatat 
cagccccctg 
ctggcggaat 
tgtgagtcag 
aaatgcctta 
agcatattaa 
tccgtattca 
tgattgatat 
ggccatagga 
cctgggaaaa 
ttaagtggtt 
acctggatat 
agctgtctcc 
caaattgtt t 
taatagaatt 
caactttagc 
ccatttccta 
cagatggctg 
atttattaca 
agttaatatt 
gtgtcaggat 
acatgatttt 
atttctaata 
aaaatatgag 
tcccagcttt 
tgcttgaaaa 
gtgaaccttg 
ttctgcctag 
teat tcagaa 
tggatcccgt 
gagccagcct 
caccagctac 
cagtgaaata 
tagtggagct 
at cacgatt t 
gttctatttt 
t ctgettact 
ccagttgga t 
gtgttacact 
tcgtgtggtg 
ggatatagtt 
aattgtaatt 
tacagggatt 
caatactgtt 
agat cacttg 
aatacagtcq 



cttcttttac 
gtagtgagca 
aaatactcag 
gggaggctaa 
gcaaaaccct 
ctactcagga 
ctatcattgt 
aaaggatttg 
cagggacttg 
tcgatacaga 
aggagctcca 
gtcactgtaa 
aaaccacctg 
agatattt ta 
tccttatttt 
tttttgaatt 
tgcttataga 
gtgttaattc 
tgactgeagg 
atggaaccct 
agacagtggg 
cctgaattta 
tgtgacgaaa 
ateggggctg 
tgaactaatg 
catttttgag 
acttgacagc 
tcatcttttg 
gttcaaagga 
attgtattgc 
tttattgaaa 
aacgaagttt 
ttgaagattt 
cgttaaggtt 
gttggacccc 
atttactagc 
gtcgcgtttc 
cagtggtgct 
gtgctgccca 
tgeagaggea 
cagact taat 
acacat taat 
t tagecatgg 
tgt gt t ataa 
get actgga t 
catga t aagc 
get tctccca 
tgaat tggtt 
ggcctaataa 
ttctcttacc 
taatatattt 
ggaat t atgt 
aatgttaggt 
t tgaaaaaaa 



ctgcctttct 
gtccatatcc 
aaaaaaaggg 
ggcaggcaaa 
gtctctacag 
ggccgaggtg 
gccaactcca 
ggaggatatg 
agcatccttt 
gggaccgctg 
tgtaaaaagg 
aactttatca 
ttgaaatatt 
gaagactaga 
ccagggacct 
gaaatactga 
attttatgag 
caaattaagt 
catgettatg 
acttggctgc 
atgtgctaca 
ttaaggagtg 
getgatatge 
ctggaagggt 
acaacttgag 
cattaatttg 
tccaagctct 
cttatttcta 
aagggtaaaa 
gttattagct 
ttgettaatt 
aaaattgtga 
aagctacget 
ttctgttttg 
aagttcacaa 
gtgtgccttt 
tgtagtgtgg 
gctcagcggc 
ct ttcagagt 
ttttgcattt 
tegtcatgae 
atgtatcgcc 
aacaat atat 
1 1 1 aaact t c 
1 1 1 tgetgea 
aaaatgaaag 
tgccagagaa 
tgtgtacat t 
teggggcatg 
tgtaaagtaa 
tgaatataat 
ggat tctaac 
t tcatagaac 
t tt tqtatca 



aattctgtgg 
atggatt cca 
ggctggctgt 
ttget tgagc 
aaaatacaaa 
cgaggat cac 
gectggtaac 
catatgttat 
gatcttggtc 
tctaagaacc 
aggagaagct 
aaagt ttaaa 
acatatacaa 
aact tctatt 
gcataacttt 
agtgactaaa 
tcaccagatc 
atcaagaaga 
accgatgetg 
ctgtgggtta 
ttgtctattt 
taaataaagc 
aatggtcttg 
aaaagctaaa 
aaggctggga 
cagegtattt 
tattactaaa 
caagtcagtg 
agtgttcatg 
gattttactc 
tgcacaccct 
ctctgattca 
attagtactt 
ttttgttttt 
gatttttaag 
tgcctgcttc 
tggat tccca 
t tgeaegtag 
tgaactcttt 
gtctgtgtca 
tgaacgaatt 
ttagagcaag 
cccatgggag 
gat t tcctca 
gaaat atatc 
aaat aatgat 
taaact cttt 
agaatgtatg 
ggtaaaactt 
aatttagatc 
gggtatgttc 
tcatt t taac 
t atactaatc 
aaat gt t tgg 



gaataaaggc 
cat tcatgga 
ggtggctcat 
ccagaagttc 
aattagccag 
ctgagcctgg 
agagtgeett 
at tcaaatac 
tetgeegggt 
gctggtccta 
geagegggtt 
agacaaaaag 
ttcatgtata 
aaaccaagtt 
tccagcgtgt 
atctaaactt 
cagaaagaag 
ctttaccatc 
gaaggaagct 
ctattaaagc 
ttggcggctg 
cttgttgatt 
ggcaaacata 
tggagt ttct 
ggattgtgta 
cactttttct 
gtatttagta 
aaataaattg 
gggaaaaagc 
attttatatt 
gtacacacag 
ttatagcaga 
ccct ttgtct 
ttaatatcaa 
gtgatgagag 
tctttgattt 
ctgggctctg 
acttgetagg 
aagcccttgt 
agaagttcac 
tgtttatttc 
agctgtgt tc 
aagacctttc 
tagtcct tta 
agtggcccac 
t aagggaaaa 
caagcat cat 
cacacat cca 
atgaaaattt 
aattccatgt 
taaat ttgaa 
aaggtagect 
t t ct cacaaa 
aaaat tagaa 



49260 
49320 
49380 
49440 
49500 
49560 
49620 
49660 
49740 
49800 
49860 
49920 

4 9 9 8 0 
50040 
50100 
50160 
50220 
50280 
50340 
50400 
50460 
50520 
50580 
50640 
50700 

5 0 7 6 0 
50820 
50880 
50940 
510 0 0 
51060 
51120 
51180 
51240 
51300 

513 6 0 
51420 

514 8 0 
51540 
516 0 0 
5 1 6 6 0 
51 72 0 
51 r7 y 0 
51 84 0 
51900 

51 96 0 

52 02 0 
52 08 0 
52140 
52200 
52260 
52320 
52380 
52440 
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a tggctgtgc 
aaataggctt 
agt tttaaaa 
ataaattcat 
aatcattaag 
aaaagtgccg 
tt tccatgtg 
gctttatttt 
atctaactag 
aacatatcga 
cactgagtag 
gaggttgaga 
gagaccccaa 
gacacacagt 
ccaaagcagt 
ttgtttttag 
tatctggtgg 
aagatttttt 
taaagaactt 
catgcaatca 
ttgtcaaata 
ctgtacaatc 
tatttgacat 
agtcatatat 
gctggttatc 
tgaagtactt 
tttattgatg 
ttatatgtga 
aaaaggtgct 
gtctctttat 
cattaattca 
ttgtatatgt 
taaatactac 
aagcctcttg 
cttgaccact 
aacagttacc 
tgcataactt 
tttgggaggc 
cgtggtgaaa 
acctgtaatc 
gaggttgcag 
tccgtattaa 
tacctgtaaa 
t agt t tgaga 
attattattc 
attgtccat t 
tgctaaacat 
agt tactttc 
ttcatttgcc 
ctttcagttt 
atccccatgt 
ttgtttatat 
tatttagatt 
aqt acagtgg 



tgtt taacat 
aatgactggc 
aaatacacta 
ctgcaatt ta 
tgatctcagt 
atctggctaa 
attt t taaaa 
ttcctttgtt 
actgatcata 
gaacctgtct 
tttgtcccag 
ttgcagtgag 
ctcttagaaa 
aactcccaga 
attttgtgtg 
tagtgtttag 
aaagctacaa 
ctccct cctt 
gaaattacgt 
ttagaatcaa 
t tcatgtaat 
gctaat ttac 
cttttccaat 
gaggtcaaag 
ctgagcaggg 
ctaatatact 
ttgatgaaac 
atatgtaaga 
attgaaattc 
ggtattttca 
gcaataaagg 
gataaagttt 
gtcatatttt 
cgggcatcat 
aaaagtaatg 
t tatcaaggt 
taaataaatt 
cgaggcaagt 
ccctgtctct 
ccagctactt 
tgagccaaga 
aaaaaaaaaa 
gaggggagaa 
1 1 ctaggtat 
t tgct aaacc 
at tttctgaa 
ctttctggtt 
tgtctgggtc 
catgaccacc 
at tgcagaga 
tttatcattg 
aatggaaaca 
cttttttttt 
ctcaat ctcg 



tttttgaccc 
cctgcattct 
aaataatcaa 
taagatgcat 
gaaacatgtc 
ctcttacacc 
tttagagtgg 
cataattata 
gatagaagga 
acaaaaaaat 
ctactcggga 
ccatggacat 
atgaaaagga 
tatgtaccac 
tataattgca 
attgaagatt 
tgcaatgtcg 
ttgggccagt 
tatcacttag 
aattagtact 
taactgaatt 
tcagtttaga 
ttgtgtatga 
acatatacct 
gaaaaggtta 
gagggaagta 
agatcagttt 
tatgttctgc 
tgtgtctcca 
gaataaagtc 
aaaatatgca 
acatgttgtg 
aaaggttcag 
ctcatctcac 
catctgcaag 
aaatcccaga 
tcctgccggg 
ggatcacttg 
actaaaaata 
gggaggatga 
tggcgtcatt 
aaaaaaaaaa 
tatgtattta 
aaaaatacat 
aat tcagtt t 
gtgt tttgga 
at tcaagctc 
acaggtcagt 
tttattcttt 
agatggtgga 
gctagagtgg 
aagatgagga 
ttttttttaa 
get cactgca 



taaaattcac 
tcacaatat t 
aactgttaag 
ggccgatgt t 
aaatgectta 
atacatactg 
caacaatt t t 
ttctttgaat 
aataaggeca 
taaaaaaaat 
gggtgaggtg 
accactgcac 
aatatagaaa 
aaaaaatgtg 
agegcatagt 
gagtgaaata 
ttgtagtttt 
tttcattacg 
tataattgac 
ttggtcaaaa 
taaaaccttc 
gtagctacaa 
aaagtaaatc 
tgttattata 
tttttaggaa 
taatatgtgg 
ttccatccgg 
aattttataa 
gcaggcaaga 
tgacttgtgt 
tctcaaaaat 
tatatatgtt 
tttgtagtga 
tgtcatcaca 
catactgcca 
ctctaaaaga 
cgcggtggct 
aggtcaggag 
caaaaattag 
ggcaggagaa 
gcactccagc 
aaaaattcct 
cttcaaagag 
t cttat ataa 
tatttgetgt 
act caacaca 
gtgtatactg 
tcttgatagt 
ttcctcaact 
gaaaagcegg 
aaaatagcag 
aagaacctgg 
gacggagtgt 
acct ccatt t 



caacagtctc 
tttccctaag 
cagtatatta 
aatttgcttg 
aattaactaa 
atagtttttc 
get taatatg 
aggtctgtgt 
agt tcaagac 
tagecaggea 
ggaggatege 
tacagectag 
tataaaattt 
aaaagagaga 
aaaataattt 
ttttcttggc 
gcatggcttg 
agtaactcac 
attatataga 
tatttacaac 
aactattatg 
ctcttcgata 
tat tcctgta 
atatgtatac 
aaccacttca 
aacaaactct 
attattattg 
atgttcatgt 
atacttgact 
ttttgagatt 
tggtgataaa 
gtattgccaa 
tagtaaacaa 
aaccccatgc 
ggttttggat 
gttggtgctg 
cacgcctgta 
tt tgagacca 
ccaggcgtgt 
t catt tgaat 
ctgggcgaca 
ctcctgtt tg 
t tcagggaaa 
1 1 1 taacacc 
ctaaaatgtg 
tgat tgtgag 
tgct ctgt tg 
t ttcggacaa 
gcacccatct 
aattcccacc 
taactactgt 
ct tagat cag 
tgetctgt tg 
ccctggt tea 



ccagtacata 
ctttgagcaa 
gtttggttat 
gcaattctgt 
gttggtgaat 
atatgtttca 
ggttacataa 
caatcaagtg 
cagcctgggc 
tggtggcgta 
ttcagcccag 
gtaacagcac 
gcttattata 
gaaatgtcta 
taaccttaat 
agatattccg 
ctttataaac 
actttttgat 
gactatgtaa 
attcacatac 
aagtgctcgt 
ctat catcaa 
gcaactgggg 
tataataata 
aatagaaagc 
caacaaaatg 
gttcatgatt 
ctttttttaa 
aactcttttt 
attggtgcct 
aagttatttc 
ataeggctat 
geagtgeact 
cacagegtag 
agtttgtacc 
tgtcactaca 
atcccagcag 
gcctggccaa 

ggtgg ca gg c 

cctgcaggcg 
agagegagae 
agctttccct 
tgact ctcac 
aatg t gagag 
tgaa t aagt a 
gaggat ttgt 
agaca tgcag 
t taaccagt t 
tttataaggt 
caccgctgcc 
gagagatcat 
agaactgatg 
cccagactgg 
agcaattat c 



52740 
52800 
52860 
52920 
52980 
53040 
5 310 0 
53160 
5 3220 
53280 
53340 
53400 
5 3 4 6 0 
53520 
53580 
53640 
53700 
53760 
5 3 8 2 0 
5 3 8 8 0 
53940 
54UUU 
54060 
54120 
54180 
54240 
54300 
54360 
54420 
54480 
54540 
54600 
54660 
54720 
54780 
54840 
54900 
54960 
5 5 020 
5 5 0 8 0 
5 514 0 
5 5 2 0 0 
5 2 6 0 
5 r :•, 2 0 
5 f.-. 3 S 0 
5 '.4 4 0 
5 5 5 0 0 
5 5 5 C 0 
55620 
55680 
55740 
55800 
5 5 & 6 0 
5 5 920 
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agagaactag aactaaagaa tttctgtgtc aaactgttta gcaaatgtaa gtagaagctg 56220 

ggagatgtgt cctggaatga atgaatacat cagtaaaata ccatacgtat gttatgatgt 56280 

tattgtttcc ttgccttggt tgatttggtt ttactgtgaa ataattttca atatagaatt 56340 

gtgatcgttg gaatttggtc atctactaga aaatgagaaa gaagttaata gctatcttcc 56400 

ttaaagattt ctgaggttgg gattaaggta gtgttcccaa ggtgttctaa aacggcagcg 56460 

agagctgtgc actcacttca caaatttgaa ttcctgctct gtgttaggcg ctgtgctagg 56520 



180 

2000 

DNA 

Homo 

180 



<210> 
<211> 
<212> 
<213> 
<400> 
gtggatctgt 
gtcaggagct 
tggcaaacat 
aacaaattta 
acagaacctg 
aagaaagcat 
gtactaaacc 
ccttttactg 
ttcacctggc 
tcatgtataa 
gtcctgccta 
tatatatata 
actatccttg 
agatccaaaa 
gcttttagtg 
tttaattact 
cagactctga 
atatccttgt 
atggggaaaa 
ggctgctgcg 
gtgagcagat 
gcccaggtgc 
taattgtgtg 
tccagcgacc 
acccggaccc 
cccttcccgc 
gcccgcgcca 
cgtgttattg 
tgccgcggag 
gagcat ccct 
cggcgcacgc 
tgggggcgga 
ccgcctgc tg 
gccgccgagc 



sapiens 

gactgt tcgc 
gggtttggag 
tgcacaaaag 
cacataaaca 
ctttatcttt 
aaggagcatt 
tagtgcttct 
tgtaatgctt 
tttgtcccca 
agaaagtagc 
aaggtagcac 
tatatatata 
aaaagggtta 
gtcctgtgga 
aaggctacaa 
acagaaaaaa 
ggaaatgaag 
gggattgttc 
acacggaccc 
cactcagagc 
ggggacactc 
ctgcaagaat 
catcccggcg 
cttaaacctg 
t cctccggcc 
gtccgcagcc 
cagcaggtag 
ccgccgaggt 
ccccctgccc 
gagccatcga 
agccccgcac 
99 c tgggagc 
gccgcgactg 
tgagaagatg 



aggaagagag 
ataaagaggg 
tt tacaactt 
catatttact 
tcgcacactg 
agttgtgcac 
tacagtacag 
cctgctggcc 
aaggtcatca 
taccatcctg 
aggtttccat 
tatatatatg 
catattaaac 
tctgctttaa 
aagtatgctt 
acgaggctcc 
caagagtgaa 
ttcagctatg 
taattctgaa 
ggaggctgag 
gagctgcccc 
tagacctccg 
cccaggggct 
accgcgcgca 
agcacccacc 
ggcccagctg 
ctgtactgca 
ggaactatgg 
cggcaggggg 
tccgggaggg 
tcgcctaccc 
gggtggcggg 
aggcccggga 



gagcgggagc 
aacaagagaa 
cgtgactaac 
gactttatac 
t tctagtgta 
actgtccaca 
ggcaatgaca 
ttcaaatact 
tctaccaatg 
gccctgatta 
tatggtggtg 
gtaaagcatt 
catttttacc 
catcaataaa 
tttatggatt 
ttattaaaaa 
ttctgaaaag 
cataaacatg 
acaccctggt 
gaggcggcgt 
gcgacctggg 
ataacgttaa 
tgtgagcagc 
cgtccggccc 
ttcacccagt 
gggagcatgc 
actgtcggcc 
caacgggcga 
atgtggcgat 
ccgcgggt t c 
ggccccgggc 
cgcggcggcc 
ggcgggcggg 



aggacagaca 
agttaagttc 
agtaatctgg 
acagcaatcc 
gagatgtctg 
cccgtgact t 
gccacagaaa 
tgttacttga 
atgttgttat 
gaact tccca 
gtggggaggg 
cggcattctt 
acagccaaag 
acagt tatcc 
acacatgtgc 
aaaatcagaa 
gtctaataaa 
taattatcat 
agcgagagac 
ccccttgcaa 
ccgagctgcc 
cacccacttt 
aggtgcgcgt 
gagggagcag 
tccgtcagtc 
gcagtggccg 
caaaccaacc 
ccaatcagaa 
gggtgagggt 
ccttgctttg 
ggcggcgcgg 
cgggcccggg 
gagcgcaggc 



ataactgata 
tgtgttttca 
ggtgattcac 
taacgtgaac 
gtctcagtta 
ttttccacca 
gagagaagct 
gagatctcca 
ttgatgttaa 
ctgaaatacc 
ggcgggaata 
ttaaagtaca 
gggaggagaa 
acccttcgta 
acgcaactac 
acaagtccaa 
cagtatggaa 
cattactgtg 
gggcaggagg 
aggactggca 
tacaacctgg 
ctcactgctc 
tccaggcagc 
aacaagaggc 
gccaccacct 
gagccgggtt 
aatcaagaga 
ggcgcgttgt 
catggggtgt 
ccgccgggag 
cccatgcggc 
cggtgat tgg 
ggagct cgct 



60 
120 
180 
240 
300 
360 
420 
480 
b4U 
6 0 0 
660 
720 
780 
840 
900 
960 
102 0 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
15 0 0 
1560 
1620 
1680 
1740 
18 0 0 
1 •? 6 0 
l:;<2 0 

i : j 8 o 

2000 



<210> 181 

<211> 1901 

<212> DNA 

<213> Homo sapiens 

<-400> 181 
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ttcctgccgg gcgcggtggc tcacgcctgt aatcccagca gtttgggagg ccgaggcaag 300 

tggatcactt gaggtcagga gtttgagacc agcctggcca acgtggtgaa accctgtctc 360 

tactaaaaat acaaaaatta gccaggcgtg tggtggcagg cacctgtaat cccagctact 420 

tgggaggatg aggcaggaga atcatttgaa tcctgcaggc ggaggttgca gtgagccaag 480 

atggcgtcat tgcactccag cctgggcgac aagagcgaga ctccgtatta aaaaaaaaaa 540 

aaaaaaaaaa aaaaaattcc tctcctgttt gagctttccc ttacctgtaa agaggggaga 600 

atatgtattt acttcaaaga gttcagggaa atgactctca ctagtttgag attctaggta 660 

taaaaataca ttcttatata attttaacac caatgtgaga gattattatt cttgctaaac 720 

caattcagtt ttatttgctg tctaaaatgt gtgaataagt aattgtccat tattttctga 780 

agtgttttgg aactcaacac atgattgtga ggaggatttg ttgctaaaca tctttctggt 840 

tattcaagct cgtgtatact gtgctctgtt gagacatgca gagttacttt ctgtctgggt 900 

cacaggtcag ttcttgatag ttttcggaca attaaccagt tttcatttgc ccatgaccac 960 

ctttattctt tttcctcaac tgcacccatc ttttataagg tctttcagtt tattgcagag 1020 

aagatggtgg agaaaagccg gaattcccac ccaccgctgc catccccatg ttttatcatt 1080 

ggctagagtg gaaaatagca gtaactactg tgagagatca tttgtttata taatggaaac 1140 

aaagatgagg aaagaacctg gcttagatca gagaactgat gtatttagat tctttttttt 1200 

ttttttttta agacggagtg ttgctctgtt gcccagactg gagtacagtg gctcaatctc 1260 

ggctcactgc aacctccatt tccctggttc aagcaattat cctgcctcag cctcccaagt 1320 

atttgggatt acaggcgtgt tccaccacac ctggctaatt ttttgtattt ttagtagaga 1380 

cggggtttcg ccatgttggc caggctggtc tcgaaatcct gacctcagat gatccacccg 1440 

ccttggcctc ccaaagtgct gggattacag gcgcgagcca ccgcgcctgg cccaatgtat 1500 

ttggattctt aaagaacact ttcaaattaa atatcagttg aagagaacta gaactaaaga ibbu 

atttctgtgt caaactgttt agcaaatgta agtagaagct gggagatgtg tcctggaatg 1620 

aatgaataca tcagtaaaat accatacgta tgttatgatg ttattgtttc cttgccttgg 1680 

ttgatttggt tttactgtga aataattttc aatatagaat tgtgatcgtt ggaatttggt 1740 

catctactag aaaatgagaa agaagttaat agctatcttc cttaaagatt tctgaggttg 1800 

ggattaaggt agtgttccca aggtgttcta aaacggcagc gagagctgtg cactcacttc 1860 

acaaatttga attcctgctc tgtgttaggc gctgtgctag g 1901 



<210> 182 

<211> 4550 

<212> DNA 

<213> Mus musculus 

<220> 

<22 1 > exon 

<222> 2259 . .2488 

<223> exonl 



<400> 182 

tacagctatc 

ctccaat t ca 

tgagt acaga 

ccccagagac 

t tacaaatgt 

gagggggccc 

gtaaatgctc 

gagaacccct 

acctcaattc 

aaacaattcc 

t ttgcctgcc 

ccaccaacag 

ctcttataqc 



tgtgtgtatg 
ctttctcctt 
tgt t cagaac 
gt 1 1 tagaca 
aatt tctaca 
tcaggtacct 
ccacaaatgg 
gaatttccag 
ctgtcttcct 
tttgtctgga 
cttttacctc 
ctgct tt tec 
cctgt cagt t 



ggtgcatgcc 
ccaccacatg 
catct tactg 
gggttat aat 
gacatt ccta 
tgtttttctg 
atcatctgac 
agaccttcag 
gaactcttgt 
ctggtctgct 
tgeatet tea 
cctaaagctg 
ct ccagcact 



atggaccacc 
ggct ctgt aa 
t ctcctctct 
ctgat aaggg 
gaaaat tgaa 
t tgacaaaag 
tatt tgcaga 
gttggctcag 
t tgecaatet 
gaactgacag 
ttaaactgga 
ggt t tgtggt 
ggct tcccaa 



tgtagaggtc 
tcactaaggt 
tctgataaaa 
aaaagecaca 
act 1 1 atggt 
ttgact ct:a 
atgtcatagg 
tcccttcttt 
gaatctacag 
tgaattgtct 
cagtttgtca 
tcatgt tatc 
ggct 1 1 taaa 



acaggacaat 
t tgtcaat ec 
catgaggtgg 
tgtcctttce 
tgggaaagga 
acat tgtcaa 
ccaacagaga 
tttgatgtgt 
tctatctgtc 
tgacagttcc 
tatctgtgac 
gtgacagaca 
actcct t t ct 



60 

i: o 

1 H 0 

2 4 0 

:•. o o 

36 0 
42 0 
480 
540 
600 
660 
720 
780 
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aagcacgtcc atctgacata gtgtgctaat gacaggagtc acctgtatgc cttatgaagc 1080 

gcatctcaga ggtgatggga aagaaacatg gggcaaaaga tgaagggaaa tccaaggcaa 1140 

ggaagcagag acacaggcgt cagtggtgtg gaaagggaga aaactagggg cagaataagt 1200 

gaccttaggg tcacttagag aaaccaacac acacacacac acccacatat ttaaaacgta 1260 

ctttatacag atctgagcgt gcgcactgac ctgtttcctt ctataccttc ttgtatagaa 1320 

ttatctggtc tccactagtt agggcagtga aaggacctgg gcccctggat aagtttttgc 1380 

tgttacttaa ctattctagt tttctggagg gaagagaact tatggatcct acatgtatag 1440 

ggaaatactt tcctacacat tgaaaagaag aaatgtagga tattaggaaa acgcacagta 1500 

gaaacaagtt aaagagcaag aggttattaa agggcaaaag ttaaggcttt gaaagattta 1560 

atacaaggag gtgacagtcc cgtgaaaggt gaaccaaggg tacaggagac ggacccagcc 1620 

tcattctgca acagccaaga ggagggaagg tgtgcttcct atgcacgtgg gggcacgggt 1680 

ggccctccgg cacgcgaaga cgctgcagtt gtccataacc tgcggcatcg agctcctcct 1740 

gtgctccacg acttagtcgg ctcacgcgtg tcttgcagga agcatcctcg tgtctccacg 1800 

cagctctcgc acgccagcac aggccaaaac ccaccacctc acttcttccc gggctcatcc 1860 

ccagccagca ttcgcagtcg agcatgcgtc gtgacgaggc caagggaccg agccaatcag 1920 

aacacgtatt acgcccataa gtcggccaat caggaggcgc cttattaccc gggagccttg 1980 

cttcaccccg cctccccgct gacaagcacg ggtcgcgcgg agcaaagcga gcaccccgag 2040 

gcgagtgcgc ccggcaagcc gaggcgtgcc ctttccaagg cggcgagcag aggccgtcac 2 100 

tgtccccgcc gggtcccggg cccccgcggc ccatgctggg ggcggagcca gggcggaggg 2 160 

cggcggcgcg gccggccccg cgcagtgatt ggcgggcggc cggcggtggc tgaggtcctg 2220 

qtggccgcgc 99gcaacgca ggcggagtcg cggctggcga gccgagagga tgctgctgtc 2280 

cctggtgctc cacacgtact ctatgcgcta cctgctcccc agcgtcctgt tgctgggctc 2340 

ggcgcccacc tacctgctgg cctggacgct gtggcgggtg ctctccgcgc tgatgcccgc 2400 

ccgcctgtac cagcgcgtgg acgaccggct ttactgcgtc taccagaaca tggtgctctt 2460 

cttcttcgag aactacaccg gggtccaggt gaggcgcggc cgcgcagggc tgcgtgcgag 2520 

ccctccccgc ggccggggcg gcgcttgcaa cccgggcgaa cactcgcagc ccggcgagca 2580 

cgtgccgcag ctcacggcct cccgccgcgg ggggaagttt ctggttctca cttcggggtt 2640 

ccttctggaa cgtcctgctg aggctgagtg tgttcccggg tccgccccac ccccgccccg 2^00 

ggccggctgt tactgcccat ctcagtgcct gccaaagtag ggcactgagt ccgaggtggt 2^60 

gatgctggga ctggcttcat ttgcacttcc gaggtctttt agattagcaa gacctctagg 2820 

cgctgaccaa agtgacagct gtgaaggacg actcctgcct tgggttcctc ccgggtgaaa 2880 

gcgagggcct agggaggaaa tgaatacatt ggttacaata ggagcctcac tgtcgataca 2940 

gttctcttca gcttggactg ggcttcaatg tgggctgatc tcttgtcaga ttgctttctt 3000 

cctgctactg tttctttctt tctttccanc cctccctccc cccccccccc cgccccgtgg 3060 

agattgaact ctgaaaacaa taaagagtag aaagctctcc taatgtgaat tcgttatatg 3120 

acatcccata aaaacctaca gttgtacttc ctttttggtt ttcagtttca aagaagagct 3180 

ctgtttgggt tctcccagat gtatctatga ctttcccccc catttctcag ttcttttcat 3240 

tctgtgttag gggggtactt tggcgactgg atcccttact gagttttgcg ccagttggag 3300 

attatgtctg aggtagggaa ttaagacctc tctgaatcac tatcttttta aatgttttcc 3360 

tagggaatag gaaaatcact gttgcacatc aaggtttctg aaaaattgac ttttagaata 3420 

ggatttcatt cagaattttt aggaaccccc acactgatgg tttcaaacct ccctcttact 3480 

ttactaagtt tgtcaagtga atgtatggtc taatcgtgga taagtattta atttcactag 3540 

cagaagggac aagacagcgg ggagcacaac ttaaagttgc tgaccttgca catgacaagt 3600 

acccctcaga cgctcaggga cctctactca agtgccacct atattcttgc tgcagagacg 3 6»-i0 

ttaggatgag tcagaatgaa gcaaagttag tgagtttatt gattgggaga gaggacacgc 3"20 

acttgagggg agtcaagtgc aaaccttatt accccccacc caggctacag cagctgtttt 3"*"-:0 

ctaagtgatt ttagggcttt taagttaacg cet t aaaac t aagattaagg agaagagaag 3840 

gaaaaaaatg agttcttcta ttctttccaa taatgagctc taaaaaaaaa agaagcaaac 39u0 

caggatctca cactgtagtc ttggtgggca ggaactctat gtagacctca caggcctcaa 3960 

gttcacagag atctgcctgc ctctgtctcc agagtgttag gactaaaggc atgtaccgcc 4020 

atgtctggat taaactcttt tagttatatg aaatttaaaa cggattcatg gcggtactga 4080 

acagtttaca tatgagggag aaatgtggtt aggcagtaat atggatcaaa ataaaatcaa 4140 

agtaattagc tgatcactgg tcacaagagt ttgagatgtg agcttgtctt ctgccttagg 4200 

tcaccaqcta taqggataat cttttgtttg ttttttgtgg tttttgtttg tttgtttttt 4260 
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999 t( 3 a 999 c ctccttttgc tattcaaaag cagattgtgt ggacattgca 4550 



<210> 183 

<211> 37950 

<212> DNA 

<213> Mus musculus 



<220> 

<221> exon 
<222> 5259 . . 5328 
<223> exon2 



< 2 2 1 > exon 

<222> 12675 . .12791 

<22 3 > exon3 



< 2 2 1 > exon 

<222> 14621 . . 14710 

<223> exon4 



< 2 2 1 > exon 

< 2 2 2 > 19822 . . 19912 
<223> exonB 

< 2 2 1 > exon 

<222> 21789 . . 21950 
<223> exon6 

< 2 2 1 > exon 

<222> 23387 . .23510 
<223> exon7 



< 2 2 1 > exon 

<222> 25520 . . 26016 

< 2 2 3 > exon8 



<400> 183 

tggagtgaga 

tcagcctcag 

tctttactgt 

gggaggatgt 

ggactcaata 

cttcacact c 

aaaataaat c 

tctgcct cct 

tct taaattg 

accaagtgag 

ggaaaaaaaa 

ttgtatgagt 

atcattaatc 

attagtaatt 

aagaccacag 

ttctttacaa 



ggcctgggta 
ttgagactgg 
cacct tgact 
ttccagaaag 
aaaac rggca 
t tgctgcctt 
cccaccccca 
gagtgctggg 
ctcctgt cag 
ataatatgt t 
aaaaanaacc 
tttgtgatat 
aaataattgt 
tagtaaattt 
t t t t tgtaca 
ggatatgt ct 



taattccttt 
aatacat ttg 
ggat ttagaa 
tgtt tactga 
tttatctgtt 
cctacat cga 
ggattttttt 
tct acaggag 
acactt tgac 
atttttttag 
cttttgaaat 
gtaagtttct 
gtttactact 
attatttatt 
tatt atagta 
agaacacgt t 



ttctttgtca 
tcatgctgtt 
tcgccttgga 
aggtgtcctc 
tcctgtccag 
aagactgtat 
tggctgt cct 
tacccaccag 
acaacaataa 
t tcatagagt 
aaggacagta 
actcaattca 
ttaaccttct 
taatgaaaca 
gaagtccct t 
aaacaaacag 



cactgtagca 
ctgaagact t 
gatgtgctta 
at ctgatagg 
ggacacagtg 
ctttt:ttaa 
ggaact cagg 
gcctggct a a 
gaaaaataat 
agtaggtaat 
ttgagaaaca 
catggtaatt 
tacaaagtat 
t t tcaaattg 
agtaggtgga 
gaggaggtgt 



gttctgct tc 
taatggttga 
tggtatgtct 
gtggggccct 
tggccagct a 
aaggcgaggc 
t ccacctgca 
aagaaaccc t 
tcatacaaag 
ccatggtgag 
tgtatgctga 
gtgcattctg 
agttt tacta 
gactcagaaa 
aatcctgtgt 
ggct gcaccc 



60 
120 
180 
240 
3 0 0 

3 6 0 
42 0 

4 80 
54 0 
6 0 0 
660 
720 
780 
840 
90 0 
96 0 
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tcagcttctt tgaaacttgt ggggttactt ctccagttgt atgtgctgtc catggttggc 1260 

tagacatggc acatgactgg cgcatggacc taaagacaga ttaaagaatt catttcaaat 1320 

gatttcaagc acagagttta aattgtacat gcactcttag tcaatgtcct tgtagctgca 1380 

ttttggtgta attggaggga catggactag ttagctgttt cttttacttg atgacagttt 1440 

tgaatgaaaa gcatgttaga tacaaaataa tttaactgtt gacccccccc cacacacaca 1500 

cacacactct ttttccctgt atgccttcac tcctcgaatt ggtttttatc anatagctgt 1560 

tccaggtgta ccaggcatat atgaagtagt ttatgtagtt tcatttatgc cagtgcaatc 1620 

ctgtgaggag caattagtac attatacttt atagttaatg agatagatat agagaaagct 1680 

gatacatcac atctatttct tgtgtaagat ggagggctgg gattcaaatg taagtcttag 1740 

tccgtgtctt atactttgca gcctgtggtc ttagtgatga tcatgttatg aagggcaacc 1800 

tctttttcag actgtgtctg caagacccgt gaattaaatg accaaaggca tactaactgt 1860 

agagaaactg cccattttat tgatgctaat atttttacat ggtaggagga aacttggaag 1920 

aaatgagaag ccctactcag ggggattttt caggtgagat tatgtagtga ctagtgtaaa 1980 

agaagctact ataagggata ccaagtatgg gaaataagtg ctgcacacct cagggtggtc 2040 

acacagactc agactgacag ctcaggtctt cctgctgaag aaggggacgt ctttgaaagt 2 100 

gagaaattca tgtcttcttt atagaaagtt ctactccagc tctaggccga agactggggg 2 160 

cagagagctt ttcttgtgcc tgcgatttct taactgtttt tattcaaaat cattcttatg 2220 

ccaaaagggc atatttgggg ttgagttctt tcagcgatat catttatatt tgagaccaat 2280 

gagacgtttt tctcactatg tattgtattt caactttcat gctaaaccta ctggacttta 2340 

ctgagataaa tcaagaacat acctttaaac tttgtagttc ttctttgcca ctgtgaccaa 2400 

aacacatgac tgggagaaat ggtttatttt gcctcccagt cttggtgatt ttagtccctc 2460 

acagcagaga agcctggtag agcagctcac tgagtggcaa caggactgtg ctcatgtgat j520 

catggaccag gaagtgtaga acaaagccag aactaggggc cctagtaacc tacttctgcc 2580 

agctaggccc cacttcctga aggttccacc tcctccctcc ccctcccaaa aaagaaaata 2640 

aaaatagtac caccaactgg acagcaaaca ccccaaacat aagccagtga ggagggaagg 2700 

a 999 a 99999 gaggaaggag ggagagaggg gggaaggaga aggagagaga gaaggagaga 2760 

gagagggagg gagggagaga gagagagaga gagagagaga acacaccanc tctcaagtat 2 82 0 

nnnncntnna nnncntggaa caaattaaaa actatgtaac cagaaaatta ttttaagagt 2880 

atttgatttg tctgtattta attaattaac tgaaaaaaaa aggaaaatta attcctttct 2940 

ctaaagactt taaatgaacc atttttttag tgtatgtgtg tgtgtgtcta ggtcaaaaga 3000 

caggtctcag gagttgatat ttgaccatgt gaaccctagg gatcgaactt ttagctcatc 3060 

agctttggca gcaggaatct ttatacactg catcatctca ctggccttag ataagttttg 3120 

aaaaaaagtg gaagaatcta aagttacttg gataattata taaaatataa gtctgaggtt 3180 

gggctcaaga cggaaagaca tcagtaagga gccaagagaa cagccccaga gagaatctga 3240 

gaatcaaggg tgtgggcaaa catacagtga tctacacttt ttatctgtaa atagtttgta 3300 

aattcttaac cctttaaaaa aattccctaa cccctactct gcagatcaga ctgccctgga 3360 

actcattgta gaagcctaag gtggcctcgc attcacacaa tccttctgac acagctcccc 3420 

aagtgctagg attacaagga taagctactg tgtctgcctt cttagctttt taaattttaa 3480 

aagcactaca accttgtaac tagttttata cttgtcaata aaataacagt aactgggact 3540 

ggggagatgg ctcaggctgc ttttccagag ggacccaggt tcgattccca ggagccacac 3600 

aatggcttac aatcatctgt agctatagtt cccagggatc tgatgccctt ttctgattcc 3660 

tgcaggcccc aggcaagcat ggggtgtaca aacacacatg caggcaaaac agatgtcttt 3720 

ctgcattgct cttcaccttt tatattgagg caaggtctct cacttgaacc cagatctcac ?~ ? fi0 

t.gattggcta gtgtaactaa ctggcttgct caaggaatcc ctgtctacac ttcactaaag 3h40 

ctcttgctgt gtagcccagg ctagcctcaa attcctaatc ctcctgcttt agccacttaa 3900 

gtgtccggga tttcaggcat gcaccactac atctggttga aaggtatctt tggatggttt 3960 

gggtattatt agcttggagg ctagcgatgt ctccaaagaa ccttacataa tttacatatg 4020 

catacataca tacatacata aacatacata catacacaca tgcatacatt taactggatc 4C80 

tgtagttctt gtaaagtgta cccagtggtc cttaaatagt tctactttat ttctaagagt 4140 

gatcatgatc atgagctggc atcccaatat taactctgca cagatcaact aaccattggt 4200 

tacttatttg tttgatttat gtcgtttgta aacttgatta gaagtaatta gacacgtgtg 4260 

aacacactgt gcagttgtct tagagcagta gcagcagcct tagtgtgagt ccttgacatc 4320 

taactttata ttatgtagct acattgcttt tacacagggc ttattaatgc cctttcaggt 4380 

tttqttatca ttatqgtatt tgtgagtatt tcaccaccag gaaggcaaac ctttctggca 4440 
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catgatgtag 
tactcccctg 
tccagcacac 
atatatccaa 
cataatattt 
ctgtagagcc 
tatcaatcat 
agtatgagct 
gatagagcta 
attgtcaaag 
caaaaaataa 
t ttgatgaaa 
acacacaaac 
agaatggcct 
ttcatctcca 
tgggcatcaa 
ccccagccca 
gtgtatctgt 
acaccagatc 
ggggaactaa 
ctccagcctt 
aacataaatt 
ggagggtaag 
tttctcaaaa 
tatatatata 
cacacatata 
tctagcnttt 
tcaaaattct 
tgcactctaa 
ttcctggaca 
cttaattcta 
actgtattta 
tgttttgttt 
ggaactcact 
tgagtgctgg 
ctctttttga 
tgagggtcct 
tgcctaaagt 
at tttctaaa 
caagctcagg 
gaaggtcact 
gctcttgata 
t aaaggagct 
age t tgat ag 
cagact ctgc 
t agccagcct 
gaggggaat t 
cgcagttctg 
ctttcttctc 
aggtgggacc 
atggctgtgg 
gcagcaggta 
getaagecag 
t cctctagqt 



tgaccctgac 
gctccttagc 
agctttcatt 
eggacacagt 
gcgttat ttc 
ttatatatta 
tctgtct tac 
at ttatagtg 
gt tacattgt 
tcatgattct 
agaaaatgta 
tttgggtttt 
acacatatgt 
catactct ct 
aggtacagga 
acccaaggct 
tcaaaatgat 
ctgtgggt tt 
ttccctggag 
actggggtgc 
taaaatatta 
tgctgtggat 
gttagtaatg 
taacccttta 
tatatacaca 
tagtgggatt 
tatttactct 
cctgcctccg 
ctgtgtagtt 
cagtgctgtt 
acttgetatt 
cttccaatca 
tgtttgtttg 
ctgtagacca 
gattaaaggc 
atgattattg 
ccccatgagg 
gtgetttcat 
ccacggccac 
acctagcatc 
tgtgctgatg 
ccgcaccccc 
gaaacacgt t 
ggat 1 1 tgat 
atttgacttt 
gt ctgacaca 
1 1 tacctggc 
ttgttcagag 
agt tttatgg 
atgtactctt 
ttgcctttgc 
acagttccta 
ttcctttctt 
ct gataacaa 



t tgatgttcc 
ctgcattttt 
tggtcttatg 
agctctccat 
ccattatgt t 
t tagtgatca 
t ttatgatca 
tgtggggctc 
gtccttgtct 
ttttgttttc 
atatatctag 
t ctagaaatg 
acacacacat 
gagtagctga 
attgeaggtg 
teatgeaaac 
attt taaggt 
gagcttgtga 
cttgagttgc 
tttgaaagag 
atcttatata 
tttgaatctg 
tgaaaggtat 
gtttatttgg 
cacacacaca 
ggtggaccca 
gagacatatt 
tctctggagt 
gttaagctgc 
ataattagct 
t ttccgtcag 
ggtcaaatat 
tttttgagac 
gactgacctc 
gtgcgccacc 
atgaattgtg 
cacctcacag 
tctccaaata 
gt tgtgtgca 
ccaaagctaa 
gcttttattt 
aacacacaca 
tttctctgtg 
a t cagatgt a 
gagtcgaacc 
ctggctggcc 
tggcccccag 
gtggatccca 
aaataacctt 
gctctcctgt 
cttcctttag 
cttggtgttt 
agt t tagaga 
ccagcct t tg 



agctcacagg 
gttcagcaca 
ctcagaaacc 
t ttacaaatc 
attatgtata 
ataacttctt 
t taacctgtc 
ccaagagaac 
gtttcctttc 
tcttttagat 
cgaatcatca 
gtaaatgagc 
atgttttaaa 
gaatgattt t 
ctttctttgt 
taggcaagca 
tatttattta 
gtacacatgc 
aggtagegat 
aaatatgtac 
tttaagtaaa 
gettgeaatt 
ggtttttgtc 
ttttctgtct 
cacacatata 
agtgtataca 
ettgetctgt 
gatggatcac 
ttattggtat 
gtagttcctg 
agaaggcaca 
atatatattt 
agggtttctc 
gaactcagaa 
atgcccggcg 
aattatgctg 
gtacagggee 
attcacctca 
teegt t ctat 
cagaacccaa 
tcct cccacc 
cagacacccg 
tgacacactg 
1 1 at cctggg 
acagagtggc 
ctcctcacca 
gacagggcat 
ctgcaggaaa 
tcct taatgg 
gggtctcaca 
agcaggcttc 
gagat ctgaa 
gacatttct t 
gggt ttgaga 



gacctctggc 
caagtggact 
ctttcctctc 
ct taaaatat 
tgtccatctc 
gtggattttt 
ctacatttaa 
tctgatgttt 
acattctttt 
attgetatat 
aagcacaggt 
attaatatgt 
gacaggattt 
aagcttgtga 
atgettaget 
ctgtcccatc 
atgagtttta 
ctgtggaggc 
tagttatcct 
tettaactge 
ctaagctagc 
ttattttact 
caggcttctc 
etaegttata 
tatacatata 
ttttaattct 
tgcccaggct 
agttgtatgc 
gctggtgtct 
ttgetcttta 
agactagttt 
gtttgtttgt 
tgtatagece 
atccacctgc 
ggtcaaatat 
ctagtcctgc 
cagecaagag 
tccaaaatcc 
ggt tcgtttg 
ccgttaggat 
cccat ttggt 
gaccatagct 
gaaaactgat 
t catgt t cgt 
ccagagtgac 
caat ctgacc 
gggccatggc 
ctagagt ttc 
aactgtaatc 
gtaacagggc 
caggaaagca 
gataacgtgg 
gact ctgect 
acat t cttgt 



ctccctgttg 
aacacaagac 
att tgctaaa 
agagtatgt t 
ttccgctgga 
cttacaggga 
gtact ttata 
gttagtcatg 
ttttttttta 
ggagatttgc 
ttgtatttca 
acacacacat 
catgtgaccc 
cacacctgcc 
tatgtggtgc 
tgagctacat 
tcacgtgtgt 
cagaagaaga 
ggatggattt 
tgggctttgt 
ttttgttttt 
tttttggtgg 
ttcttcccta 
ttt tctagaa 
tatatacaca 
taattctaca 
ggactcaaac 
tgccactgtt 
gaetgetcat 
atcctggtag 
ccagtataga 
ttgtttgttt 
tggctgtcct 
ctctgcctcc 
ttaaaactac 
ggtcccttca 
gecaaatgat 
cacttcctat 
attget ttga 
attctgaatg 
tgggattgta 
aacacagagg 
gaagct ccaa 
gagactggct 
tctctgcttc 
t catgctggt 
agcat cctgt 
ccatcaatgt 
ctacaaggac 
ggctgaaggc 
ctgtgagtaa 
caagcaagag 
ccaggtgacc 
tttttgtttt 



4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 

5 94 0 

»d u u o 

6 060 
6120 
6180 
6240 
6 3 00 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 

6 9 6 0 

7 0 2 0 
7 0 8 0 
7140 
7200 
72 6 0 
7 3 2 0 
7 3 8 0 
7440 
7 5 0 0 
7 56 0 
7620 
7680 
7740 
7 8 0 0 
7860 
7920 
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gctcatggaa 
gtggatttgg 
aaagtgtaat 
tctgttcact 
cttttacttg 
cactgttcgc 
gtagatggct 
tctgtgtgtt 
tgaatgatat 
agtgcagtgc 
ccagtgctgg 
gagacacgac 
ttactgaaaa 
ctgacaacca 
aatacattcc 
gnacagtatt 
aggtcttacc 
aactcacaga 
ccaccattcc 
ggttatggtg 
ctcttaatag 
aaaacagatt 
tggcttttac 
gagcagtgat 
gaattgtaac 
gggtcaccat 
atagccacat 
tagataactt 
ctctaaaaca 
ctaggatatt 
atagctgtgg 
ttgtttgttg 
gggccatgca 
ttcttttatt 
gaactcatga 
agcctggatg 
catttgttgt 
gaattcttct 
ggtacctgca 
atttctttgt 
tcaaacactg 
ttgtttgttt 
ctgtgtagcc 
ttatttttaa 
tgagatggat 
tgtagagca t 
ctaagaatgt 
ttcagaaatt 
agccagtttt 
acttacatgc 
gctctatgta 
tgcagtgaga 
ggcagcggtg 
ct rat tgct t 



gact ttgcat 
ttcctgggga 
ttacagaaag 
ctggcctgat 
gtatcctgct 
ctttaaaatt 
gtaaagctga 
ctctgccagt 
ctattgatag 
ctggcatatg 
attcatgggc 
tgtacagacg 
catggcttat 
aat taaatta 
ct tacatatt 
gaatctatat 
atataacccc 
gatttgcctg 
tggcttgtaa 
taggatagtt 
ttt ttagaag 
tattgttcca 
ctatttatct 
tctcaacctg 
agcagcaaaa 
aacgtgagga 
agagccttta 
tctcacagac 
attaagattt 
tcatttgtat 
aaaagtgccc 
ttcctccccc 
cgtgattaga 
ttatttttta 
tccttctgct 
taagagtttg 
cattttcatg 
ctaaatccta 
gccatt tatt 
att tcaccat 
actgataata 
gtttggttgt 
ctggct atcc 
at acatagaa 
aggt ttgta t 
ttccttgttt 
tgt t tccaca 
gtt tgaaact 
tataaatcaa 
taaggaatgg 
tacgaaatgt 
agcacgcatg 
ggcagagaca 
atttaaaaac 



gaattccagg 
tgacatattt 
tgttctggga 
gctcatgaag 
gtgtctacat 
cattcctttt 
gggctctgca 
gggcagagca 
aagcttnang 
ggtgacattt 
ataaaccctt 
aggaaagtaa 
ggctagataa 
ttcttgccaa 
ttaatccagc 
tgtattcttt 
agctggcctt 
cctcagcctc 
gttacttctt 
tatcttggat 
gtataccgga 
taagcttaaa 
catttatacc 
tgggtcacaa 
tcacagttac 
actgcattaa 
cagggt teat 
ttggttatat 
ttctagaaag 
atgcattatg 
cattttaaca 
gccccatccc 
atatactcct 
ttttgegaca 
tcagtctccg 
ttgttgattt 
gecctgagta 
gcagaccttt 
ctcaagtctt 
agaagttttg 
aagagtggag 
ttggttggtt 
tggaact cac 
tt t tagcagt 
agaagaactt 
t tcagaat t c 
aacacat tgt 
ccat tctaat 
gcattctaat 
cactgatgaa 
acttcactta 
ttgeataetc 
cttattcatt 
ttttat tcac 



cttccagagg 
aggtaaagag 
ctgctgttgg 
agttgacctt 
ccttgctgct 
catttcctgt 
ttctgggaga 
cccaggctct 
nnnnnnnnna 
agcagtactg 
atgtgtcatc 
ggtttatttg 
gcctcatggc 
aacacaaaat 
gttatctegg 
gactgtactt 
gaacttacca 
ctccaactct 
aagtgttgtt 
gcatgacata 
ctccaaaata 
aattaaagtc 
cagaatattc 
cctatcctgc 
gcaatatcaa 
agggtcacag 
tctcgttgtt 
ttccaagaga 
ttgattattc 
aaaaaaattt 
cactttgaac 
caactttctt 
tcactgagct 
ttgtctcact 
aagtagctgg 
aaattagata 
cacttcaaca 
cctgatcttt 
caaatat tct 
catgacct ca 
agatttttat 
ggttggttgg 
t ctgt agacc 
tat t aaagat 
gact t tggct 
atcaggat tt 
acaatatggc 
tctaggtcaa 
gtaatacaat 
atattcacct 
atggcacggt 
aaaacagaag 
catatgtatg 
aatttttttg 



gt tcaaacca 
agct taagaa 
ttcagcctgt 
tacct tagtc 
tctaacttgt 
ctgatagagt 
ccctgctcat 
ctgagcctgc 
nnnnntnenn 
tgaatgatgg 
ccataacact 
cctgttctcc 
tagatcactg 
acagatatcc 
aagcagtgtg 
attttttttt 
tatagaccag 
gagattaaag 
actaaaattt 
t ttaaaaata 
taactgetta 
tcaggaaaag 
actggccagc 
ttatcagata 
caaaataatt 
atttaggcag 
tctatagaaa 
tagctgtttt 
acgtgtaaag 
aaatggtcaa 
tccaggcttt 
teatgetagg 
gcaccccccc 
aagttacctg 
gattagaggc 
ttgtctcctc 
gcatccctgt 
catt ttctgt 
get t ctcagg 
ggcatataag 
atttttttgt 
t ttt tcgaaa 
atgc tggt ct 
aaaaggcagt 
gaatatt tga 
tgattttgta 
agaat tgtgt 
aattcatt tc 
caaaagtgea 
actttctgta 
attacatata 
aegcagggge 
tggt tttgaa 
accact aaaa 



gcaacccaag 
tcagtctctg 
tcactctcac 
tcagttgctg 
ctgctttcaa 
atatggttca 
gtgtgctgct 
tggt tgggtc 
nnnaaaancc 
tggggatagc 
aagaattggt 
tctcttcaag 
ctaaagagtc 
atgtgaatgt 
cataagtaga 
atttgggata 
tctggccttg 
gecaaacttg 
t taaatttaa 
tttatatatt 
t ttaaatata 
ataccaaact 
aaactctgta 
gttacattat 
t tatggttga 
gttgagagct 
aegtttatat 
ataatcccta 
agataaaatt 
gaattatgcg 
atactgeagt 
acagaaccca 
ccccccccag 
ggtaggcett 
ctgtgctgtc 
taattaactc 
tcatatcctt 
tcacatggaa 
acactttctt 
aacaatataa 
ttttttgttt 
cagggtttct 
cgagtgagat 
ct acatactg 
tactat agga 
gatgecagtg 
t tagtgtcat 
atggaactca 
ctagttttgt 
acagcagaaa 
tgctagcatg 
agetgeacaa 
ttaagttttg 
t cagtttgea 



8220 
8280 
8340 
8400 
8460 
8520 
8580 
8640 
8700 
8760 
8820 
8880 
8940 
9000 
9060 
9120 
9180 
9240 
9300 
9360 
9420 
94 5 0 
9540 
9600 
9660 
9720 
9780 
9840 
9900 
9960 
10020 
10080 
10140 
10200 
10260 
10320 
10380 
10440 
10500 
10560 
10620 
10680 
lO'MO 
10 8 0 0 
10 8 6 0 
10::* 2 0 
1 0 9 S 0 
1 1 0 4 0 
1110 0 
1116 0 
11220 
11280 
11340 
114 0 0 
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gagccacgat 
ttaaccactg 
atgggatatt 
tcatttaaaa 
at ttagtatt 
ttttcctgag 
cacttggggc 
ttatgggtac 
aaaatctctt 
ttttaagaaa 
gccagcttgt 
aaaaacagga 
tttttttgag 
aagcattt ta 
gctatgtggc 
gcgccttctg 
tgaagatgag 
gggtctgcct 
taggacatgt 
actttgctca 
aactatatct 
gtcatatgtg 
tagtattttt 
gtggatgcat 
caccttccac 
cggccagtga 
gtgtgtgctg 
aacttgtgag 
tgatggtgtg 
aatacctagg 
aattgattca 
gagtgtgaag 
ggtcaggatg 
agccttctcc 
ccaccagcag 
accctgtctc 
gagggggaaa 
agttctt taa 
tctttaattt 
tattttaatt 
cct cctggcc 
tgagtgtttt 
gcct acaact 
tctgagaaga 
ggatactt t t 
aaaaagct 1 1 
tgtgtatttt 
tat tgtatat 
ttttatgttt 
aaagaataat 
acgaagtgcc 
aggaacaccg 
taagtcat t t 
tqaqataaqc 



gtggt tgctg 
agccatctct 
tagctacagt 
agaaatatct 
tgggtgttgg 
tatgtttgag 
tcatggaggg 
cagacctggg 
cagccccatg 
tgagaaaagc 
ccacatagtt 
aaaacacaca 
ttttggggag 
atcatacttt 
cctagtgttc 
cctctgcctc 
tttttgttcc 
tacagt tgac 
gcgctacgta 
ggtaaacttt 
gatttttttg 
tgctactgag 
at ttagaatt 
gtgaggtcga 
tcttattttg 
gccctgggca 
ctacgcccag 
acaagtactt 
tgtctagatg 
agtccaatag 
aaagtagtta 
tgtggagaaa 
tgggtggtac 
ctgtgttctg 
ggcctcagct 
catacacagt 
tttagtccat 
aggctctgag 
attttatgta 
ccttaaagga 
tcctgtggcc 
gtatctatgc 
gagttatggg 
ct cgtgt ctg 
aa t tgact tg 
tgaactaaat 
ccatgatgca 
at agttggca 
tttactcatt 
tgctcttctt 
aaatttaatg 
gtaagtgcgc 
tgaaaatata 
tgt cct ct gg 



ggaattgaac 
ccagctctta 
tgtttcactt 
cttatttttt 
gttacttagt 
tccctgcata 
cctcatatcc 
ccct ctgcga 
tattttgtac 
ctttaatccc 
ccaggagagc 
cctccttgat 
ggggtatatt 
attt ttaaaa 
ctgggacttg 
catagttaga 
tgggagggaa 
tggattgttg 
ctgaaagaca 
gtct ttgccc 
tttatgtgtt 
tgacagcctt 
ctatatgtgt 
aggacaattt 
agacagtctc 
tctaccggtc 
ctgtttacta 
tccaaactga 
gctggttgtc 
aaagctacaa 
gtgagtgaca 
tgtgttttct 
tgctgtctcc 
agccggcctt 
agtgccctta 
cactgtggaa 
aatggtgtca 
tgtagacat t 
actgaatgcc 
tggaggtgta 
tcttttacgt 
attcctgggg 
tggt t tgtga 
ctgagcctt c 
gtgaa tgaca 
ct tt t aaaga 
gttttacttg 
atat t taaat 
aggagtacag 
ttttcttttc 
ataaagaaat 
ccgct t ttat 
tt accccatg 
ccgtgaggt a 



gcaggacctc 
atgtagtgcc 
gccatttttt 
ttacctgtaa 
attttgtagc 
tatgcctgtg 
gttggaactg 
aagcagcaac 
ctttgtgttt 
agcagaggta 
cagggctaca 
ttaagggttt 
ttttaatgtg 
aaactaaaag 
ctctgtacac 
ttctcaggac 
ggttggagct 
cggacatgct 
agttaaaatg 
ttttatttca 
tgttttatgg 
agt tcagaca 
gcacatgcat 
tcagtacaag 
ctagaccttt 
tctgcctcct 
gattctaggg 
gccacctccc 
cgtatat tta 
gtgcagaatt 
gacaggagct 
cacagttctg 
caacacccac 
tcccacatgt 
tttcacttaa 
gctgaagctt 
caccaatctc 
atcttaatta 
tgtgtatata 
gactt ttgtc 
atttattatt 
cccatggagg 
ccatggggtg 
tc t ccagtcc 
gt agaaaatc 
gaaaatatt t 
ggctctgtag 
actaactgtc 
ttgccttaat 
tgtgtaccag 
gagaagcaag 
tcctcaaggc 
tggagcaatg 
agat tgctgc 



tggaagagca 
ttttgtcaga 
tccttataat 
ttaaatatta 
t tttaaacat 
cactgtgcat 
gagttagagg 
tgaatcctta 
tatccttgaa 
agtggatcac 
cagaggaaaa 
tttgtttgtt 
tctgtagttg 
cttttttaag 
cgggttgact 
atgttacaaa 
gact tgtgag 
ggctgccaga 
gcttccgctg 
aacttaacac 
tacccgtgat 
ttttttaaag 
atgtgtgctt 
tgtgagtgtc 
gctgagttgc 
tacctttact 
atccaaatgt 
tagctcttct 
agt ccagtag 
gacaatcggt 
aaaagcagac 
aaggctgaaa 
ctctttggat 
ggacatcctt 
ctgtaatgat 
caatgtaaga 
tgtagctgag 
ttttgcccat 
tgtttctggt 
tttttaattt 
tttaatttat 
tcagaaaaac 
ctgggacttg 
tgggagtgtg 
aatgagt t ag 
taagtgct aa 
aaataggat t 
get tgagt tc 
aactaeggag 
catggaggaa 
ctgeagaget 
aggttaagaa 
gaactggt tc 
aggtgattgt 



gccagtgctc 
cattgtgtat 
tttccattct 
ttcaacagtt 
ttgttctttc 
gtgcctggtg 
cagagctggc 
accactgaac 
ataaatggee 
tgagttcaag 
aaaaaatnea 
ggttgttttt 
gctttgtttt 
gctaggtctt 
ctgagcctgt 
gactgtgctg 
gtactgactt 
caggatgccc 
tatgggttct 
catttaatga 
tgaacatggg 
cgacttt tac 
gtgtgcacac 
actttttagg 
ccaggctagc 
taggt tacaa 
gggtcctcgt 
tcacggttcc 
cagaaataca 
aatgttcgga 
tctgagctca 
gtctccccaa 
tatagactgc 
ggtgggtgtt 
tttcttaaag 
gt taaggggg 
tccatgattc 
ttatgtatta 
tcctagt cca 
t ctatccttc 
tttatgtgtt 
acattaggtg 
at caccagtc 
gatattttaa 
gat ccat egg 
caaaattaaa 
ttcaggtaca 
tgaaatgtag 
attagttatt 
t ttatgtaaa 
atgtgaacgc 
gttaagttct 
ggggttt tgt 
aaggt t t etc 



11700 
11760 
11820 
11880 
11940 
12000 
12060 
12120 
12180 
12240 
12300 
12360 
12420 
12480 
12540 
12600 
12660 
12720 
12780 
12840 
12 9 0 0 
IjybU 
13020 
1 3080 
13140 
13200 
13260 
13320 
13380 
13440 
13500 
13560 
13620 
13680 
13740 
13800 
13860 
13920 
13980 
14040 
14100 
14160 
1 4 2 : 0 
1 4 2 ft 0 
14 3 4 0 
144 00 
14 4 6 0 
14520 
14580 
14640 
14 700 
14760 
14820 
14880 
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tattttacac 
aatgctgact 
tatggtgagg 
tcgtgccctc 
tcggcctggg 
tgctgtgcac 
agtcctggta 
ggcatatgaa 
ctgtattctc 
caatgtggag 
tttaactttt 
ttgaatacca 
cagaagtgtg 
gat tctgcag 
gttctttaag 
atctcacact 
gtctacaaag 
taatagtatt 
tttgatcaac 
catgaatcat 
ttaataattg 
tggttcttgg 
ctgattgaat 
ggatatataa 
gaatgagggg 
ccttctccag 
ttcattgtta 
ctcacaaata 
gttgttaact 
cctgggttcc 
cagatactgc 
aaagggcctc 
tgcccctgtg 
ctataaagag 
ccactctatg 
attcagat tg 
tagcctgaat 
gaccttgagg 
catcccaccc 
tccagcttcc 
catcacaaga 
ggaatct tgg 
ggaaagaaca 
caaactnt ac 
ttcctgtctg 
ga t aaataaa 
t taaggcgtc 
cttttgtcat 
ttgtagatta 
ataggctgct 
aaacctcagg 
t t t cacagtt 
aacgtgatag 
1 1 atctaqtc 



aactgttttt 
gctgccaact 
acttgggcgg 
cacttaccag 
cttcgaccaa 
tgtattaggt 
ccattctagt 
tggaagagct 
tctagtgtct 
taatggtcat 
cagctt t taa 
gcctgttata 
agaact tcag 
tacagccatg 
tct taccctg 
ctttctcttt 
attatgaaag 
caagaatgac 
aaatcaaaaa 
taaagtgagt 
ctttcattgc 
aaggttctgg 
ttttctgcag 
caaagtattg 
gtctctgttt 
ctgctatgtg 
tctcttagaa 
ccccaagcta 
ctactgactc 
tccccaacac 
tcatctgagg 
tagtcccata 
ggtcatttcc 
gccttgcttg 
caacccagtc 
atgaatctac 
gacagatgct 
attagaccag 
gggccatagc 
ttcacctgta 
ccatgtgcgg 
ctctcatgta 
ta t aactggg 
tgcctgct ca 
cttccacaat 

t tctctggat 
tggtataacc 
agagcaccat 
agctcagatc 
acccatccca 
cccacagcag 
gcatatt ttg 
cacctcaqt c 



ctgtaaaggg 
gcctctcccc 
ctcttgtctt 
gccctgggaa 
t tactagagc 
tgtgttttca 
ttttacattc 
cctct ttaca 
ttttttttgt 
aaacatataa 
tataactttt 
gtggcatatg 
actcatactc 
agtgtcccca 
caacccactg 
acagacacca 
agaaacttgt 
ttcttaaatg 
atatttagat 
aatcaatctt 
ttagatataa 
aaacgaaaat 
t tccataaag 
atttttaaat 
cttgtccctt 
atgggttctg 
gccaacatgt 
aacaaccaca 
ttgtgagcag 
cataccgtcc 
actcttctca 
cccttacgcc 
gtttacagta 
ctctcatatt 
tgctctgccc 
aacatcaccc 
acccaagtct 
gatgcacatc 
ccatgctcag 
tcagacacaa 
tagtttggaa 
gt tgtactga 
aggggctt tg 
aagct t gagg 
tccctatcat 
aaaacaacaa 
aagaaaaaaa 
tgactggaag 
gactaagaag 
tctgtagata 
tggagttcct 
cacctgccgt 
t ct ctagccc 
tqatggt ct t 



ggaaaaagaa 
gtggcccctc 
tctcctctct 
gctacacacc 
agaaacagca 
tcacctt tgg 
tgggtagata 
gccat tcgtg 
gtgtgaatct 
agtacttatg 
tatataataa 
cctgtgttcc 
agctatatac 
tcttagaggg 
taagtacact 
tgtcattgcc 
atgcattctg 
aacactgaat 
taaatatcta 
ataagtgact 
actttattga 
atttttctta 
catctggtca 
ttggcggtga 
ctcttgggtt 
attatcttat 
tatatcacct 
tcatgtcatg 
gcccaattgg 
atcaaactga 
tccacctaag 
ctcaccaatg 
gggaaatttg 
tagctggaga 
atgccagtca 
actccatgct 
catctagtta 
ctgcaccagt 
gctccaccct 
atagcaaaag 
aacagtctcc 
ttagatcagt 
agatgtaaag 
catgaact c t 
t aggggtccc 
gaacaacaaa 
aaagaatat a 
caacttaaag 
gcatagcagc 
tgggaacagg 
tgtct tccag 
ctgggaacca 
tgtaggt tta 
atagtt ccaa 



ttcaaatct t 
tctgtataga 
ctgcttctct 
aggcaacagt 
gcagctgcag 
gttttgtgat 
gagtttattc 
tagcatgcat 
gatgtcttgt 
cct ttatctg 
ttaatttatt 
tagcactcag 
aagaccccaa 
agatcgctca 
cttgctcaca 
cactttatta 
tgtaaagtac 
gaatagtttg 
agatacaaag 
gaccctaaaa 
ttaatacgtt 
ctgctttttt 
attgctatta 
taagacaaga 
cttttccttt 
tatatcttat 
ccactcccac 
ttctgtatac 
ctttatccct 
gtcctt ttcc 
gactgcctgc 
ccttaggaac 
cctgataact 
agataatgta 
gacgtgaatc 
tcct tctaaa 
gccctgtccg 
tccctttgtc 
ccatgcacaa 
gggt ccacgt 
act tgaggct 
ttaggaagta 
gccccacaca 
cactgttcct 

t ctgacnctg 
tt tgcatagg 
gaagaagaat 
acaggtgcac 
gcaggaagct 
tgatgtcctg 
acctgtggtg 
tagccatcct 
cact t caaaa 



ctctttcaag 
caggcatagc 
accctttctc 
gaccagggcc 
tgttgttttg 
gttttgatga 
aaggtctcaa 
aactgctct t 
tat tcaccta 
ccaaattgta 
ttaaaaaaaa 
gagacaaagg 
atttgtgcta 
tccttgtgct 
gtcctttaga 
tttatctgat 
ttgacacaaa 
ttctaatttt 
cataatacca 
ctcatagaca 
ctcatgaaag 
cttctagtaa 
tccaatatga 
ctgggcgtgt 
tgttggtttg 
tttgttattt 
cattaggtgt 
ttccataagt 
agctgggtga 
aagcacacac 
tcctcggcag 
atgtgctcaa 
tgcagcacac 
ctcaccaact 
ttacacctgg 
tcagcagttc 
gagtaaccct 
cacctgact t 
agctggctt t 
gcctaggtcc 
cagatagnt t 
tgacctttnt 
attcctagt t 
ga tgt ca tgg 
ggaat t t taa 
ataatggat t 
tgctgtatta 
gtatcttgat 
cagcaagaac 
agtagtctat 
tgtcttaaag 
gatatt ttac 
at act tcagt 
ctacaaagtc 



15180 
15240 
15300 
15360 
15420 
15480 
15540 
15600 
15660 
15720 
15780 
15840 
15900 
15960 
16020 
16 0 8 0 
16140 
16200 
16260 
16320 
16 3 8 0 
1*d44U 
16 5 0 0 
16560 
16620 
16680 
16 7 4 0 

16 8 0 0 
16860 
16920 
16980 
17040 
17100 
1716 0 
17220 
17280 

17 3 4 0 
17400 
1 7460 
17520 
17580 
17640 
17V0 0 
1 7 ■ 'n 0 
1 7 8 2 0 

17 8 8 0 
17940 
1 8 0 0 0 

18 0 6 0 
1812 0 
18180 
18240 
18 3 0 0 
18360 
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caaggcccac 
cctcccaaca 
agtt taaatc 
ataccagctt 
atat tctcct 
actgtgtttt 
aagtgacata 
agtttagttt 
cagttctcaa 
caggagttaa 
ctatattctt 
acactagggg 
tcataagttt 
ggctgaagag 
cagattccac 
ttttattact 
tattctaaga 
ttttactata 
ctcaaagtga 
gccaataaca 
aaagtttatt 
gcaarat ana 
agatttaact 
gtcatactaa 
cagagttagg 
ggcacatttc 
gtatactttt 
gatgtatatg 
cggggcccac 
ccaagaaggc 
agtgttctgt 
tcccataaaa 
cagcaagtat 
atctagtgcc 
acgtgaagac 
cacgaacggg 
agtggactgg 
atgtgttgac 
atactggt tg 
tgggaggatc 
aagtctggt c 
gagacaagat 
ttgacttttc 
t gaac t caga 
aat tcttctg 
c tggagagag 
gaaagaccta 
gccgaacaga 
atgctgctgc 
tgggtcataa 
tagatgttta 
gcat tctagg 
t aagtaattt 
ct ttctaggc 



ctgcttggtg 
taatgccacc 
cagaccaggg 
tgcagacaaa 
ataggctcct 
atgctagctg 
gttcgtcctc 
gtcagttggc 
gttaggagtt 
gtataaaaac 
cttagtttat 
atgct tataa 
ttaaatagt t 
tggagcttgg 
tagtatgtgt 
gggaaccaga 
aacagtttta 
atccatatta 
aggtcattta 
gagttagaat 
tatgcccaca 
c a a a a c t c c t 
gtattcagaa 
agaatatgcg 
tatattctta 
ccatgctgtg 
ggagtgactc 
tagcacatat 
tgcaggcaag 
tggagttgct 
ctcccttttg 
tgtgggctca 
ctaaatacac 
acatcatgct 
gagaggaggc 
ctaggtctta 
gtgttagaag 
accacatcta 
aaccagaaat 
ataaatttga 
aaggtaacat 
ggcctctagt 
agacttcata 
tatgtggttg 
t agacagtcc 
gcagtgcaga 
gtgct tcctg 
gtggagggaa 
tctcctgtcg 
tct tcccaag 
atggatatgt 
tgtgaggtta 
agatgt tgac 
c t tgcagtat 



acttctttca 
agctggggat 
gacctgaaaa 
tcacggcatt 
t tagtgggtg 
tgtaggagat 
atgagtccct 
caccaattaa 
ttgttattat 
ttatatcaac 
atcatgaata 
aatggaatgt 
acactgttag 
atat tataag 
ggt taatatg 
ggggttggtt 
ggattttaaa 
tggtcggcct 
taaatgatac 
tgctaaattg 
gatgtatct t 



tttcttgtaa 
ttagtctgtg 
aattgagtta 
agtataaagc 
gtaaacacag 
tcttttagtg 
cattcggcaa 
atacagtttt 
ttgtggtcat 
tgggaagaat 
tcagaaccga 
catgccgtct 
gttataggca 
gtacagacag 
acctgctttt 

ggtgttgcaa 

ggccagcttg 
ggagcctgga 
ggcgaatgac 
caagt ttgtg 
tgggaatggc 
caccatcctg 
cttcaacccg 
tgaaattgt a 
tgctgagt t c 
tgtctttctt 
gaccagcctt 
gtcaatgggg 
tggcattaaa 
tttcatgtat 
taaaacacgt 

n I- : - q 4- t- f- t 



gttaagcccc 
cagctgttga 
cagagaactg 
tctttgtgag 
tttcatat cc 
aataccgctg 
gtcctgtt tc 
aaagtatcat 
atggcttcaa 
tgttgactta 
tgaggttgct 
tgtgagtttt 
cttcagtact 
tgtactctgt 
tgctaataaa 
gtgctgat t t 
gattggct tt 
taattcaatc 
acat tttctc 
atggtaccaa 
gtgattttcc 
caggcat t tg 
ttaagaagag 
gagctaagtg 
tctgagaggt 
aaaatgtagg 
ctggtgttat 
gtatatgcat 
atgctgagct 
aggtcagagc 
cttgttttta 
cgttttcata 
cagtcagctg 
cctgcactta 
gacttaggat 
tagtgtctgt 
gcaagaattt 
tgagcttcta 
agctatgatc 
ggtctgtct t 
agtttcacag 
t tagctgaca 
aataaattac 
tttctttccc 
t agctgt tct 
cttctcccta 
agtacatcct 
tgt cctaaga 
gtcagaact t 
cccagcttct 
t tgacctaag 
ctttaatttc 
t cctaattat 
actgacacca 



atactctaaa 
cagtgctggc 
cagaggggct 
ct tggttcat 
acaaat ttgt 
ggagtcactt 
tgtattatgt 
tttatttttt 
tat tcacatt 
gtaaatatct 
taaagtaagt 
ttgaaacacg 
gctagataca 
atattcatgc 
aatttaatac 
taagtcagtg 
accataaatg 
tctgcagtt t 
accat aggaa 
caatggactc 
cagagggaac 
ctgctcagcg 
tgatctttgt 
agagaatatc 
tagagacgca 
taaatgatat 
aacataaaca 
tgtaataaga 
aatgctgaga 
tcactgtgtg 
attattagtt 
aagtccttca 
atggcttgaa 
gtcagggtca 
ggaaatttcc 
ggttatacta 
gctgtagatt 
gtcctaat aa 
ccagctcctg 
agagaaaaaa 
ggtgattctg 
agaaaact tt 
actccttctg 
acaccaccct 
tccttatgtc 
gt cgctgt t c 
ggagtccagg 
aagactgcgt 
atcaaagaga 
cgcagcatat 
tgagatggca 
cgtctatttg 
gaccacat tg 
agaataaagg 



tcctctacaa 
ccaggggagc 
gtgggacttt 
aaacaaatat 
tcagaaaaac 
gagcatggat 
ttacttgatg 
ttacaatact 
ttaacctttc 
at tacagata 
gatgtaaaat 
agtactaaat 
tgtctataat 
agacatatag 
aaaagtcatg 
actattagca 
tagagctatg 
ggttactctg 
atactacctg 
aacacaaact 
aaggtataat 
ggy Ldciy Laa 
ttccttcaga 
cgatcttcta 
ggcttgctat 
ccccaagaaa 
cgcacgtgcg 
aagtggaggt 
ggtagaaaga 
ccataactcg 
tttacaatta 
agtatacacc 
gtttcaggac 
tattcatgcc 
ttcgagcaaa 
ggcagacatt 
tgtttccctc 
tctcataaaa 
ggatctaggg 
gaaaaataaa 
taaaggtcct 
cccagcttgg 
ccct tgggac 
gcattttaaa 
gccactttcc 
at agcacatc 
agaggaggaa 
get t agcaag 
aggctegcag 
ctcat tcatg 
atgtatgtga 
tggtagttga 
aat ct acctg 
ccactcacgt 



18660 
18720 
18780 
18840 
18 9 0 0 
18960 
19020 
19080 
19140 
19200 
19260 
19320 
19380 
19440 
19500 
19560 
19620 
19680 
19740 
19800 
19860 
1992 0 
19980 
20040 
20100 
20160 
20220 
20280 
2 0 3 4 0 
20400 
20460 
20520 
20580 
20640 
20700 
20760 
20820 
20880 
20940 
2 10 0 0 
21060 
21120 
2118 0 
;: 1 2 4 0 
2 1 3 I.) 0 

::i3f> o 

21420 
21480 
21540 
21600 
21660 
21720 
21780 
21840 



146 



Docket No. GEN-T1 13XC3D2 



cgggaactca 
ccactcttat 
aaggacattg 
aagactcaga 
ctttgagtga 
aggtgagaac 
atgagagtag 
tctcttataa 
tgaacaatct 
agttgttgtc 

a 999t999 ca 
cagtaaatac 
gaatattatg 
agtgtgatga 
tgtattgagt 
gcagattgat 
gacagtaaat 
ggttttctgt 
ggatggctac 
atgtgctaat 
tgttttaaat 
caaattctaa 
cagtgcccaa 
caagaacaca 
agagctccag 
aggagtcttt 
catatactta 
catcctacat 
ttattccaaa 
ctttttgtga 
atgagtcact 
ctgctgtgtg 
caagactgaa 
ttttcataat 
ttgaaatgaa 
aacttttcaa 
tgtatcggta 
ctgtgctttt 
tttttatttc 
tgtcactggc 
cat t tagttg 
acagggaggc 
agagacagac 
tctcccgacc 
agt caccaca 
cagat cacct 
aaagct tgt t 
t tgagctcca 
tagaaggcct 
aaacaaaaat 
ggttcatttc 
tgacaccctc 
ct agccaaca 
agt cctcat t 



ctatgtagac 
cttttatgct 
tcattattta 
actct tgcct 
gaatagttca 
ggagtgatgg 
taaggaagag 
tcgcagtact 
agtaaaatcc 
tgccctacac 
aaatcgaaca 
tctccagaga 
tcacactgaa 
agacttgaag 
attcccctag 
attcaaaccc 
gaggaaatgt 
tagtacgcag 
ttctccaagg 
gaggt tttaa 
tcttttagtc 
actagtaaga 
aacttcatat 
tgaaaaagtg 
catttagaaa 
ttatcttcat 
aatgtagcat 
cagtttgcct 
gtcgatagca 
actcgggtta 
ataaaaatca 
ataagagcct 
gcacgggtga 
gaaattgtcc 
gctttatatt 
cccagccgct 
actcactgtt 
gtgcctgtcc 
tcttgtctgc 
ctcttgttgt 
gggaattcct 
actcaggcag 
tgagcctggc 
cctatacaca 
t ccagcgact 
caggaggaaa 
tttgtgtgat 
gcctcagccg 
ttcgttttat 
gaagctgggg 
tcagtaacca 
t tctggcctc 
cccat ctaca 
aaatatct ta 



caagctggcc 
ttttgttttt 
caagaagaaa 
ttgtcagtga 
ggtaactata 
aagattctgg 
agaagagaga 
aaggaggaag 
taagtcagga 
aaggcctgga 
cttactcttg 
tttcagatga 
catgggatgg 
tttagggaca 
tgctcatctt 
agccagttt t 
aaaatgtaaa 
agtgagaggt 
cttgctgtta 
tttcagctta 
ttaatgtttc 
cgtgaaattt 
tcactttgat 
gcttcatgag 
gtgcagttca 
tatt tagtaa 
gtttcatggt 
gttgatttct 
cagcaaaagt 
aatcttattc 
tgacatggtg 
ttcctct tea 
gcacaacacc 
cctttcttga 
agatt tatgc 
caggattatt 
gtagctctgt 
tgctgttaga 
ttttctaatt 
gaagagacac 
tacagct tea 
gagaagtagt 
atgggt tctt 

aagcat tcag 
act cct atgc 
tagat cctgg 
ttttcattgg 
gagtegggtt 
ccatcaaggc 
catggtggct 
tgtgggcacc 
taaaagtata 
gat ccccgcc 



ttgggctcca 
gctttgagct 
tatggtcttt 
caaagtgaga 
gccacagact 
cccctt tcag 
gacgtggtat 
aagcagaaga 
agtcagggct 
tttagctccc 
gagactccct 
gattctgett 
aagacatgtt 
ttttccctcc 
tatttgtatg 
cttaaatact 
agattctaat 
ttcttactga 
gaagtcagtg 
atactgeaaa 
atttttacca 
tcttcttctt 
cgtatagaca 
cgctttgaga 
accaaatttt 
atactaatca 
gcgttaccct 
gtaccatgac 
gaaactaaag 
tatcctttcg 
gcctacctgc 
getacaeggg 
tttgtgttgt 
gttagtagaa 
cttgtgttgt 
ttgatgatgg 
ggaagcrggct 
atcttacaga 
ttatgggaat 
cttgagcaaa 
gaggttgagt 
tgagagecac 
ggaacctcaa 
caaggct aca 
atatgtgaac 
tataagaat t 
cct cacacat 
ct tatgggat 
ggtggaacca 
tcagcactcg 
ttgtaaatgt 
agacacaatc 
taaacatat c 
gtgttttgat 



ctacacccag 
ttctttataa 
tcccaacatg 
atggctgtga 
caacatttga 
agaattcatt 
t t tgctgcag 
tgatgactac 
gaggtgeage 
agtagcaacg 
ttatgaatat 
cctggtaaac 
ctgaggaatg 
ctggccccac 
ttaactt t ca 
ttgtggatgg 
ttttaatatt 
tgtctgcgta 
acatgggctt 
tcataagtgc 
taagttactt 
tgttagagtt 
gaaatgaagt 
taaaagatag 
actctcagat 
tacctgeata 
tgtttaacaa 
aactcaacac 
tctgtattgt 
tgttcacatt 
agtgtttgct 
ggacacgagg 
gggaaggaag 
agtattacaa 
cacgtgtttc 
gaacaatgta 
cacaggcagt 
ggaggatgaa 
aagaacttt t 
gcaactct tc 
t cgttt teat 
attctgatct 
agectet cat 
ccttctaatc 
ctgt eggage 
tcttttcttt 
get eggcaat 
gcgagccatg 
cttacagatg 
ctgetet tec 
aacttcatat 
atggtataca 
t t tatct taa 
ttttgtttcc 



caccaatcac 
catgt ttggg 
ctagaattta 
agtgacgtgg 
acatgggaac 
ttagagagag 
actaaagaga 

a 999 cca 99 c 
tcagtaggag 
aagggaggcg 
taccacactc 
aggaggecaa 
tctgcactcc 
tcaccccatc 

99 aa gggg aa 

gat tggcttt 
ttaaaggtga 
cctagaggaa 
aacaagagat 
atagct ttat 
tgtataatca 
tetctgeaaa 
tccagaggaa 
gtaagtggta 
ectgettgaa 
gacaagacca 
ttaagtttaa 
agegatgegt 
ttcaagaatg 
gtacattttc 
ggacagtagg 
ctt tggggtt 
ggaattgttc 
ggatagagag 
tacctgacat 
agaaggecta 
agggacgett 
tgaatgaccc 
ggtaggtctc 
tgagagaaag 
catgetgagg 
acaggcagag 
ccctacccca 
ct tcttaaag 
ctttcttact 
cgcat ct t tg 
cattttactg 
ggagagaagc 
gaagatt tac 
agagagttca 
tcaatgaccc 
gacacacaca 
aaat ccccga 
cacgtggtga 



22140 
22200 
22260 
22320 
22380 
22440 
22500 
22560 
22620 
22680 
22740 
22800 
22860 

22980 
23040 
23100 
23160 
2 3 2 2 0 
23280 
2 3340 
J 34 UU 
2 3460 
23520 
23580 
23640 
23700 
23760 
23820 
23880 
23940 
24000 
24060 
24120 
24180 
24240 
2 4 3 0 0 
2 4 3 6 0 
24420 
24480 
24B40 
24600 
2 4 6 6 0 
2 4' 7 20 
2 4 '.'8 0 
24 84 0 
2 4 9 0 0 
2 4 960 
25020 
25080 
25140 
2 5 2 0 0 
25260 
25320 
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gaaacaaatt 
cagtgttgat 
tgtacatggg 
cataagcaag 
ttgtttcctg 
tgttttaagc 
gcatttgatt 
aagctaagtg 
cacttgtaaa 
tgcagtatgt 
aatactaaag 
ttgttaattt 
aaaggtgaga 
tctatttagc 
atgcttgatt 
ttgaagctct 
ctgctttgtt 
ttatcttcat 
cctctctgtc 
ctagagtgta 
tggtgctgtt 
ggctcctgag 
gaaccatcag 
ggtacatgtc 
cggcacggtg 
tgtgatttaa 
agatttttgt 
aataaataat 
cgagccattt 
gtctatattc 
tataacagcc 
ttttacttac 
gcaatcctat 
atatggctga 
gcttcagttc 
attggacaca 
ctctctctct 
gcatttaaat 
gaacagggca 
cacaagtagc 
gagaagaatc 
tgtctatgat 
taggggctgc 
t cagaaagga 
tgat cactag 
cgat taaccc 
t t t taaaaaa 
aagctaat t t 
taacaaggct 
cagatttcat 
tttttttttt 
aatgacctaa 
cataaacaaa 
cacaagacaa 



tcctgggaaa 
cttggggagt 
cacctggttg 
tagcaggctg 
aat taaataa 
cttgatgatt 
tggggcaaac 
gagtt tatgc 
gattattgga 
t tcgctatat 
tattttacat 
ctgaaagtca 
attattcatg 
taattttctt 
tgcatacccc 
gctgtgactc 
agtacctcca 
atcggaatag 
ctcgcacgtg 
ggtgctcact 
cactgttggg 
ggtgagcctt 
gat tggataa 
ccctgtgaac 
tgtcctgtga 
gcgtgattgc 
cacaaaatta 
tttttttaat 
caaacatctt 
atgtatggat 
taaaaacaat 
aaagtgaggc 
tagagcttat 
ggtctagagc 
ccagcactca 
tcctctagct 
ctctctctct 
t ttaagacac 
cagtgttctg 
ctatcaaatg 
tcctaaacat 
tct ttt caca 
agt tgt tctc 
tgt tgggat g 
cat 1 1 cacaa 
tgca t t ctga 
atacat tgga 
gcct act tta 
t tacatgaaa 
ttctatgttt 
ataacaaata 
ctaggt tggc 
ctggct ccta 
t aaggt cata 



agtgttcatt 
ttgactgcgg 
tatggaaccc 
cagtcacagt 
ggagttttct 
gaacactgga 
acatgtggct 
tgtttttttt 
tactt tctgt 
tggttatctt 
tttgaagcta 
atgaaagaca 
gcaaaaaaga 
tatatttgca 
cgattctaca 
agtctccttt 
gcacctgagc 
acatgaacag 
ccttctgcct 
gcttatttca 
gtgcaggtgg 
cttggctact 
atgtgttatt 
agagctacct 
gaagaggctt 
ctactagtca 
ctataccaat 
tgagggaaaa 
tgaagagtca 
acacatgaac 
ccagct tgtg 
taaaatcgat 
tttgaccaga 
gatagctcag 
tatggaggct 
tccatggatc 
ctctctcttt 
agaaccattg 
cgtaagatct 
tggtattaga 
gtttattttg 
tagtgtaaga 
cttcat aaga 
aaagt aagaa 
ctcagggat t 
gt t tagaaag 
ataccccaaa 
aaggatgtga 
atgccaccgt 
gtttgtttgt 
tacatttttt 
tattaagaaa 
attgtgtacc 
tgtaaaacac 



ccagactaag 
tcatgctgat 
t ccttggctg 
ctcttattga 
tgttgttgtt 
taaagtagag 
tttcaggtgc 
ttttttttaa 
aattcagaag 
ccatttgact 
tgtgatactg 
ctgtaatgat 
tctgtctagt 
aaataatgaa 
gagaataatg 
gtcagagctt 
cgttaagtac 
agctctaagg 
ggctccattt 
gccctggctc 
tgctgccctg 
acagaagtat 
tctctttgat 
ttcaggagca 
tctaacgtgt 
ttcaaggtaa 
gatctagttg 
tttgcttctt 
tgtgctgtca 
atgtatattc 
tatcatgtta 
ttcatgtctt 
tcaaaataag 
tagttaggaa 
cacagaaggc 
tgtctgtctg 
ctcacccttt 
gaattacatg 
ct tgatcatt 
aaatacattg 
act tgacatc 
tcttacttgt 
ctgccatccg 
aacaaagtct 
cat c cat ttt 
ctacaatatt 
t tgtgaagca 
ccctcaccca 
ggccatttct 
tgtttttttt 
tctttgtcac 
actacatatt 
agatctacat 
t aaataaact 



tgtgaagaag 


actttacctt 


25620 


gacggagtcc 


ggaaggaaac 


25680 


cctgtggttt 


gttattaaag 


2 574 0 


tggctacaca 


ttgtatcaca 


2 5 8 0 0 


ttttttgttt 


tgttttgttc 


25860 


tttgtgacca 


cagccaacat 


25920 


tggggttgct 


ggagacatgg 


25980 


tgttttcatg 


aattaatgtc 


26040 


gttgtatttt 


aacactagtt 


26100 


acttggcagc 


tcagactctt 


2 6160 


gttttttgtt 


gttgttgttg 


26220 


gcgttaagat 


gttccaagaa 


26280 


gtatattttt 


attatattgc 


26340 


catttttaat 


atttattaaa 


2 6 4 0 0 


tgtaaagtgt 


cagaatagac 


2 6460 


ctagtagccc 


agctactgag 


26520 


ttataaatgc 


aagggacccg 


26580 


cgatgaaagt 


ctgccagcat 


26640 


gctttggcac 


tgcgttcgat 


2 6 7 0 0 


tgtggttttg 


tgtcctccag 


26760 


actcagaggg 


gcagctccct 


26820 


tgtgcgt ttg 


tgtatggcaa 


26880 


ttccatggag 


ccacactgtt 


26940 


catcatactg 


tcgtgagtca 


27000 


gatttgccgt 


gtttctatgt 


27060 


catttctgca 


aatttcatac 


27120 


aaatagacca 


attgaatcac 


27180 


gttttttcaa 


agccagaaaa 


27240 


cttgttttct 


atgtgttagt 


2 7 3 0 0 


atacacacac 


gccaatagaa 


2 7 3 6 0 


ctgtgctgaa 


ttgtaatggt 


27420 


tgttaaatac 


gtttttttca 


27480 


tacaagttca 


gagactttaa 


27540 


cacatgccac 


tctttcaagg 


27600 


tggaattcca 


gcttcatgga 


27660 


tctctccctt 


ctctctctct 


2 7720 


aaatatcatg 


gatatgctgt 


2 7780 


gattatagct 


gattctcttt 


2 7 840 


agcactggac 


tcactctcct 


27900 


tgtcaaaatc 


tttgaaagat 


2 7 9 6 0 


actat t tcct 


gaaaat taac 


2 8 0 2 0 


atcaccatca 


gcttgcagct 


2 8060 


tgtgcatgct 


tttatgtt tt 


2 814 0 


cttcttgtct 


ct catgtctg 


2 8 2 0 0 


ccagcagat a 


aaagggt t ag 


2 8 2 6 0 


ttttaaatat 


tgagcaatga 


2 8 3 2 0 


atccaaaagt 


tggactgtat 


2 8380 


ggaaacctgt 


aggatt tact 


2 844 0 


taaacactgg 


tggcttct tc 


2 8 5 0 0 


t tact tagat 


tgctgtgagg 


2 8 5 6 0 


attacatgct 


ttgtcaatca 


28620 


gaaatctgcc 


aaaatgt egg 


28680 


t tgaaagaac 


agaaatgt ct 


28740 


t t aacct caa 


caattgt t tc 


28800 
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agtatttgtg 
ggagttgtga 
gtgttttcca 
aagatcttct 
ttagttacaa 
tttgcatttt 
tgtagttcca 
gcataccatt 
ttgtgtatgc 
tataagaggc 
cctaagcaaa 
ctcagtccat 
tatctgaata 
aaaataggaa 
agtaatcaag 
agtgttactg 
tttttttata 
tatgtgtata 
gtattttgtt 
aggcaccagc 
tagccatcca 
cattgctacc 
gtgaactact 
ctcgggttcc 
gtctagggat 
aagtggatgc 
gtgtagagag 
tacagctcaa 
gcacaggtgg 
tccgcactat 
tccgtgtagt 
tgggttccca 
catctgttca 
taaacattgt 
cgagttaact 
tctgtttgtc 
cgcagaaaga 
tgctgaagac 
atgagatcat 
ctaccccttt 
ggcaggtcct 
tcaagtcccc 
cctatgacat 
cacatgagca 
cagttttcct 
tgtgaatggc 
ttat taggga 
gtggctacca 
cagaagaatg 
ctgtgactgc 
aatcttcagc 
aacagtggca 
tggtgaatt t 
cagtacactt 



tgactgactg 
cacatggctg 
agtcagcctg 
tcacgccacc 
catttttgtt 
cagagaatgg 
gggtatccaa 
aaaatgaat t 
tgaggtggat 
cagagatctc 
gaagt tcctt 
ggt tatgcca 
aataaataac 
tgcggttgac 
aagtactcag 
ggt ttcctgg 
aaaatt tggt 
tgtgtgtttg 
tgagat ttgc 
ctgtctgcag 
accttggaca 
acctgtagaa 
gcagatgatg 
tgtcct ctgt 
gggatgccat 
tcgtagttat 
atacaacaag 
tagaagctgg 
aggggatggc 
ggtacgt ttt 
ggggagtgtg 
tatgtaaagt 
ttattttctg 
tccttgtcat 
ttctgtctgg 
tgataccccc 
gcagagaaag 
aaccaactag 
ccaagt tacg 
ctcctagaga 
gtggtatagt 
cgaggactca 
taaat 1 1 1 ca 
ccaagt tgga 
gatgaggt tg 
t tgaacaggt 
actaaat tat 
gaccacccca 
cctatt tccc 
ctggaactta 
tttgacatcc 
gtgt tcacac 
taccacagt c 
gcct agcat a 



aacttaaaat 
ccatccaggc 
gtctatatag 
cacacaaaca 
aggatt teat 
gttccattcc 
caccttcata 
attaaaatt t 
ctgttgctct 
actttcatat 
ggaagagcta 
tgagacaggc 
aaagtegtat 
acaatttgtt 
ttactgtgtc 
tgctttataa 
gacaaaaaag 
at tgecagat 
tgggtgttcg 
gcagaccacc 
gctttaaata 
cattgetacg 
cagcagatgc 
cttcatagat 
ctggtccttt 
ggt tcagatt 
agaaagaaca 
atcttcaggg 
atggcagctg 
agactaagtt 
gaagtctgtg 
tgcactcagc 
acatatatta 
ttggaaccat 
gecaggagtc 
ttccttctgt 
tccttctgtc 
tgtggcaact 
ctggagaact 
aat tcattgt 
gagggectta 
acctagtacc 
gtget tcaat 
t tcttagggg 
ca 1 1 ggaacc 
ggtttatttt 
ctgttgacta 
acacct etc t 
ttcaagacat 
gtacaggctt 
tcaataaaat 
catct tctga 
caaaccaaca 
gaacagctgc 



ctcttattca 
acteggaaaa 
caagcttcag 
agagaagtta 
ttaatgggca 
cagcatccac 
tggacacaca 
ttt taaaaaa 
tggcaaactg 
aatatacctt 
catcacagaa 
cagtgtttta 
tctacaactc 
gectgaagtg 
ttcttatgta 
tccagtacaa 
ttacattgtt 
atagctataa 
ctgtatgctg 
caccccatgt 
aagagtgtcc 
atgttagcca 
agagcataga 
gaccttcagg 
cctgtttctc 
gtaggttttg 
tctccattat 
ctaggagtgg 
cagtaatgtc 
cgagacaatg 
gagaggtcag 
tgagctctat 
gagctcagaa 
gectatattg 
gttttgattt 
tttcctatct 
tcccaagacc 
agtttgatat 
ggggtgtgtg 
agtttggt ta 
ttgctgggct 
caatctttcc 
t t tggagaga 
aattctgaag 
agctgt t t ag 
ccagaagcaa 
tactget aac 
gattaaagee 
ttccagagag 
catttagctg 
tgaaggtctg 
atataaatgc 
gagcaggctg 
tgtggtaaca 



tatatcatgg 
tccaggtttt 
actagecagg 
tatagagaat 
gggggtgggg 
agggcagtaa 
cgcaggcaaa 
gact ttgata 
agtagtaata 
ggataataac 
aat tggtatc 
cccagactag 
taaatcctca 
atgaggaaat 
gcttcagaat 
gggaaaatat 
ttataaagtg 
agctacatta 
actgettctg 
tgggtccttc 
caggtttatc 
caaagaattg 
aagaatgtag 
tcagatgggg 
aaggagacag 
tt taagattc 
aagtcacatg 
gctcagtcct 
tgaggggttc 
ectateggag 
tgtggtgact 
ttgtcgaaag 
ttgtcaggaa 
gcttctgtcc 
ttacaggcat 
gcactgtctc 
tcccatggtc 
cttttctctc 
tctgtgtctc 
gt tggaagtc 
gtgggactcc 
aaccaccctt 
cat t cagacc 
gaactget 1 1 
aactgaaccc 
catagagc tg 
ct caacctca 
at caagagga 
tccctaatgt 
caagggaagc 
agggatgaaa 
tgaagattac 
gggatgtggc 
aacat tgtta 



ataacagctg 
gagaaagaga 
actgtgtacc 
tgcttgggat 
gagttagcag 
ctgaagtaac 
agaccagcat 
tatttttagt 
cgtggagt tt 
ctagt tgcta 
agagcatata 
tgttttgtca 
tatagaaaat 
taagttacaa 
aagttctgat 
gaacctcatt 
ttttgtgttt 
t t t cagatgg 
cacctcttgt 
tgcctctggt 
acctgtagaa 
ttgagagcat 
ctggtgctgg 
tttggataaa 
tggggtgtgg 
agatcaegtg 
gcctctcaac 
cacactt tgg 
cttctggcat 
tgccccttta 
ccatggagtg 
tgtgagggta 
tgttcatgat 
tatgectgea 
ctaacatatt 
ttcagtctgt 
tttgtgctct 
tataatagaa 
tgtatt cccg 
ctggtaaggt 
aaagtgagtc 
tctttccaac 
atggt aaact 
taaaaat aaa 
cctcctcccc 
gat t aat t tg 
aaatgtagta 
cagtagagga 
ttctacttag 
tgacaagtga 
ctattctgag 
taaatggat a 
tgagt tggta 
caccaaacac 



29100 
29160 
2 9220 
29280 
29340 
29400 
29460 
29520 
29580 
29640 

2 9700 
29760 
29820 
29880 
29940 

3 0 0 0 0 
30060 
3 012 0 
3 018 0 
30240 
30300 
30360 
30420 
30480 
30540 
30600 
30660 
30720 
30780 
30840 
30900 
30960 
31020 
310 8 0 
31140 
312 0 0 
3 12 6 0 
3 13 2 0 
3 13 8 0 
3 14 4 0 
315 0 0 
31560 

.620 
. 6 a 0 
>0 
. 8 0 0 

.. y 6 o 

92 0 
31980 
3 2 040 
3 210 0 
32160 
32220 
32280 



3 1 
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tcagggcaag 
gctataacta 
gagacaaggt 
gctgtcctcg 
tgtaccacca 
agagttaaaa 
ccccaaaatc 
tggt tggctt 
agt tcttgaa 
gttgttctgc 
ttaggtgctg 
cagtgtcact 
cactagtgag 
acccaccttc 
ggtgcttaag 
tttttaatta 
aagggggcat 
tgttgggaac 
ccagcctcac 
ctggatcagg 
cagctgagga 
aggaaaaatg 
tggtgtgatg 
acccagcagt 
gttctagcat 
tgagcacata 
gaactcatgc 
gccaggtccc 
atgtgacact 
tcaatcccaa 
cattctcttg 
aacagaccca 
ggctctgctc 
ggtgctcatc 
ccagtcatta 
ttcaggacac 
cacacatctt 
ttttctctca 
tgtctgccac 
tttatcttta 
cagctcccta 
agcagtccta 
atggtagaat 
caatcatgta 
gtgggtacta 
ggaaaacaag 
taatttgtga 
t cagacagtc 
t taagattaa 
attttatagg 
gatcacccaa 
ctgagagagc 
t tgacat ctt 
tgggagtctc 



cact ttactg 
cctacaattc 
ttctctgtgt 
aactcaaaga 
cacccctacc 
taaggagaat 
ctacatatct 
ggt t ttact c 
gtttaatct t 
aaccactcca 
aataaggaca 
aagcctgtag 
cacactagta 
atctcctcta 
aagtctgaag 
ggtgatttaa 
aagatccccg 
tgatcttggg 
actcttatcg 
tactgtgaaa 
aagctgtcaa 
gatggtatca 
tactcacgct 
tctgtgctcc 
ttgctgcaac 
accttttcat 
tcctcctgcc 
actgctccta 
gcacaccagg 
acagcatctg 
tgtagtgctg 
tacataactc 
ttttctcctc 
taacttgatg 
gtgcatctgg 
atggggttat 
aagacatggg 
agtgttt tgg 
ctgctgccca 
gccctcctcc 
ctgct ttcct 
tggagatgca 
ctgaaaacca 
atgt tttgaa 
tgatgtttaa 
acgacaaagg 
gacacat taa 
cacagct t ca 
ttttgttctt 
ctacaatgac 
ggattgttgg 
agagacatgc 
gacaggatct 
tagactggat 



actgggcttc 
ctcttcaaca 
atctatccct 
ggtctgcctg 
tattgggttc 
ttttgtaaaa 
acaaaataca 
t tgagt aatt 
agtagaaaaa 
gatctattcc 
tgccaacatt 
ttcactgatg 
atagtgtgaa 
ccttgcacct 
gatagctctg 
atgggtttgt 
gctctagagt 
tcccctggaa 
gtatgtctca 
tatggagttg 
ttgtcttcct 
ctaagttcag 
ggtgcccctc 
gacaggaagc 
cccctttgct 
tttgatacat 
ataattcctt 
gtacttttgt 
cattgtggga 
cccacccctc 
ggtcggcccc 
caacacagcg 
ttcccagagc 
tatatgtttc 
tgttagaagc 
ggctggatcc 
cattgtcaca 
t tacatggcc 
gcaagcccaa 
ataagcctct 
gagaccctaa 
gtgtcgagat 
agcacaaaaa 
aatacgtgcc 
t agcgcat at 
gtgggat a 1 1 
gcactcaaga 
gcatagtgtg 
agacagtttc 
ggtat ttcaa 
ccatcagcac 
tgct ccactg 
aaaatcacct 
tgcctgaggt 



caggcctgct 
tctatttgga 
ggctgtgcta 
cttctgcctc 
ttaaagggca 
ctaacatgta 
cgagtttttc 
tt tactaggc 
caggcaatag 
ctcccaatgt 
tcttatctac 
aagctagagt 
agaaagtgac 
ggttcagatt 
ggggatggtg 
gcacatgagt 
gtcaggctgt 
gagcat tgag 
tttgtggggg 
gcggggctgg 
gtgt ctgcct 
ccttccattg 
cccttctgag 
agtgggaaac 
cacatctgtt 
gcttttcttt 
aaggactgac 
tatgggtctt 
tgaagtagaa 
ccctctgccc 
ttctctgtct 
atctggtcca 
tgtcccagtc 
tttcctggtc 
taagctcaac 
tgtgtcaagc 
tggctgacag 
ctaaagccta 
gt tgtggttc 
tt tccactga 
gccgctccac 
gatatgagct 
aat aaaaaaa 
taa taa aatt 
tea tgtggca 
tctctcaact 
agggt ttgat 
tt cactatat 
ccacatgcag 
aaagtaagat 
tgaatggccc 
tetgagggee 
aggtgtgctc 
tgat t taaaa 



etattgetgt 
ttctcttttt 
gaactcacta 
atgagtgctg 
ctt tccaaaa 
atgtgaactg 
gttattttag 
aactttcagg 
tgagaaagct 
ctatggagtg 
tgtaaggcaa 
gcccactagt 
ttccactgtc 
teggcagatg 
gcacatgaag 
gcaacaccca 
tgtgaactgc 
tacatgtcat 
caatttgggg 
atccctgtct 
cagtttccta 
taaggatcca 
ctgeaagcat 
tgggctgcaa 
tccacatttt 
acatagectg 
aatgacagtg 
ctatgctggt 
catgttcatg 
cttcccccgg 
ctaaacattg 
agtctggatg 
gcctcccttt 
tgttttatga 
ttggcctcac 
acatcact tc 
cagtacat tc 
ggactgt ctg 
ttcctgt eta 
gctctgggtt 
gatgeacage 
gtgctgtata 
aagtt cat ta 
att t tcacct 
tatttacctc 
t tcct age tg 
t ctgtagaca 
ctaaagt agg 
cacaaagcag 
gtgggagt ta 
agaaccaatc 
cttgcccatg 
tgggcacct c 
accctaactg 



ggcaagactc 
ctttgttttt 
tgtaaaccag 
ggattaaagg 
ctgatgaagg 
tgaatgtatg 
tcaccttctc 
acagaatgac 
gtgtcacagt 
cattgtctgc 
aattggtgag 
gagecactat 
ccatgaacac 
cagtgagcat 
gtcacatct t 
tacaggecag 
ctggaatagg 
cactatctct 
agtcccacct 
tgccaccagc 
gaaactagaa 
ttgaagtagt 
cagctgttgg 
gatgatccca 
atttcatcct 
ggccagcctt 
gacatgcacc 
ctaatgtgga 
cacacaaaga 
tggatgttag 
aaacaagggg 
tagaaccctt 
ctaat tggct 
ctggcctgct 
agtcttgatg 
tt tctgaacc 
ttgtatgtag 
tcttcaatca 
at ctgcctct 
attcagatta 
agcacttt cc 
tgtaaaatgc 
at at t t atag 
ttttaaaaat 
aatggggcat 
caact tgtga 
aaacccgggg 
ttttacttct 
ttatgtttta 
caccttgaat 
tacagcaaat 
gtggt tgcta 
tggacatatc 
ggcagcacca 



32580 
32640 
32700 
32760 
32820 
32880 
32940 
3 3 0 0 0 
3 3060 
33120 
33180 
33240 
3 3300 
3 3360 
33420 
33480 
33540 
3 3 6 0 0 
33660 
33720 
3 3 7 8 0 
3 Jb4U 
33900 
33960 
34020 
3 4 0 8 0 
34140 
34200 
34260 
34320 
34380 
34440 
3 4 5 0 0 
34560 
34620 
34680 
34740 
3 4 8 0 0 
3 4 8 6 0 
3 4 920 
34980 
3 5 040 
3 5 1 0 0 
3M t',0 
35220 
3 5 2 8 0 
3 5 3 4 0 
3 5400 
35460 
35520 
35580 
3 5 6 4 0 
35700 
35760 
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tcgaggccct 
tactttgaat 
agcttcccaa 
taatatattg 
agccccagaa 
catattatac 
tgtgtgtaca 
ctaatccaag 
gacctccaca 
agtgtt tgct 
tcggttatgg 
taaagtgacc 
ctcttggggg 
ctaggggaca 
aat tcctcac 
cctcaaaccc 
gaggtaaagt 
tgggagatgc 
tgtcctatat 
aagagggaag 
tgccctccct 
atacatctgc 
agataaaaag 
ctcactgggc 
ctccccggca 
atgctggccc 
gtgtgatgtg 
gtctgggatg 
agtcttccta 
attgggactg 
ttcacagaac 
gcataggaca 
ttcctgtctc 



gggcatgctg 
agggtcttaa 
gcagctggaa 
tacatatatt 
tgatgtatac 
tagtgtgtat 
tgtccatgtc 
tagcaattga 
gaatcagcta 
cctgtattct 
tccccctgtt 
cacctcccac 
aggttgtgga 
gacattgaag 
tcgaatgcca 
tgagccagag 
accgagcaca 
ccaaggctgt 
cagggaaaca 
gcctggtgtt 
tgaacaatag 
tttggagacc 
acaatgggtt 
caacatggtg 
cctcccctat 
tacgaatatc 
gacagtgaag 
gccatgtatg 
caagcttccg 
atatctgcaa 
aaaaaggagt 
ggcatggtgc 
naaaaaaaaa 



ggtaaactct 
ttgcccagat 
ttacaaatgc 
cacatgtgtg 
acatacatat 
atatagaata 
acattgtgat 
acctgtgaat 
acgttagctg 
cttggaagga 
ggcctcatag 
aggttcacat 
gaccatctag 
atgataggtt 
cagccctgag 
tagatccttc 
gcatcattgt 
cagccttgag 
tgatggggat 
cactcaaagt 
gtaagggtca 
aaagtccctt 
ttgtgctaat 
gtctggacag 
cgtcactgca 
ttatcactct 
ctctcaacaa 
tactccttca 
caccataacg 
caaagagcag 
tgaagggagg 
ccagaacctg 
aaaaaaaaaa 



tcaccactaa 
tggccttaaa 
gagcactagt 
tgtacatgtg 
aagtaggtaa 
t ataatatgt 
tgctagttaa 
tatggtaaac 
ctactatgat 
agaactagat 
accagaaagt 
gcttgaacac 
gaggttagct 
ttccctgttt 
atgagccttc 
gtcctttgct 
tcccatttta 
tgtttaaaag 
ggagtctggg 
cattaaggac 
gtgtgagccc 
cactgtagaa 
ttccacccaa 
tcacacagga 
aggccaccct 
tcgtgtttac 
cccctactca 
gtaattgaca 
gtatcggctg 
atctccagtc 
tcttcatcat 
cccagcttct 



gctatattcc 
atgataat tc 
atgtatatgt 
tgtacacaat 
ttaatatata 
attgcacata 
ataccact tt 
ttcaggggat 
tccaagcagt 
tgttagtcat 
agagttgcat 
tgggtcccca 
tacctggagg 
ctgccctggg 
cccttcacag 
agatgtt tgg 
cggatgggaa 
ctgcaaggat 
tgctgaggca 
caattgtgtc 
tgattact cc 
actaggtcct 
tgggtgtgtg 
tgaagtgagg 
gactaagagt 
aagatttctc 
cctaagacct 
gccattttct 
tcctgatt ta 
actcatctca 
tgggtgttcc 
agctctccaa 



taaccctttt 
tcctgtcttc 
agtatataaa 
tacaaatggg 
catatttaca 
tattcacata 
tccctgctct 
tgaaaagcct 
agttactgga 
cagt tcacag 
ggtttgattg 
gatgatggag 
aaatgggctt 
aatatatcca 
tggactctac 
tcacggcagt 
aactgagcct 
tggatgcatt 
ctgagt tggc 
tgcaatcctg 
cagcagaagg 
tcaaggtctc 
ggtcacacta 
aaaggcaagt 
cccctcttca 
tcct tggaag 
agacaagaga 
ttgtctagga 
cagacatgtc 
ctccagcttg 
cttccatgga 
gcctcatgct 



36060 
36120 
36180 
36240 
36300 
36360 
36420 
36480 
36540 
3 6 6 0 0 
3 6660 
36720 
36780 
36840 
36900 
36960 
37020 
3 7 0 8 0 
37140 
37200 
37260 
37320 
37380 
37440 
37500 
37560 
37620 
3 7 6 8 0 
37740 
3 7 8 0 0 
37860 
3 7 920 
37950 



<210> 184 
<211> 1381 
<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

< 2 2 2 > 45.. 1109 



ctct atg cgc tac ctg 56 
Met Arg Tyr Leu 
1 

acc tac ctg ctg gcc 104 
Thr Tyr Leu Leu Ala 
20 

ccc gcc cgc ctg tac 152 
Pro Ala Arg Leu Tyr 
35 



<400> 184 

gagccgagag gatgctgctg tccctggtgc tccacacgta 

etc ccc age gtc ctg ttg ctg ggc teg gcg ccc 
Leu Pro Ser Val Leu Leu Leu Gly Ser Ala Pro 
5 10 15 

tgg acg ctg tgg egg gtg etc tec gcg ctg atg 
Trp Thr Leu Trp Arg Val Leu Ser Ala Leu Met 
25 30 
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Phe Phe Phe Glu Asn Tyr Thr Gly Val Gin lie Leu Leu Tyr Gly Asp 

55 60 65 

ttg cca aaa aat aaa gaa aat gta ata tat eta gcg aat cat caa age 296 
Leu Pro Lys Asn Lys Glu Asn Val lie Tyr Leu Ala Asn His Gin Ser 

70 75 80 

aca gtt gac tgg att gtt gcg gac atg ctg get gec aga cag gat gec 344 
Thr Val Asp Trp He Val Ala Asp Met Leu Ala Ala Arg Gin Asp Ala 
85 90 95 100 

eta gga cat gtg cgc tac gta ctg aaa gac aag tta aaa tgg ctt ccg 392 
Leu Gly His Val Arg Tyr Val Leu Lys Asp Lys Leu Lys Trp Leu Pro 

105 110 115 

ctg tat ggg ttc tac ttt get cag cat gga gga att tat gta aaa cga 440 
Leu Tyr Gly Phe Tyr Phe Ala Gin His Gly Gly He Tyr Val Lys Arg 

120 125 130 

agt gee aaa ttt aat gat aaa gaa atg aga age aag ctg cag age tat 488 
Ser Ala Lys Phe Asn Asp Lys Glu Met Arg Ser Lys Leu Gin Ser Tyr 

135 140 145 

gtg aac gca gga aca ccg atg tat ctt gtg att ttc cca gag gga aca 536 
Val Asn Ala Gly Thr Pro Met Tyr Leu Val He Phe Pro Glu Gly Thr 

150 155 160 

agg tat aat gca aca tac aca aaa etc ctt tea gec agt cag gca ttt 584 
Arg Tyr Asn Ala Thr Tyr Thr Lys Leu Leu Ser A La Ser Gin Ala Phe 
165 170 175 180 

get get cag egg ggc ctt gca gta tta aaa cac gta ctg aca cca aga 632 
Ala Ala Gin Arg Gly Leu Ala Val Leu Lys His Val Leu Thr Pro Arg 

185 190 195 

ata aag gee act cac gtt get ttt gat tct atg aag agt cat tta gat 680 
He Lys Ala Thr His Val Ala Phe Asp Ser Met Lys Ser His Leu Asp 

200 205 210 

gca att tat gat gtc aca gtg gtt tat gaa ggg aat gag aaa ggt tea 728 
Ala He Tyr Asp Val Thr Val Val Tyr Glu Gly Asn Glu Lys Gly Ser 

215 220 225 

gga aaa tac tea aat cca cca tec atg act gag ttt etc tgc aaa cag 776 
Gly Lys Tyr Ser Asn Pro Pro Ser Met Thr Glu Phe Leu Cys Lys Gin 

230 235 240 

tgc cca aaa ctt cat att cac ttt gat cgt ata gac aga aat gaa gtt 824 
Cys Pro Lys Leu His He His Phe Asp Arg He Asp Arg Asn Glu Val 
245 250 255 260 

cca gag gaa caa gaa cac atg aaa aag tgg ctt cat gag cgc ttt gag 8^2 
Pro Glu Glu Gin Glu His Met Lys Lys Trp Leu His Glu Arg Phe Glu 

265 270 275 

ata aaa gat agg ttg etc ata gag ttc tat gat tea cca gat cca gaa 920 
He Lys Asp Arg Leu Leu lie Glu Phe Tyr Asp Ser Pro Asp Pro Glu 

280 285 290 

aga aga aac aaa ttt cct ggg aaa agt gtt eat tec aga eta agt gtg 968 
Arg Arg Asn Lys Phe Pro Gly Lys Ser Val His Ser Arg Leu Ser Val 

295 300 305 

aag aag act tta cct tea gtg ttg ate ttg ggg agt ttg act gcg gtc 1016 
Lys Lys Thr Leu Pro Ser Val Leu lie Leu Gly Ser Leu Thr Ala Val 

310 315 320 

atg ctg atg acg gag tec gga agg aaa ctg tac atg ggc ace tgg ttg 1064 
Met Leu Met Thr Glu Ser Gly Arg Lys Leu Tyr Met Gly Thr Trp Leu 
325 330 3 35 340 

tat gga acc etc ctt ggc tgc ctg tgg ttt gtt att aaa gca taa 1109 
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taagccttga tgattgaaca ctggataaag tcgagtcttg tgaccacagc caacatgcat 1289 
ttgatttggg gcaaacacat gtggcttttc aggtgctggg gttgctggag acatggaagc 1349 
taagtggagt ttatgctgtt tttttttttt tt 1381 



<210> 185 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-14-107 

<221> allele 
<222> 24 

<223> polymorphic base A 

< 2 2 1 > prime r_bind 
<222> 1..23 

<223> potential microsequencing oligo 4 - 14 - 107 . misl 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 14 - 1 07 . mi s2 
<400> 185 

ctaaacaacc accaaatgca tacagcaacc aggcaaatgc ctgatag 47 



<210> 186 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > allele 

< 2 2 2 > :. . . 4 7 

<22 3> polymorphic fragment 4-14-317 

<221> allele 
■::222> 24 

•:22 3> polymorphic base A 

<22 1> primer_bind 
2:- i . . 23 

■::223:- potential microsequencing oligo 4 - 14 - 3 1 7 . mi si 

<221> primer_bind 

< 2 2 2 > 25.. 47 

<223> complement potential microsequencing oligo 4 - 14 - 3 17 . mi s2 

<400> 186 
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<211> 47 
<212> DNA 

<2 1 3 > Homo Sapiens 
<220> 

<221> allele 
<222> 1 . .47 

<223> polymorphic fragment 4-14-35 

<221> allele 
<222> 24 

<22 3 > polymorphic base C 

< 2 2 1 > primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4-14-35. misl 

<2 2 1 > primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4-14-35. mis2 
<4 0 0> 187 

atccaacaca gaaaccgcta aaaccaggca gaagctgtct gcagaga 47 

<210> 188 

<211> 47 

<212> DNA 

<2 13 > Homo Sapiens 
<220> 

<221> allele 

<222> 1 . .47 

<223> polymorphic fragment 4-20-149 

<221> allele 
<222> 24 

<223> polymorphic base C 

< 2 2 1 > primer_bind 
<22 2> 1 . . 23 

<223> potential microsequencing oligo 4 - 2 0 - 14 9 . mi s 1 

■ ; 2 2 : ■ prime r_b i nd 
■:222:- 25 . .47 

2 2 3 : ■ comp 1 ement pot en t ial microsequencing oligo 4 -20-149. mis2 
< 4 0 o > : 8 8 

tttttgctgt gtcttcaaag tgactcttgg tttattgcct gctaagg 47 



• ;2 10> 189 
•:2 11:- 4 7 
<212> DNA 
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<222> 1 . .47 

<223> polymorphic fragment 4-20-77 

<221> allele 

<222> 24 

<223> polymorphic base A 

<221> primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 4-20-77. misl 

<221> primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 4-20-77. mis2 

<400> 189 

tgcaacatga agattctgaa gggactttgt tgtctgagaa cacatct 47 



<210> 190 
<211> 4 7 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222 > 1 . . 47 

<223> polymorphic fragment 4-22-174 

<221> allele 
<222 > 24 

< 2 2 3 > polymorphic base A 

< 2 2 1 > primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4 -22 - 174 . misl 

<221> primer_bind 
■-2 22 > 2B..47 

<223> complement potential microsequencing oligo 4 - 22 - 174 . mis2 
< 4 0 0 > 19 0 

ggattgt.gca gaagttgcct ttcatgttca aaaatgttaa tttgttt 47 



■ :: i o ■ : 9i 

•:2 11> 4 7 
•:212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> allele 
•:222> 1 . . 47 

•:22 3 > polymorphic fragment 4-22-176 
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<221> pr imer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 4 -22 - 176 .misl 

<221> primer_bind 

<222> 25 . . 47 

<223> complement potential microsequencing oligo 4 - 22 - 176 . mi s2 

<400> 191 

attgtgcaga agttgccttt catattcaaa aatgttaatt tgtttgt 47 



<210> 192 

< 2 1 1 > 4 7 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

< 2 2 1 > allele 
<222> 1 . . 47 

<22 3> polymorphic fragment 4-^b-foU 

<221> allele 
<222> 24 

<22 2> polymorphic base A 
<221> primer_bind 

^ '-i -i ^ 2 ~> 

<223> potential microsequencing oligo 4-26-60. misl 

< 2 2 1 > primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4-26-60. mis2 
<400> 192 

gatgggaaag tgcatcttaa gacagttagc aggccaagga gcgactt 47 



:10: 
; 1 1 ; 
:12- 

113: 



193 

47 

DNA 

Homo Sapiens 



a 1 1 e 1 e 

; ..47 

polymorphic fragment 4 26 - 71 



<221> allele 

<222> 24 

•;223> polymorphic base A 

■;221> primer_bind 
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<222 > 25 . .47 

<223> complement potential microsequencing oligo 4-26-72. mis2 
<400> 193 

catcttaaga cagttagcag gccaaggagc gactttaaag ggtgagc 47 



<210> 194 
<211> 47 
<2 12> DNA 

<2 13> Homo Sapiens 
<220> 

< 2 2 1 > allele 
<222 > 1 . . 47 

<223> polymorphic fragment 4-3-130 

<221> allele 
<222> 24 

<223> polymorphic base A 

< 2 2 1 > primer_bind 
<222 > 1 . . 23 

<223> potential microsequencing oligo 4-3-130. misl 

< 2 2 1 > primer_bind 
<222> 25 . . 47 

<223> complement potential microsequencing oligo 4-3-130 .mis2 
<400> 194 

tattgggcct aaaacagtat tctataaagc ttaaattggt attaact 47 



<210> 195 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 

<222> 1 . . 47 

<223 > polymorphic fragment 4-38-63 

• • allele 
<?.:::::• 24 

<22 3:- polymorphic base A 

<22i> primer__bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4-38-63. misl 

< 2 2 1 > primer_bind 
<222:- 25.-47 

<223> complement potential microsequencing oliqo 4-38-63. mis2 
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<210> 196 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-38-83 

<221> allele 
<222> 24 

<223> polymorphic base G 

<221> primer_bind 
<222> 1 . . 23 

<223> potential m i crosequenc ing oligo 4-38-83. misl 

<22 1 > primer_bind 
<222> 25 . .47 

<223> complement potential mi crosequencing oligo 4-38-83. mis2 
<40 0> 196 

ggcagaggct aaactttttt tttgtttggc aatgctgttg agaatat 47 



<210> 197 
<211> 47 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 
<222> 1 . .47 

<223> polymorphic fragment 4-4-152 

< 2 2 1 > allele 
<222> 24 

<223> polymorphic base C 

<2 21;> primer_bind 
<?.?.::> : . . 23 

■;223,- potential microsequencing oligo 4-4 "15 2. mi si 

2 2 1 > p r i me r b i nd 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4-4-152. mis2 
<40 0> 197 

tactttccca ttgttcctga cttcgttatc ctatatataa acagaaa 47 



c210-. 198 
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<220> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 4-4-187 

<221> allele 

<222> 24 

<22 3> polymorphic base A 

< 2 2 1 > primer^bind 

<222> 1 . . 23 

<223> potential mi crosequenc ing oligo 4-4-187. misl 

<221> primer_bind 

<222> 25 . . 47 

<223> complement potential microsequencing oligo 4-4-187. mis2 

<400> 198 

tataaacaga aacatggatg agtaaaaaaa aaaaaaaaaa aaaaaaa 47 



< j. i 0 > 19 9 
<211> 4 7 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-4-288 

<221> allele 
<222> 24 

<223> polymorphic base G 

<221> primer_bind 
<222 > 1 . . 23 

<223> potential microsequencing oligo 4-4-288. misl 

<221> primer_bind 
■ ;222> 25 . . 47 

<223> complement potential microsequencing oligo 4-4-288.mis2 

•:4 00> 199 

ct.gtcatcaa ctaattttca caagtaccta tgttttgatt tcatgta 47 



■:2 10> 2 00 
<211> 47 
< 2 1 2 > DNA 

<213> Homo Sapiens 

■:220> 

<:221> allele 
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24 

polymorphic base C 




pr imer_bind 
1 . . 23 



<223> potential microsequencing oligo 4 -42 - 304 . misl 

<221> p r imer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4 -42 - 304 . mis2 
<4 00> 2 00 

attatttaaa actatttatg taaccttatt ttcaggggtt tttaatt 47 



<210> 201 
<211> 4 7 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> allele 
<222> 1 . . 47 

<22 3> polymorphic fragment 4-42-401 

<221> allele 
<222> 24 

<22 3 > polymorphic base A 

<221> prime r_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4 -42 -401 . misl 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 4 2 - 4 0 1 . mi s2 
<400> 201 

taagaaagaa ttctgtgttc tggacaaagt ttaaacccac agagcca 47 



2 1 0 > 


2 02 


:: 1 1 : • 


47 


1. 1 2 : > 


DNA 


: i : • 


Horn 



10 Sapiens 



•:120> 

:.?A ■ allele 
•;222> 1 . . 47 

<223> polymorphic fragment 4 -43 -328 
-:221> allele 



• ; 2 2 2 : • 2 4 

•:22 3 > polymorphic base C 
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< 2 2 1 > primer_bind 
<222 > 25 . .47 

<223> complement potential microsequencing oligo 4 - 4 3 - 3 2 8 . mi s2 
<400> 202 

agaattctgt gttctggcca aagcttaaac ccacagagcc agtttaa 47 



<210> 203 
<211> 47 
<212> DNA 

<213> Homo Sapiens 

<22 0 > 

< 2 2 1 > allele 

< 2 2 2 > 1 . . 4 7 

<223> polymorphic fragment 4-43-70 

< 2 2 1 > allele 
<222:> 24 

<22 3> polymorphic base G 

< 2 2 1 > primer_bind 

< 2 2 2 > 1 . .23 

<223> potential microsequencing oligo 4-43-70. misl 

<221> primer_bind 
< 2 2 2 > 25 . .47 

<223> complement potential microsequencing oligo 4-43-70. mis2 
<400> 203 

atcgcctcca ttattctcaa aaagaccatg ggacacaaca caagaag 47 



<210> 2 04 

<211> 4 7 

<212> DNA 

<213> Homo Sapiens 

<:::: o> 

<221> allele 

■:222> 1 . . 47 

• \ : ?. • polymorphic fragment 4 50 20 9 

• 1 :■ a 1 lele 
■:222- 14 

■ : 2 2 3 : ■ p o 1 ymo r ph i c base C 

<221> primer_bind 

t , n *~i n o 

■;223> potential microsequencing oligo 4 - 5 0 - 2 0 9 . mi s 1 
■:22 1> primer bind 
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atatagagtg tgcatccctg acactgaaac tgaaggcttt atggttt 47 



<210> 205 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

<22 0> 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-50-293 

<221> allele 
<222> 24 

<22 3> polymorphic base G 

< 2 2 1 > primer_bind 
<222> 1 . . 23 

<223> potential microsequenc ing oligo 4 - 50 - 2 93 . mi s 1 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 5 0 - 2 93 . mi s2 
<400> 205 

cctgagtccc agggggctga caggggacag tttaaaacat tgatgaa 47 



<210> 206 
<211> 47 

< 2 1 2 > DNA 

<213> Homo Sapiens 

<220> 

<221> allele 
<222> 1 . . 4 7 

<22 3> polymorphic fragment 4-50-323 

< 2 2 1 > allele 
<222> 24 

<22 3> polymorphic base C 

<?.?.'..> pr i me r_bi nd 

< 2 2 2 > ] . . 2 3 

<22 3> potential microsequencing oligo 4 5 0 3 2 3. mi si 

<22 1> prime r_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 5 0 - 3 2 3 . mi s2 
<400> 206 

tttaaaacat tgatgaatct ttactactac aaaagggttc gatttag 47 
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<220> 

<221> allele 
<222> 1 . .47 

<223> polymorphic fragment 4-50-329 

<221> allele 
<222> 24 

<223> polymorphic base C 

<221> primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4 - 50 - 32 9 . mi si 

<221> primer_bind 
<222 > 25 . .47 

<223> complement potential microsequencing oligo 4 - 5 0 - 32 9 . tnis2 
<400> 207 

acattgatga atctttatta ctacaaaagg gttcgattta ggctagc 47 



<210> 208 
<211> 47 

< 2 1 2 > DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 
<222> 1 . . 4 7 

<22 3> polymorphic fragment 4-50-330 

<221> allele 
<222> 24 

<22 3> polymorphic base A 

<221> primer_bind 
<:2 22> 1 . . 23 

<223> potential microsequencing oligo 4 - 50 - 3 3 0 . mi s 1 

<:22 1> primer_bind 
<:222> 2S..47 

■ :2;:3 > complement potential microsequencing oligo 4 -50-330. mis2 
-:4UU> 2D 8 

cattgatgaa tctttattac tacaaaaggg ttcgatttag gctagcc 47 



<210> 209 
<211> 47 
<:212> DNA 

<213> Homo Sapiens 
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<221> allele 
<222> 24 

<223> polymorphic base A 

<221> primer_bind 
<222> 1 . . 23 

<223> potential microsequenc ing oligo 4 - 52 - 163 . misl 

<22 1 > primer_bind 
<222 > 25 . .47 

<223> complement potential microsequencing oligo 4 - 52 - 1 6 3 . mis2 
<400> 209 

gaacaggata ttcttaacta ccaaagaatt ttacacatct attgttt 47 



<210> 210 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> allele 

<222> 1. .47 

<223> polymorphic fragment 4-52-88 

<221> allele 

<222> 24 

<223> polymorphic base C 



<2 2 1 > primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 4-52-88. misl 

< 2 2 1 > primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 4-52-88. mis2 

<4 00> 210 

tccatgtcat tattattcaa aagcttaaaa aatacacaag gtgaaaa 47 



<2'10r- : 11 
<2 11> 4 7 
•;2".2> DNA 

■;2 13> Homo Sapiens 
<220> 

<221> allele 
<222> 1 . .47 

<223> polymorphic fragment 4-53-258 
<221> allele 
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<222> 1 . . 23 

<223> potential microsequencing oligo 4 - 5 3 - 2 58 . mi s 1 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 53 - 2 5 8 . mi s2 
<400> 211 

gagaaatcat gcagagagaa tgcattctca ctcaaatttt aacctaa 47 



<210> 212 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
<220> 

•;221> allele 
•;222> 1 . . 47 

<223> polymorphic fragment 4-54-283 
<222> 24 

<22 3> polymorphic base A 

<:221> prime r_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4 - 54 - 2 83 . mi s 1 

<221> prime r_bind 
<222> 25 . . 47 

<223> complement potential microsequencing oligo 4 - 54 - 2 8 3 . mi s2 
<400> 212 

aagtagtttt tcacactttc tctatgatac aatcgatggc ttaatct 47 



< 2 1 0 > 2 1 3 
:2 1 : : 4 7 
: 2 "I 2 : DNA 

•;213; Homo Sapiens 
• : 2 2 0 : 

allele 

2 ; •• polymorphic f t agment 4 54 388 

2 2 1 allele 
-:222> 2 4 

•;223> polymorphic base A 

•:221> primer_bind 
•:222> 1 . . 23 

•:223 > potential microsequencing oligo 4 - 54 - 3 8 8 . m i s 1 
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<400> 213 

ctctctatcg tatacatctt tacacacgct gcagcgccaa gactcca 47 



<210> 214 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 4-55-70 

<221> allele 

< 2 2 2 > 24 

<2 23> polymorphic base A 

<221> primer__bind 

•:222> 1 . . 23 

■.223..-* poLenLidl niicx osequenc ing oligo 4 -bb - 70 .misl 

< 2 2 1 > primer_bind 

< 2 2 2 > 25 . .47 

<223> complement potential microsequencing oligo 4-55-70. mis2 

<400> 214 

tattaagaac ctaggtttta aaaaactctc tatcgtatac atcttta 47 



<210> 215 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 

<22 2:-- 1 . . 47 

• :22 3:- polymorphic fragment 4-55-95 

<221> allele 
■:222- 24 

-;22 3:- polymorphic base A 

■ : 2 2 p t i mer_bi nd 
•:222;- : . . 2 3 

■:223> potential microsequencing oligo 4- 55 - 95. misl 

<221> primer_bind 

<222> 25..47 

<223> complement potential microsequencing oligo 4-55-95. mis2 

-.4 00 • 215 
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<211> 47 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-56-159 

<221> allele 
<222> 24 

<223> polymorphic base C 

< 2 2 1 > primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4 - 56 - 159 . mi s 1 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4 -56 - 159 . mis2 
<400> 2X6 

aagttttcct tctcttctgt agacgtctcc atgttacagt caactat 47 



< 2 1 0 > 217 
<211> 47 
<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 
<222> 1. .47 

<223> polymorphic fragment 4-56-213 

<221> allele 
<222> 24 

<223> polymorphic base A 

<221> primer_bind 

< 2 2 2 > 1 . . 2 3 

<223> potential microsequencing oligo 4 - 56 -213 .misl 

2 2 ~ :■ pr i ne r_b i nd 
•:222 > 25 . . 47 

■:22 3> complement potential microsequencing oligo 4 5 6 2 13.mis2 
■:4 00> 217 

atggctcatg ttcactctgg ttcaccttca gaggagtttg atatttt 47 



<210> 218 
•:::ll> 4 7 
<212> DNA 
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1 . .47 

polymorphic fragment 4-58-289 




allele 
24 

polymorphic base G 



< 2 2 1 > 



pr imer_bind 



1 . . 23 



<223> potential microsequencing oligo 4 -58 -289 . misl 

<221> primer_bind 
<22 2> 25.-47 

<223> complement potential microsequencing oligo 4 - 5 8 - 2 8 9 . mi s2 
<400> 218 

catacctgca gcctgctttt ggtgaggggt gactacttta cctgcaa 47 



<210> 219 

<211> 4 7 
DMA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > allele 

<222> 1 . . 47 

<223> polymorphic fragment 4-58-318 

< 2 2 1 > allele 

<222> 24 

<22 3> polymorphic base A 

< 2 2 1 > primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 4 - 5 8 - 3 18 . mi s 1 

< 2 2 1 > primer_bind 

•:222> 25..47 

•:223> complement potential microsequencing oligo 4 - 5 8 - 3 1 8 . mi s2 

-4 0 0 > 219 

tgactacttt acctgcaata tttatttgca agtttatttc ttccttt 47 



22 0 



2 :;. i > 4 7 



-:::::> dna 

•;213> Homo Sapiens 



< 2 2 0 > 

•;221> allele 
-222 > 1..47 

•:223> polymorphic fragment 4 -60 -266 
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<221> primer_bind 
<222> 1 . . 23 



<223> potential microsequencing oligo 4 -60 -266 . misl 

<221> primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 6 0 - 2 6 6 . mi s2 

<400> 220 

aacaggacca agacactgca ttagataaag tttcagtatt tcttagc 47 

<210> 221 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

< 2 2 1 > allele 

<222> 1 . . 47 

<223> polymorphic fragment 4 -60-293 

<221> allele 



<223> potential microsequencing oligo 4 - 6 0 - 2 9 3 . mis 1 

< 2 2 1 > prime r_bind 
<222 > 25 . .47 

<223> complement potential microsequencing oligo 4 - 60 - 2 93 . mis2 
<400> 221 

aagtttcagt atttcttagc agacgaagcc agcaggaagt cctccta 47 



■;210> 2 22 

•:211> 47 

■;2i;:> Y)UA 

■:213> Homo Sapiens 




2 4 

polymorphic base C 




prime r_bind 



1 . . 23 



allele 
. .47 

polymorphic fragment 4 84-241 



< 2 2 1 > 



allele 




24 

polymorphic base G 



pr imer_bind 
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<222> 25..47 

<223> complement potential microsequencing oligo 4 - 84 - 24 1 . mi s2 
<400> 222 

gaaaaaaaaa tagtgactgc cacggtgaat aattcagttc ttcagaa 47 



223 
47 
DNA 

Homo Sapiens 
<220> 

<221> allele 
<222> 1..47 

<223> polymorphic fragment 4-84-262 

<221> allele 

< 2 2 2 > 2 4 

<223> polymorphic base A 

< 2 2 "i ~> primer bind 
< 2 2 2 > 1 . . 23 

<223> potential microsequencing oligo 4 - 84 - 2 6 2 . mi s 1 

< 2 2 1 > primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 84 - 2 62 . mi s2 
<400> 223 

acggtgaata attcagttct tcaaaagcag caacatgatc tcatgga 47 



<210> 
< 2 1 1 > 
<212> 
<213> 



<210> 224 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<22:> allele 

< 2 2 2 > 1 . . 4 7 

<22 3> polymorphi c fragment 4-86-206 

• :•: : • i lele 

• 2 2 •• • polymorphic base A 

■ :22 1:- priner_bind 

<:222> 1 . . 23 

<223> potential microsequencing oligo 4 - 86 - 206 . misl 

< 2 2 1 > primer_bind 

•■' 2 2 2 > 2 5..47 

<223> complement potential microsequencing oligo 4 - 86 - 206 . mi s2 
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<210> 225 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

< 2 2 1 > allele 

<222> 1 . . 47 

<223> polymorphic fragment 4-86-309 

<221> allele 

<222> 24 

<22 3> polymorphic base A 

< 2 2 1 > primer_bind 

<222 > 1 . .23 

<223> potential microsequencing oligo 4 - 8 6 - 3 0 9 . mi s 1 

<221> primer_bind 

<222 > 25 . . 47 

--223 > complement potential niiciuaequencing oligo 4 - 86 - 3 0 9 . mi s2 

<4 00> 22 5 

tggctctagg caggccactt tagagagtga ggaaccagag agcagaa 47 



< 2 1 0 > 226 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 
<222> 1..47 

<22 3> polymorphic fragment 4-88-349 
<221> allele 

<22 3> polymorphic base G 
<221> prime r_bind 

< :: 2 ;: > i . . :: 3 

■;22 3 > fiotential. microsequencing oligo 4 88 - 34 9. misl 

2 2 1 > pr i ne r_b i nd 
■-222 > 2L. . . 4 7 

■::223 > cc>mplement potential microsequencing oligo 4 88 349.mis2 



<400> 226 

gaaactaaaa gacaatattc agtgtgagat tttccaagtt ctttatg 
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<220> 

<221> allele 
<222> 1..47 

<223> polymorphic fragment 4-89-87 

<221> allele 
<222> 24 

<223> polymorphic base C 

<221> primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4-89-87. misl 

<22 1 > primer_bind 
<222> 25..47 

<223> complement potential microsequencing oligo 4-89-87. mis2 
<400> 227 

ttcttccctg aacgctggtt tcacatagtt tttgtgttga gaataga 47 



< 2 1 0 > 2zu 
<211> 4 7 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222> 1..47 

<223> polymorphic fragment 99-123-184 

<221> allele 
<222> 24 

<223> polymorphic base G 

< 2 2 1 > primer_bind 
<222> 1 . .23 

<223> potential microsequencing oligo 9 9 - 12 3 - 1 84 . mi s 1 

<2 2 1;- primer_bind 
< 2 25..47 

<223> complement potential microsequencing oligo 99 - 12 3 - 1 84 . mi s2 

<4 00> 22 8 

ccagcccaga acattcacca gctgggccaa gagttctgct gggtttt 4 



<2 10> 22 9 
<211> 4 7 
<212> DNA 

<213> Homo Sapiens 
■;22 0> 

<221> allele 
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<222> 24 

<223> polymorphic base A 

<221> primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 12 8 - 2 02 . mi s 1 

<221> primer_bind 
<222> 25.. 47 

<223> complement potential microsequencing oligo 99-128 -202 .mis2 
<400> 22 9 

aatgtctgtt tcttagagaa ctgaaacaca cacacataca tacacac 47 



<210> 230 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
<220> 

< ? ? i ^ allele 

< 2 2 2 > 1 . . 4 7 

<223> polymorphic fragment 99-128-275 

<221> allele 

< 2 2 2 > 24 

<22 3> polymorphic base A 

< 2 2 1 > primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 99- 12 8 -275 . misl 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 9 9 - 12 8 - 2 7 5 . mi s2 

< 4 0 0 > 2 3 0 

acacccctac ctcacatgtg tagacaaatg tatgcatata tgtctct 47 



•■:2 10> 231 
•:2i;> 47 
■ DNA 
2 ] ■■■ • Homo Sapiens 

■ : 2 2 (J : > 

2 2! •• allele 
< 2 2 2 > 1 . . 4 7 

<223> polymorphic fragment 99-128-313 

< 2 2 1 > allele 
-2 2 2 > 24 

--223> polymorphic base A 
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<221> primer_bind 
<222> 25..47 

<223> complement potential microsequencing oligo 99 - 12 8 - 3 1 3 . mi s2 
<400> 231 

tatgtctcta gacagatata cataagattc tatttggcat agaaaaa 47 



<210> 232 
<2 11> 4 7 
<2 12> DNA 

<213> Homo Sapiens 
•;220> 

<221> allele 
< 2 2 2 > 1..47 

<223> polymorphic fragment 99-128-60 

<221> allele 
< 2 2 2 > 2 4 

<223> nnl amorphic bass C 

<221> primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 128 - 60 . misl 

<221> primer_bind 
<222> 25 . .47 

<:223> complement potential microsequencing oligo 99 - 12 8 - 6 0 . mis2 
<400> 232 

gcactgtgac ccaggcgcta ggtccctctt acagtgacac tccgaca 47 



<210> 233 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
:20> 

■2 1 > allele 

] 2 2 > 1 . . 4 7 

:2 3> po lymcirph i z fragment. 99-12907-295 

2: allele 

23 > polymorphic base A 

<221> primer_bind 

<222 > 1..23 

<223> potential microsequencing oligo 99 - 12907 -295 . misl 

<221> primer_bind 

? ~ ; % r .: " 
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gctatatggc attatatctc cacagggcag acctgatgta caagatg 47 



<210> 234 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1 . . 47 

<22 3> polymorphic fragment 99-130-58 

<221> allele 

<222> 24 

<223> polymorphic base C 

< 2 2 1 > prime r_bind 

<222> 1 . . 23 

<223> potential microsequencing oligci 9 9 - 1 3 0 - 5 8 . mi s 1 

^ "> 1 nr i mor bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 99 - 13 0 - 58 . mis2 

<4 00> 234 

aaagcaaaag agcttcaaaa atacttcagg agtgtgcata tggcgag 47 



<210> 235 

<211> 4 7 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 

< 2 2 2 > 1..47 

<223> polymorphic fragment 99-134-362 

<221> allele 

■:2 22> 2 4 

•:223 > polymorphic base G 

2 2 '! > pr i me r_b i nd 

• . r 2 ■ • potential microsequencing oligo 9 9-134 3 6 2. mi si 

< 2 2 > p r i me r_b i nd 

< 2 2 2 > 25.. 47 

<223 > complement potential microsequencing oligo 99 - 134 - 362 . mis2 

<400> 235 

caaaacactc atgttagtta gatgattatt cctattacaa agataag 47 



<213> Homo Sapiens 
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<220> 

<22 1> allele 
<222> 1 . . 47 

<223> polymorphic fragment 99-140-130 

<221> allele 
<222> 24 

<22 3> polymorphic base C 

<221> primer__bind 
<222> 1 . . 2 3 

<223 > potential microsequenc ing oligo 9 9 - 14 0 - 13 0 . mi s 1 

<221> primer_bind 

< 2 2 2 > 25.. 47 

<223> complement potential microsequencing oligo 9 9 - 14 0 - 1 3 0 . mi s2 
<4 00> 236 

tgttcaaaag cagctacaga ccacatgtaa acaattgagc atggctg 47 

<2 10> 23 7 
<2 11> 47 

< 2 1 2 > DNA 

<2 13> Homo Sapiens 
<220> 

<221> allele 
<222> 1 . .47 

<2 23> polymorphic fragment 99-1462-238 

<221> allele 

<222> 24 

<223> polymorphic base G 

<221> prime r_bind 

<223:- potential microsequencing oligo 99- 1462 -238 . misl 

<221> prime r_bind 

25 . . 47~ 

2 2 '•■ • complement potential microsequencing oligo 99 - 1 462 2 3 8.mis2 

■:4 0 0:- 2 37 

ccctt tcaag gttagtaact catgtgctgt gtttctgctt cagaagg 47 

<210> 238 
<211> 4 7 
<212> DNA 

<213:> Homo Sapiens 
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<221> allele 
<222> 24 

<223> polymorphic base A 

<221> prime r_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 9 9 - 14 7 - 18 1 . mi s 1 

< 2 2 1 > primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 99 - 14 7 - 18 1 . mi s2 
<400> 238 

gtgtcatgaa aaagagcatg ataaaaagaa aaacttaaat ctttata 47 



<210> 239 

<211> 4 7 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 99-1474-156 

< 2 2 1 > allele 

<222> 24 

<223> polymorphic base G 

<221> primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 14 74 - 156 . mis 1 

<221> primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 9 9 - 1 4 74 - 15 6 . mi s2 

<4 0 0> 239 

cttgtactca taagttaaat attgataaca agaagaaata tggactt 47 



<2 10> 140 

< 2 ; 1 > 4 7 

<212> DNA 

«: T: 1 3 > Home Sapiens 
<220> 

< 2 2 1 > allele 

<222 > 1 . . 47 

<223> polymorphic fragment 99-1474-359 

<221> allele 
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<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 1474 - 359 . misl 

<221> primer_bind 

<222> 25 . . 47 

<223> complement potential microsequencing oligo 99- 1474 -359 . mis2 

<400> 240 

aaaaaaaatc aaattattgt accaaattcc ctaatatcag atgtgta 47 



<210> 241 

<2 11> 4 7 

<2 12 > DNA 

c2 13> Homo Sapiens 



<220> 

<221> aLlele 

<222> 1 . . 47 

<223> polymorphic fragment 99-1479-158 

< ?. n i > aLlele 

f „ -j n -> ^ n ^ 

<223> polymorphic base C 



< 2 2 1 > primer_bind 

<- "> n n ^ -y 03 

<223> potential microsequencing oligo 99 - 14 7 9 - 158 . mis 1 

< 2 2 1 > primer_bind 

< 2 2 2 > 25 . .47 

<223> complement potential microsequencing oligo 99 - 14 7 9 - 1 5 8 . mi s2 
<400> 241 

tttaaaaatc cacttgtaat cgccgctaat tggagtgtat attcagg 47 



<210> 242 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

<22 0> 

■:22 1 :■ allele 

• 22 • • polymorphic fragment 99-1479 - 3 79 

■ : 2 2 1 > allele 
<222> 24 

<223> polymorphic base A 

<221> primer_bind 
-:?2 2> 1 . . 2 3 

<223> potential microsequencing oligo 9 9 - 1 4 7 9 - 3 7 9 . mi s 1 
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<400> 242 

gtagagctgt gtactgaggt cagagaagca gctcatggta cagcctt 47 



<210> 243 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> aLlele 

<222> 1 . . 47 

<223> polymorphic fragment 99-148-129 

<221> allele 

<222> 24 

<223> polymorphic base A 

< 2 2 1 > primer_bind 

<222> 1 . . 23 

L microsequeiiuiny oiigo y y - 14 8 - 12 9 . mis 1 



n/^it- ant 



< 2 2 1 > primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 99 - 14 8 - 12 9 . mis2 
<4 0 0> 243 

ttcatatcta tacaaataat tttaaattta atacataggg ctgcaaa 47 



<210> 244 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

< 2 2 1 > allele 

< 2 2 2 > 1 . . 4 7 

<223> polymorphic fragment 99-148-132 

•:221> allele 
•:222> 24 

•:2r:3:- polymorphic base C 

2 2 p r' i me r_b i nd 
2 22 :: . . 2 3 

22?> potential microsequencing oligo 9 9 - 14 8 - 1 3 2 . mi s 1 



< 2 2 1 > primer_bind 

< 2 2 2 > 25 . .47 

<223> complement potential microsequencing oligo 99 - 14 8 - 1 3 2 . mi s2 

<4 00> 244 

T f V •* ">" ■ '■ * - ♦ . . * 
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<211> 47 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 99-148-139 

<221> allele 

<222> 24 

<22 3:> polymorphic base C 

•;221> primer__bind 

2 2 2 > 1..23 

<223> potential microsequencing oligo 99 - 14 8 - 13 9 . mis 1 

<221> primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 99 - 14 8 - 13 9 . mis2 

, .1 Ti . -» /i r- 

>- -r «j -■• ~ ** ~> 

tacaaataat tttgaattta atacataggg ctgcaaaaca aggttga 47 



<210> 246 
<211> 4 7 
<212> DNA 

<21.3> Homo Sapiens 

< 2 2 0 > 

<221> allele 

< 2 2 2 > 1 . .47 

<223> polymorphic fragment 99-148-140 
< 2 2 1 > allele 

■:22 3> polymorphic base A 
• :2 21:- priner_bind 

■:223:.- potential microsequencing oligo 99 - 14 8 - 14 0 . mi s 1 

■: 2 2 ~. : p r ime r_b i nd 
.222: 2 S . . 4 7 

■.22 3: complement potential microsequencing oligo 99 1 48 - 1 40.mis2 
■:4 00: 246 

acaaataatt ttgaatttaa tacatagggc tgcaaaacaa ggttgat 47 



<210> 247 
•211 47 
■:212> DNA 



> M !\KI sequent i .I \ i i ; ; V M )1 scqi.nkd ist di* I >\But 
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<222 > 1 . . 47 

<223> polymorphic fragment 99-148-182 

<221> allele 

<222> 24 

<223> polymorphic base A 

<221> primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 14 8 - 1 82 . mi s 1 

<221> primer_bind 

<222> 2S..47 

<223> complement potential microsequencing oligo 99 - 14 8 - 1 82 . mi s2 

<400> 247 

ttgatgttga tatgggcaac tgtatgttgg atggtcccaa agcattc 47 



248 
47 
DMA 

Homo Sapiens 
<220> 

<221> allele 
<222> 1..47 

<223> polymorphic fragment 99-148-366 

<221> allele 
<222> 24 

<223> polymorphic base G 

< 2 2 1 > primer_bind 
< 2 2 2 > 1 . .23 

<223> potential microsequencing oligo 99 - 14 8 - 3 66 . mi s 1 

<221> prime r_bind 
<22 2> 2 5 . .47 

<223:> complement potential microsequencing oligo 99 - 148 - 366 . mis2 
<400> 248 

tccttgtcaa aggtctctcc ctggtgctca cggctgccgc ctcaaag 47 



<2'i(V. 149 
•-2 : 1 ■ 4^ 
<2Z2:> DUA 

<213:> Homo Sapiens 
< 2 2 0 > 

<221> allele 
<22 2> 1..47 

<223 > polymorphic fragment 99- 148 - 76 
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<221> primer_bind 

<222> 1..23 

<223> potential microsequencing oligo 99 - 14 8 - 76 . mi s 1 

<221> primer_bind 

<2 2 2> 25.. 47 

<223> complement potential microsequencing oligo 9 9 - 14 8 - 76 . mi s2 

<400> 249 

tgatagaatg ccttcctgaa ttactactct tgatggcttc ataaaac 47 



<210> 250 
<211> 4 7 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> allele 
<222> 1 . .47 

<22 3> polymorphic fragment 39-1460-290 

<221> allele 
<222> 24 

<223> polymorphic base G 

< 2 2 1 > primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 14 8 0 - 2 90 . misl 

< 2 2 1 > primer_bind 
<222> 2S..47 

<223> complement potential microsequencing oligo 99 - 14 80 - 2 90 . mis2 
<400> 250 

tgcaccatct tcaccacaac cccgggcaac cactgatcct tttactg 47 



<210> 2 51 

<;211;. 4 7 

<212> DNA 

<:213> Homo Sapiens 

• • 

• 22 1 • ci l W< '.e 
■ 2 > 1 ..47 

•:22 3 > polymorphic 

<221> allele 

2 2 2 > 2 4 
<223> polymorphic 

■;221> primer_bind 



fragment 99-14 81285 



base G 



Nil \K1 Na r i;:uv ill \ i . V -i )2 Ni\juL'[;,\ 1 im ^Uk 1 >\U i.n 
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<222> 25 . .47 

<223> complement potential microsequencing oligo 99- 1481-285 . mis2 
<400> 251 

tcccataacc tgttttgctt ctcgctctaa cctcaagatg gtataaa 47 



<210> 252 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 99-1484-101 

<221> allele 
<222> 24 

<223> polymorphic base A 

< 2 2 1 > primer bind 
<222> 1 . .23 

<223> potential microsequencing oligo 99 - 14 84 - 1 0 1 . mis 1 

< 2 2 1 > primer_bind 
< 2 2 2 > 25 . .47 

<223> complement potential microsequencing oligo 99 - 14 84 - 1 0 1 . mi s2 
<400> 252 

aaaaagatca aatataagca tgtaactcct ctccttaaaa tctcagt 47 



<210> 253 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

<2 2 0> 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 99-1484-328 
<:2 21 > allele 

■:22>»> polymorphic base G 
«:22 3 > priner_bind 

, -i -t ^ n <-> 2 

<;223> potential microsequencing oligo 99 - 14 84 - 3 2 8 . mi s 1 

<221> prime r_bind 
<:222 > 25 . .47 

<:223> complement potential microsequencing oligo 9 9 - 1 4 8 4 - 3 2 8 . m i s 2 
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<210> 254 
<211> 47 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 

< 2 2 2 > 1..47 

<223> polymorphic fragment 99-1485-251 

<221> allele 

< 2 2 2 > 24 

<223> polymorphic base G 

<221> primer_bind 
<222> 1 . . 23 

<223> potential microsequenc ing oligo 99 - 14 85 - 251 . mi s 1 

< 2 2 1 > primer_bind 
<222> 25..47 

<r?.23> complement potential inicrosequencmg oligo 9 9 - 14 85 - 2 5 1 . mi s2 
<400> 254 

gattgecttg atatatgetc ccagagaacc aagaatgtcc ccttttc 47 



<210> 255 

<211> 4 7 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 99-1490-381 

<221> allele 
■:222> 24 

■:223 > polymorphic base C 

■.:221> primer_bind 
■:222:- 1 . .23 

: • 2 3 • potential m i c rosequenc i ng oligo 99 14 90 38 1. mini 

\ ":. 1 • p r i me r_b i nd 
• 2 2 2 • 2 3. 47 

■:223> complement potential m ic rosequenc ing oligo 9 9 - 1 4 90 - 3 8 1 . mi s2 



<4 00> 2 55 

tgcacagtgg aaataccatg teaeggtacg ctactgtgca tctcttc 
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<220> 

<221> allele 
< 2 2 2 > 1 . . 47 

<223> polymorphic fragment 99-1493-280 

<221> allele 
<222> 24 

<223> polymorphic base A 

< 2 2 1 > primer_bind 
<222 > 1 . . 23 

<223> potential mi crosequenc ing oligo 99- 14 93 -280 . misl 

<221> primer_bind 
<2 2 2> 2S..47 

<223> complement potential microsequencing oligo 99 - 14 93 - 2 80 . mi s2 
<400> 256 

ggatgacaga gtattgttgg aggaatgggg tttggctgct tgttttt 47 



<211> 4 7 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1 . . 47 

<22 3> polymorphic fragment 99-151-94 

<221> allele 

<222> 24 

<223> polymorphic base A 

< 2 2 1 > primer_bind 

<222> 1 . .23 

■;223> potential microsequencing oligo 99 - 151 - 94 . misl 

•:221> primer_bind 

-:2 2 2 > 25 . . 47 

• :223 > complement potential microsequencing oligo 9 9 - 1 5 1 - 94 . mi s 2 

■>*00> 2 57 

attgagatca ttgataagga aatattctaa aatttcaaaa tctatat 4 



■;2 10> 258 

-:211> 47 

<212> DNA 

<213> Homo Sapiens 

■;220> 

■;221> allele 
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24 

polymorphic base A 



<222 > 



<221> 



pr imer_bind 
1..23 



<223> potential microsequencing oligo 99 - 2 11 - 2 91 . misl 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 99-211 -291 .mis2 
<400> 258 

ctggttatat cagactgacc ttcatgtttt caacaggtca atgcctt 47 



<210> 259 

<211> 45 

< 2 1 2 > DNA 

<213> Homo Sapiens 



< 2 2 1 > allele 

< 2 2 2 > 1 . . 4 5 

<223> polymorphic fragment 99-213-37 

<221> allele 
<222> 23 

<223> polymorphic base T 

<221> primer_bind 
<222> 1 . .22 

<223> potential microsequencing oligo 99 - 2 1 3 - 3 7 . mi s 1 

<2 2 1 > primer_bind 
< 2 2 2 > 24 . . 45 

<223> complement potential microsequencing oligo 9 9 - 2 1 3 - 3 7 . mi s2 
<4 00> 2 5 9 

gt:gcttccgg ctgcaggact gttggaggac tccagtgtct gacag 45 



<210> 260 
<211> 4 7 



DMA 



Homo Sapiens 



•::221> allele 
•;222> 1..47 

<223> polymorphic fragment 99-221-442 



< 2 2 1 > allele 
<222> 24 

<223> polymorphic base A 
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<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 99-221-442 . mis2 
<400> 260 

tgcctttgta gatatgcatg ggaattccat gacctagcca gacgaat 47 



<210> 261 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 99-222-109 

<221> allele 

<222> 24 

^223^ polymorphic base C 

<221> primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 222 - 109 . misl 

<221> primer_bind 

<222> 25..47 

<223> complement potential microsequencing oligo 99 - 2 2 2 - 1 0 9 . mi s2 

<400> 261 

caggtgagga gtgctggatt ggccacgata tgaatttctt cagcagt 47 



<210> 262 
<211> 47 
<212> DNA 

<21.3> Homo Sapiens 

< 2 2 0 > 

<221> allele 
■::2 22> 1 . . 47 

■::22 3> f)olvmorphic fragment 4-14-107, variant version of SEQ TD185 
•221 > allele 

<223> base G ; A in SEQ ID185 

< 2 2 1 > primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 4 - 1 4 - 1 0 7 . mi s 1 

<221> pr imer _bi nd 
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ctaaacaacc accaaatgca tacggcaacc aggcaaatgc ctgatag 47 



<210> 263 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222> 1 . .47 

<223> polymorphic fragment 4-14-317, variant version of SEQ ID186 

<221> allele 
<222> 24 

<223> base G ; A in SEQ ID186 

< 2 2 1 > primer_bind 
<222> 1 . .23 

<223> potential microsequenc ing oligo 4 - 14 - 3 1 7 . mi s 1 

< „ ^ 1. > p^^m^x. 

<222> 2S..47 

<223> complement potential mi crosequencing oligo 4 - 14 - 3 17 . mi s2 
<400> 263 

cataacatgc aaggtgggca agagaaagag gtgggcacag ctcatga 47 



<210> 264 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-14-35, variant version of SEQ ID187 
<?::!> allele 

<223> base T ; C in SEQ ID187 

•: 2 2 1 > p r i me r bind 

• 2 2 • potential microsequencing oligo 4 14-35. mis 1 

<22 1> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4-14-35. mis2 
<400> 264 

atccaacaca gaaaccgcta aaatcaggca gaagctgtct gcagaga 47 



<213> Homo Sapiens 
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<220> 

< 2 2 1 > allele 

< 2 2 2 > 1 . . 47 

<223> polymorphic fragment 4-20-149, variant version of SEQ ID188 

<221> allele 

<222> 24 

<223> base T ; C in SEQ ID188 

<221> primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 4 - 2 0 - 14 9 . mi s 1 

<221> pr imer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 2 0 - 1 4 9 . mi s2 

< 4 0 0 > 2 6 5 

tttttgctgt gtcttcaaag tgattcttgg tttattgcct gctaagg 47 



<210> 2 66 
<211> 4 7 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-20-77, variant version of SEQ ID189 

<221> allele 
<222> 24 

<223> base T ; A in SEQ ID189 

<221> primer_bind 
< 2 2 2 > 1 . . 2 3 

<223> potential microsequencing oligo 4-20-77. misl 

<221> primer_bind 
<222> 25.. 47 

<223> complement potential microsequencing oligo 4 20 77. mi s2 
• -;•;.:(.'•• 2*: 6 

tycaaca:ga agattctgaa gggtctttgt tgtctgagaa cacatct 47 



<210> 267 

<211> 47 

<212> DNA 

<213> Homo Sapiens 



189 



Docket No. GEN-T1 13XC3D2 



<221> allele 

<222> 24 

<223> base C ; A in SEQ ID190 

<221> primer_bind 

<222> 1 . . 2 3 

<223> potential mi crosequencing oligo 4 - 2 2 - 1 74 . mis 1 

< 2 2 1 > primer_bind 

< 2 2 2 > 2B..47 

<223> complement potential microsequencing oligo 4 - 2 2 - 174 . mi s2 

■:400> 267 

ggattgtgca gaagttgcct ttcctgttca aaaatgttaa tttgttt 47 



<210> 268 

<211> 4 7 

<212> DNA 

•-213 > Homo Sapiens 

2 2 0 > 

<221> allele 

<222> 1 . .47 

<223> polymorphic fragment 4-22-176, variant version of SEQ ID191 

<221> allele 

-.222 > 24 

<223> base G ; A in SEQ ID191 

<221> primer_bind 

< 2 2 2 > 1 . .23 

<223> potential microsequencing oligo 4 - 22 - 17 6 . misl 

<221> primer_bind 

-:222> 25 . .47 

-:223> complement potential microsequencing oligo 4 - 2 2 - 1 7 6 . mi s 2 

■;4 00> 268 

attgtgcaga agttgccttt catgttcaaa aatgttaatt tgtttgt 47 



-::■:():> 269 

• : 2 > 47 

• 2:2 > IJNA 

• 2 ~ .:. > Homo Sapiens 
•■: 2 2 0 > 

<221> allele 

< 2 2 2 > 1 . . 47 

• :223 > polymorphic fragment 4 -26-60, variant version of SEQ ID192 
<221> allele 
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<222> 1 . . 23 

<223> potential mi crosequencing oligo 4 - 2 6 - 6 0 . mi s 1 

<221> primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 4-26-60. mis2 

<400> 269 

gatgggaaag tgcatcttaa gacggttagc aggccaagga gcgactt 47 



<210> 270 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 

< 2 2 2 > 1 . . 4 7 

<223> polymorphic fragment 4-26-72, variant version of SEQ ID193 

<r^^i allele 

< 2 2 2 > 2 4 

<223> base G ; A in SEQ ID193 

<221> primer_bind 

< 2 2 2 > 1 . . 23 

<223> potential microsequencing oligo 4-26-72. misl 

<221> primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 4-26-72. mis2 

<400> 270 

catcttaaga cagttagcag gccgaggagc gactttaaag ggtgagc 47 



<:ao> 27i 

<211> 4 7 

<212> DNA 

<?13> Homo Sapiens 



<:::: > allele 

polymorphic fragment 4 3 1 3 0, variant version of SEQ ID 194 

<::::> allele 

<222> 24 

<223> base G ; A in SEQ ID194 

<22 1> primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 4-3-130. misl 
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<400> 271 

tattgggcct aaaacagtat tctgtaaagc ttaaattggt attaact 47 



<210> 272 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

< 2 2 2 > 1 . . 4 7 

<223> polymorphic fragment 4-38-63, variant version of SEQ ID195 

<221> allele 

< 2 2 2 > 24 

<223> base G ; A in SEQ ID195 

< 2 2 1 > prime r_bind 

<222> 1 . . 23 

• ~223> potential mi crosequenc ing oligo 4 -38-63. misl 

< 2 2 1 > prime r_bind 

<222> 2S..47 

<223> complement potential microsequencing oligo 4-38-63. mis2 

<400> 272 

tataagttat aagaaaatca ggcggaggct aaactttttt tttgttt 47 



<210> 273 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

• ;221> allele 
•: 2 2 2 > 1 . . 4 7 

■:223> polymorphic fragment 4-38-83, variant version of SEQ ID196 

• :221> allele 
■:?.22> 24 

■■22?~> base T ; G in SEQ ID! 96 

■:22";- }.) r i mer_b i nd 
-22;: > 1 . . 23 

■:22 3;- potential microsequencing oligo 4 3 8 -83. mi si 

<221> primer_bind 

<222 > 25 . . 47 

•;223 > complement potential microsequencing oligo 4-38-83. mis2 

-4 00> 2 73 
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<211> 47 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 
<222> 1 . .47 

<223> polymorphic fragment 4-4-152, variant version of SEQ ID197 

<221> allele 
<222> 24 

<223> base T ; C in SEQ ID197 

<221> prime r_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4-4-152. misl 

<221> primer_bind 
<222> 25.-47 

<223> complement potential microsequencing oligo 4-4-152. mis2 
<^ 4 0 G > 2 7 4 

tactttccca ttgttcctga ctttgttatc ctatatataa acagaaa 47 



<210> 275 

<211> 4 7 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-4-187, variant version of SEQ ID198 

<221> allele 
<222> 24 

<223> base T ; A in SEQ ID198 

<22 1> primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4-4-187. misl 

< 2 2 1 > p r" i me r_b i nd 

■:2 2 3 > complement potential microsequencing oligo 4-4-187.mis2 
■:4 0 0:- 275 

tataaacaga aacatggatg agttaaaaaa aaaaaaaaaa aaaaaaa 47 



<210:- 2 76 
•:211:- 4 7 
<2 12:> DNA 
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< 2 2 2 > 1 . . 4 7 

<223> polymorphic fragment 4-4-288, variant version of SEQ ID199 



<221> allele 
<222> 24 
<223> base C 



G in SEQ ID199 



< 2 2 1 > primer_bind 
<222> 1 . . 23 



<223> potential mi crosequencing oligo 4-4-288. misl 

<221> pr imer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 4-4-288. mis2 

<400> 276 

ctgtcatcaa ctaattttca caactaccta tgttttgatt tcatgta 47 

<210> 277 

<211> 47 

<. 2 i 2 > DNA 

<2 13> Homo Sapiens 
<220> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 4-42-304, variant version of SEQ 1D200 

< 2 2 1 > allele 



<223> potential microsequencing oligo 4 -42 -304 .misl 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 4 2 - 3 04 . mi s2 
<4 00> 2 77 

attatttaaa actatttatg taatcttatt ttcaggggtt tttaatt 47 



10 > 2 78 
<2 11> 4 7 
<:212> DNA 

<213> Homo Sapiens 



<221> allele 
<2 22> 1..47 

<223> polymorphic fragment 4 -42 -401, variant version of SEQ 1020"! 




24 

base T ; C in SEQ ID200 




primer_bind 
1 . .23 



< 2 2 0 > 
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<221> primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 4 -42 -4 01 . misl 

<221> primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 4 2 - 4 0 1 . mi s2 

<400> 278 

taagaaagaa ttctgtgttc tggccaaagt ttaaacccac agagcca 47 



<210> 279 

*-21l> 4 7 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1 . . 4 7 

<223> polymorphic fragment 4-43-328, variant version of SEQ ID202 

<221> allele 

<222> 24 

<223> base T ; C in SEQ ID202 

<221> pr imer_bind 

<222> 1 . .23 

<223> potential microsequencing oligo 4 - 4 3 - 3 2 8 . mi s 1 

<221> pr imer_bind 

<222> 25..47 

<223> complement potential microsequencing oligo 4 -43 -328 .mis2 

<400> 279 

agaattctgt gttctggcca aagtttaaac ccacagagcc agtttaa 47 



<210> 280 
<211> 4 7 
<212> DNA 

•:213> Homo Sapiens 

• 2 o . • 

• I.:,'! • allele 
■ 2> i . .47 

•;223:- polymorphic fragment 4-43-70, variant version of SEQ 1D203 

<221> allele 

<222> 24 

<223> base C ; G in SEQ ID203 

< 2 2 1 > prime r_bind 
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<222> 25 . .47 

<223> complement potential microsequencing oligo 4-43-70. mis2 
<400> 280 

atcgcctcca ttattctcaa aaacaccatg ggacacaaca caagaag 47 



<210> 281 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 4-50-209, variant version of SEQ ID204 

<221> allele 
<222> 24 

<223> base T ; C in SEQ ID204 

<r^\ 21> prime r_bind 

< 2 2 2 > 1 . . 2 3 

<223> potential microsequencing oligo 4 -50 -209 . mi si 

-:2 21> primer_bind 

< 2 2 2 : ■ 2 5..47 

<223;- complement potential microsequencing oligo 4 - 5 0 - 2 0 9 . mi s2 
<400> 281 

atatagagtg tgcatccctg acattgaaac tgaaggcttt atggttt 47 



<210> 282 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
■:220: 

•221 > allele 
■:222> 1 . .47 

<223:- polymorphic fragment 4-50-293, variant version of SEQ ID205 
al lele 

: 2 :, • base T ; G in SEQ 1D205 

•:2 21:- primer_bind 

< 2 2 2 > 1 . . 2 3 

<223> potential microsequencing oligo 4 - 50 - 2 93 . misl 

<221> primer_bind 

< 2 2 2 > 2 5 . . 4 7 

<223> complement potential microsequencing oligo 4 - 5 0 - 2 93 . m i s 2 
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<210> 283 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 4-50-323, variant version of SEQ ID206 

<221> allele 

<222> 24 

<223> base T ; C in SEQ ID206 

<221> primer_bind 

< 2 2 2 > 1 . . 23 

<223> potential microsequencing oligo 4 - 50 - 323 . misl 

< 2 2 1 > primer_bind 

< 2 2 2 > 25 . .47 

<223> complement potential microsequencing oligo 4 -50 -323 . mis2 

<400> 283 

tttaaaacat tgatgaatct ttattactac aaaagggttc gatttag 47 



<210> 284 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> allele 

<222> 1..47 

<223> polymorphic fragment 4-50-329, variant version of SEQ ID207 

<221> allele 

<222> 24 

-:223> base T ; C in SEQ ID207 

<221> primer_bind 

■ : 2 2 2 : ■ ",..23 

•:223 > potential microsequencing oil go 4 50 329. mi si 

• 2 2 1 • primer_bind 

■;222 25..47 

<223 > complement potential microsequencing oligo 4 - 5 0 • 3 2 9 . mi s 2 

<400> 284 

acattgatga atctttatta ctataaaagg gttcgattta ggctagc 47 



<210> 285 
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<220> 

<221> allele 

<222 > 1 . . 47 

<223> polymorphic fragment 4-50-330, variant version of SEQ ID208 

<221> allele 

<222> 24 

<223> base T ; A in SEQ ID208 

<221> primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 4 - 50 - 33 0 . misl 

<221> primer_bind 

<222> 25. .47 

<223> complement potential microsequencing oligo 4 - 50 - 33 0 . mis2 

<400> 285 

cattgatgaa tctttattac tactaaaggg ttcgatttag gctagcc 47 



<210> 286 
<211 > 47 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222> 1 . .47 

<223> polymorphic fragment 4-52-163, variant version of SEQ ID209 

<221> allele 
<222> 24 

<223> base C ; A in SEQ ID209 

< 2 2 1 > primer_bind 
<222> 1 . .23 

<223> potential microsequencing oligo 4 - 52 - 163 . misl 

<221> prime r_bind 
<222> 25..47 

<223> complement potential microsequencing oligo 4 - 5 2 - 1 6 3 . mi s2 

<400> 286 

gaacaggata ttcttaacta ccacagaatt ttacacatct. attgttt 47 



<210> 287 

<211> 4 7 

<212> DNA 

<213> Homo Sapiens 
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<222> 24 

<223> base T ; C in SEQ ID210 

<221> prime r_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 4-52-88. misl 

< 2 2 1 > primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 4-52-88. mis2 

<400> 287 

tccatgtcat tattattcaa aagtttaaaa aatacacaag gtgaaaa 47 



<210> 288 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allelp 
<222> 1 . . 47 

<223> polymorphic fragment 4-53-258, variant version of SEQ ID211 

< 2 2 1 > allele 
<222> 24 

<223> base G ; A in SEQ ID211 

< 2 2 1 > primer_bind 
<222> 1 . .23 

<223> potential microsequencing oligo 4 - 53 - 2 58 . mi s 1 

<221> primer_bind 
<222> 25..47 

<223> complement potential microsequencing oligo 4 - 53 - 2 5 8 . mi s2 

<400> 288 

gagaaatcat gcagagagaa tgcgttctca ctcaaatttt aacctaa 47 



<210> 2 89 
-:211> 4 7 

2;: > dna 

2 '../»;• Homo Sapiens 
■; 2 2 0 > 

■:22l> allele 
<222> 1..47 

<223> polymorphic fragment 4-54-283, variant version of SEQ ID212 

<221> allele 
■ ' n 2 n > n 4 

•;223> base T ; A in SEQ ID212 
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< 2 2 1 > pr imer_bind 

< 2 2 2 > 25 . .47 

<223> complement potential microsequencing oligo 4 - 54 - 2 83 . mis2 
<400> 289 

aagtagtttt tcacactttc tctttgatac aatcgatggc ttaatct 47 



<210> 290 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1. .47 

<223> polymorphic fragment 4-54-388, variant version of SEQ ID213 

< 2 2 1 > allele 

<222> 24 

-223> base C ; A in SEQ ID2 13 

<221> primer_bind 

<222> 1 . .23 

<223> potential microsequencing oligo 4 - 54 - 3 8 8 . mi s 1 

< 2 2 1 > primer_bind 

< 2 2 2 > 25.. 47 

<223> complement potential microsequencing oligo 4 - 54 - 3 8 8 . mi s2 

<400> 290 

ctctctatcg tatacatctt tacccacgct gcagcgccaa gactcca 47 



<210> 291 

<211> 4 7 

<212> DNA 

<213> Homo Sapiens 

<2 20> 

■;221> allele 

■:2 22> 1 . . 47 

;223 > polymorphic fragment 4-55-^0, variant version of SEQ ID214 

2.: 1 :■ allele 

2 ? ? ■ base T ; A in SEQ ID2 14 

<221> primer_bind 

<2 22> 1 . . 23 

<223> potential microsequencing oligo 4-55-70. misl 

<221> primer_bind 
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tattaagaac ctaggtttta aaatactctc tatcgtatac atcttta 47 



<210> 292 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 4-55-95, variant version of SEQ ID215 

<221> allele 

<222> 24 

<223> base C ; A in SEQ ID215 

<221> primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 4-55-95. misl 

<221> nri mpr bind 

<222 > 25.. 47 

<223> complement potential microsequencing oligo 4-55-95. mis2 

<4 00> 2 92 

ctctctatcg tatacatctt tacccacgct gcagcgccaa gactcca 47 



< 2 1 0 > 293 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 
< 2 2 2 > 1..47 

<223> polymorphic fragment 4-56-159, variant version of SEQ ID216 

<221> allele 
•:222> 2 4 

<223> base T ; C in SEQ 1D216 

• : 2 2 1 > prime r _ b i nd 
■;222 > 1 . . 23 

• 2 2 "•' • potential microsequencing oligo 4-56- 159. misl 

■;221> primer^bind 
2 2 2 > 25..47 

<223> complement potential microsequencing oligo 4 - 56 - 159 . mis2 
<400> 293 

aagttttcct tctcttctgt agatgtctcc atgttacagt caactat 47 
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<220> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 4-56-213, variant version of SEQ ID217 

<221> allele 

<222> 24 

<223> base G ; A in SEQ ID217 

<221> primer_bind 

<222> 1 . . 23 

<223> potential mi crosequencing oligo 4 - 5 6 - 2 1 3 . mi s 1 

<221> primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 56 -213 . mis2 

<4 00> 2 94 

atggctcatg ttcactctgg ttcgccttca gaggagtttg atatttt 47 



<210> 295 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1. .47 

<223> polymorphic fragment 4-58-289, variant version of SEQ ID218 

< 2 2 1 > allele 
<222> 24 

<223> base C ; G in SEQ ID218 

<221> primer^bind 
<222> 1 . . 23 

■:223:> potential microsequencing oligo 4 - 58 -289 . misl 

<221> primer_bind 
•:22 2> 25 . . 47 

■:22;.'-> complement potential microsequencing oligo 4 58 289.mis2 
■ >;oo> 295 

catacctgca gcctgctttt ggtcaggggt gactacttta cctgcaa 47 



•::210:> 2 96 

<211> 47 

>:212> DNA 

•:213> Homo Sapiens 
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<221> allele 

<222> 24 

<223> base C ; A in SEQ ID219 

<2 2 1 > primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 4 - 58 -318 . mi si 

<2 2 1 > primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 5 8 - 3 1 8 . mi s2 

<400> 296 

tgactacttt acctgcaata tttctttgca agtttatttc ttccttt 47 



< 2 1 0 > 297 
<211> 4 7 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 

< 2 2 2 > 1 . . 4 7 

<223> polymorphic fragment 4-60-266, variant version of SEQ ID220 

< 2 2 1 > allele 
<222> 2 4 

<223> base T ; G in SEQ ID220 

<221> primer_bind 
<222 > 1 . .23 

<223> potential microsequencing oligo 4 - 6 0 - 2 66 . misl 

<2 2 1 > pirimer_bind 
<222> 25 . . 47 

<223> complement potential microsequencing oligo 4 - 60 - 266 . mis2 

< 4 0 0 : • 9 7 

aacaggacca agacactgca ttatataaag tttcagtatt tcttagc 47 



< 2 '! ( ) : ■ 2 9 8 
. 2 'I 2 ■ L>NA 

<:213> Homo Sapiens 

< 2 2 0 > 

<221> allele 

<222 > 1..47 

<223> polymorphic fragment 4-60-293, variant version of SEQ 1D221 

• 2 2 1 - allele 
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<222> 1 . . 23 

<223> potential mi crosequenc ing oligo 4 - 60 - 2 93 . mis 1 

<22 1 > primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 60 - 2 93 . mis2 
<400> 298 

aagtttcagt atttcttagc agatgaagcc agcaggaagt cctccta 47 



<210> 299 
<211> 47 
<2 12> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-84-241, variant version of SEQ ID222 

<221> allele 
<222> 24 

<223> base T ; G in SEQ ID222 

< 2 2 1 > primer_bind 
<222> 1 . .23 

<223> potential microsequencing oligo 4 - 84 - 24 1 . mi s 1 

< 2 2 1 > primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 84 -24 1 . mis2 
<40 0> 299 

gaaaaaaaaa tagtgactgc cactgtgaat aattcagttc ttcagaa 47 



<210> 3 00 
<211> 4 7 
<212> DNA 

<213:- Homo Sapiens 

o> 

<::;:] ■ allele 
• • : . . 47 

< 2 2 3> polymorphic fragment 4 84-262, variant version of SEQ ID223 

<221:- allele 

<222> 24 

<223> base G ; A in SEQ ID223 

<221> priner_bind 

•;223 > potential microsequencing oligo 4 - 84 262 .mi si 
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<400> 300 

acggtgaata attcagttct tcagaagcag caacatgatc tcatgga 47 



<210> 301 
<211> 47 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-86-206, variant version of SEQ ID224 

<221> allele 
<222> 24 

<223> base G ; A in SEQ ID224 

< 2 2 1 > primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4 - 86 - 2 06 . mi s 1 

<221> primer_bind 
<222> 2B..47 

<223> complement potential microsequencing oligo 4 - 8 6 - 2 0 6 . mi s2 
<400> 301 

gtattcaaat caggacacac cacgaatggc atctacacgt taacatt 47 

<210> 302 
<211> 47 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 
<222> 1 . . 4 7 

<223> polymorphic fragment 4-86-309, variant version of SEQ ID225 

< 2 2 1 :■• allele 

• : 2 ;•• • base T ; A in SEQ TD225 

• 22! • pr imer_bind 

< 2 2 2 : > 1 . . 2 3 

<223> potential microsequencing oligo 4 86-309. misl 

<221> primer_bind 
< 2 2 2 > 2S..47 

<223> complement potential microsequencing oligo 4 - 8 6 - 3 0 9 . mi s2 
<400:- 302 
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<211> 47 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 4-88-349, variant version of SEQ ID226 

<221> allele 
<222> 24 

<223> base C ; G in SEQ ID226 

< 2 2 1 > primer__bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4 - 88 - 34 9 . mi s 1 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 4 - 8 8 - 34 9 . mi s2 
<400> 303 

gaaactaaaa gacaatattc agtctgagat tttccaagtt ctttatg 47 



<210> 304 

<211> 4 7 

<212> DNA 

<213> Homo Sapiens 

<220> 

< 2 2 1 > allele 
<222> 1 . .47 

<223> polymorphic fragment 4-89-87, variant version of SEQ ID227 

<221> allele 
<222> 24 

<223> base T ; C in SEQ ID227 

<221> primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 4 - 8 9 - 8 7 . mi s 1 

<2 2 1> primer_bind 
<222> 15..47 

■-22 3 > complement potential microsequencing oligo 4 8 9 8 7.mis2 
•;400> 304 

ttcttccctg aacgctggtt tcatatagtt tttgtgttga gaataga 47 



-.:210> 3 05 
•:21i> 47 
-:2 12> DNA 
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<222> 1 . . 47 

<223> polymorphic fragment 99-123-184, variant version of SEQ ID228 

<221> allele 

<222> 24 

<223> base C ; G in SEQ ID228 

<221> primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 99-123 -184 .misl 

<221> primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 99-123-184 .mis2 

<400> 305 

ccagcccaga acattcacca gctcggccaa gagttctgct gggtttt 47 



<210> 306 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222> 1. .47 

<223> polymorphic fragment 99-128-202, variant version of SEQ ID229 

<221> allele 
<222> 24 

<223> base C ; A in SEQ ID229 

<221> primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 99-128-202 .misl 

< 2 2 1 > primer_bind 
<222> 2S..47 

<223> complement potential microsequencing oligo 99 - 12 8 - 2 02 . mis2 
< 4 0 0 > 3 0 6 

aatgtctgtt tcttagagaa ctgcaacaca cacacataca tacacac 47 



<210> f'.07 
<21l> 4 7 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222> 1 . . 4 7 

<223> polymorphic fragment 99-128-275, variant version of SEQ TD230 
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<221> primer__bind 
<222 > 1 . . 23 

<223> potential microsequencing oligo 99 - 12 8 - 2 7 5 . mi si 

<2 2 1 > primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 99 - 1 2 8 - 2 7 5 . mi s2 
<400> 307 

acacccctac ctcacatgtg taggcaaatg tatgcatata tgtctct 47 



<210> 308 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 99-128-313, variant version of SEQ ID231 

<221> allele 
<222> 24 

<223> base G ; A in SEQ ID231 

<221> primer_bind 
<22 2> 1. .23 

<223> potential microsequencing oligo 99 - 12 8 - 3 13 . mis 1 

<221> prime r_bind 
<222> 25..47 

<223> complement potential microsequencing oligo 99-128 -313 ,mis2 
<4 00> 3 08 

tatgtctcta gacagatata catgagattc tatttggcat agaaaaa 47 



<210> 3 09 

<211> 4 7 

<212> DNA 

1 3 > Homo Sap iens 

:>.:: o ■ 

-22 1 :■ al lele 
<222> 1..47 

<22 3:- polymorphic fragment 99-128-60, variant version of SEQ 1D232 

-;221> allele 
< 2 2 2 > 24 

<223> base T ; C in SEQ ID232 
■-2 2 1 •> primer bind 
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<222> 25 . .47 

<223> complement potential microsequencing oligo 99 - 12 8 - 6 0 . mis2 
<400> 309 

gcactgtgac ccaggcgcta ggttcctctt acagtgacac tccgaca 47 



<210> 310 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 99-12907-2 95, variant version of SEQ ID233 

<221> allele 

< 2 2 2 > 24 

<223> base G ; A in SEQ ID233 

<2 2 1 > primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 12 907 - 2 95 . mi s 1 

< 2 2 1 > primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 99 - 12 907 - 2 95 . mis2 

<400> 310 

gctatatggc attatatctc cacggggcag acctgatgta caagatg 47 



<210> 311 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

<22 0> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 99-130-58, variant version of SEQ ID234 

-:;:;::> a 1 lele 

<222> 2 4 

<:22 3 > base T ; C in SEQ ID234 

<2 21> prime r_bind 

< 2 2 2 > 1..23 

<223> potential microsequencing oligo 99- 130 -58 .misl 

<221> primer_bind 

<:2 22> 25 . . 47 

<223 > complement potential microsequencing oliqo 9 9 - 1 3 0 - 5 8 . m i s 2 
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<210> 312 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1. .47 

<223> polymorphic fragment 99-134-362, variant version of SEQ ID235 

<22 1 > allele 

<222> 24 

<223> base T ; G in SEQ ID235 

<221> primer_bind 

<222> 1 . .23 

<223> potential microsequenc ing oligo 99 - 134 - 362 . misl 

<221> primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 99- 134 - 362 . mis2 

<400> 312 

caaaacactc atgttagtta gattattatt cctattacaa agataag 47 



<210> 313 

<211> 4 7 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 

<222> 1..47 

<223> polymorphic fragment 99-140-130, variant version of SEQ ID236 

<221> allele 
<::22> 24 

•:223 > base T ; C in SEQ ID236 

<221> prime r_bind 
■:222::- 1 . . 23 

•:2 2 3:-- potential microsequencing oligo 9 9 "1 4 0 1 3 0. mi si 

2 2 "..> primer_bind 
..; ;> 2 2 :> 2 5 . . 4 7 

■:223:: complement potential microsequencing oligo 99 - 1 4 0 - 1 3 0 . mi s2 
<4 00> 313 

tgttcaaaag cagctacaga ccatatgtaa acaattgagc atggctg 47 



<210> 314 
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<220> 

<221> allele 
<222> 1 . .47 

<223> polymorphic fragment 99-1462-238, variant version of SEQ ID237 

<221> allele 
<222> 24 

<223> base C ; G in SEQ ID237 

<221> primer_bind 
<222> 1 . .23 

<223> potential microsequencing oligo 99 - 14 62 - 2 3 8 . mi si 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 99- 1462 -238 .mis2 
<400> 314 

ccctttcaag gttagtaact catctgctgt gtttctgctt cagaagg 47 



- J. 0 > 

<211> 47 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 99-147-181, variant version of SEQ ID238 

< 2 2 1 > allele 
<222> 24 

<223> base G ; A in SEQ ID238 

< 2 2 1 > primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 99- 14 7 - 18 1 . mis 1 

<221:- primer_bind 

< 2 2 2:, 2 5 . . 4 7 

<223> complement potential microsequencing oligo 9 9 - 14 7 - 1 8 1 . mi s2 

<4 00:. 315 

gtqtcatgaa aaagagcatg atagaaagaa aaacttaaat ctttata 4 7 



<210> 316 

<211> 4 7 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 
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<222> 24 

<223> base T ; G in SEQ ID239 

<221> primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 14 74 - 156 . mis 1 

<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 99 - 1474 - 156 . mis2 
<400> 316 

cttgtactca taagttaaat atttataaca agaagaaata tggactt 47 



<210> 317 

<211> 47 

<212> DNA 

<213> Homo Sapiens 



<220> 

<22l> allele 
< 2 2 2 > 1..47 

<223> polymorphic fragment 99-1474-359, variant version of SEQ ID240 

<22 1> allele 
<222> 24 

<223> base G ; A in SEQ ID240 

<221> primer__bind 
<222> 1 . .23 

<223> potential microsequencing oligo 99 - 14 74 - 3 5 9 . mi s 1 

< 2 2 1 > primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 99 - 14 74 - 3 5 9 . mi s2 
<400> 317 

aaaaaaaatc aaattattgt accgaattcc ctaatatcag atgtgta 47 



:10> 318 

:ii> 4^ 



DNA 

Homo Sapiens 



-:221:> allele 

<222> 1..47 

<223> polymorphic fragment 99-1479-158, variant version of SEQ ID241 

< 2 2 1 > allele 

•:222> 24 

<223> base T ; C in SEQ TD241 
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<221> primer_bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 99 - 1479- 158 . mis2 
<400> 318 

tttaaaaatc cacttgtaat cgctgctaat tggagtgtat attcagg 47 



<210> 319 
<211> 47 

< 2 1 2 > DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 
< 2 2 2 > 1 . . 47 

<223> polymorphic fragment 99-1479-379, variant version of SEQ ID242 

< 2 2 1 > allele 
<222> 24 

^223> base G ; A in SEQ 1D242 

< 2 2 1 > prime r_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 14 7 9 - 3 7 9 . mi si 

<221> primer_bind 
<222 > 25 . . 47 

<223> complement potential microsequencing oligo 9 9 - 14 7 9 - 3 7 9 . mis2 
<400> 319 

gtagagctgt gtactgaggt cagggaagca gctcatggta cagcctt 47 



<210> 320 
•:211> 47 

■ :212> DNA 

•;213> Homo Sapiens 
•:220> 

• :221> allele 
■:222 > ; . . 47 

■ 223> polymorphic fragment 99 1 48-129, variant version of SEQ ID243 

• 2 2 i • allele 

■ :223 > base G ; A in SEQ 1D243 

<: 2 2 1 > primer_bind 

< 2 2 2 > 1 . . 23 

<223> potential microsequencing oligo 99 - 14 8 - 12 9 . mi si 

<221> primer_bind 
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ttcatatcta tacaaataat tttgaattta atacataggg ctgcaaa 47 



<210> 321 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 99-148-132, variant version of SEQ ID244 

<221> allele 
<222> 24 

<223> base T ; C in SEQ ID244 

<221> prime r_bind 
<222> 1 . .23 

<223> potential microsequencing oligo 99 - 14 8 - 1 32 . mi si 

<221^ pi ."liuei bind 
<222> 25 . .47 

<223> complement potential microsequencing oligo 9 9 - 14 8 - 1 3 2 . mi s2 

< 4 0 0 > 3 21 

atatctatac aaataatttt gaatttaata catagggctg caaaaca 47 



<210> 322 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1..47 

<223> polymorphic fragment 99-148-139, variant version of SEQ 1D245 

<221> allele 
<222> 24 

<223> base T ; C in SEQ ID245 
■;221;- pi"imer_bind 

<:i?.::> : . . 23 

• 2 2 ?• potential microsequencing oligo 99 148 139.misl 

<22 1> p]-.imer_bind 
< 2 2 2 > 2 5 . . 4 7 

<223> complement potential microsequencing oligo 9 9 - 14 8 - 1 3 9 . mi s2 
<400> 322 

tacaaataat tttgaattta atatataggg ctgcaaaaca aggttga 47 
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<220> 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 99-148-140, variant version of SEQ ID246 

<221> allele 
<222> 24 

<223> base G ; A in SEQ ID246 

< 2 2 1 > primer_bind 
<222> 1. .23 

<223> potential mi crosequenc ing oligo 99 - 14 8 - 14 0 . mi si 

<221> primer_bind 
< 2 2 2 > 25 . .47 

<223> complement potential microsequencing oligo 9 9 - 14 8 - 14 0 . mi s2 
<400> 323 

acaaataatt ttgaatttaa tacgtagggc tgcaaaacaa ggttgat 47 



<210> 324 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

<220> 

< 2 2 1 > a 1 lele 
<222> 1 . . 47 

<223> polymorphic fragment 99-148-182, variant version of SEQ ID247 

<221> allele 
<222 > 24 

<223> base G ; A in SEQ ID247 

<221> p:rimer_bind 
<222> 1 . . 23 

■;223> potential microsequencing oligo 99 - 14 8 - 1 82 . mis 1 

<221> primer_bind 

■ :222> 25 . . 47 

•:22 3> complement potential microsequencing oligo 9 9-148 182.mis2 

■ ;4 00> 3 2 4 

ttgatgttga tatgggcaac tgtgtgttgg atggtcccaa agcattc 47 



<210> 325 

<211> 47 

<212 > DNA 

<:213> Homo Sapiens 
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<221> allele 
<222> 24 

<223> base T ; G in SEQ ID248 

<221> primer_bind 
<222> 1 . . 23 

<223> potential mi crosequencing oligo 99- 148 -366 . misl 

<221> pr imer_bind 
< 2 2 2 > 25 . . 47 

<223> complement potential microsequencing oligo 9 9 - 14 8 - 3 6 6 . mi s2 
< 4 0 0 > 325 

tccttgtcaa aggtctctcc ctgttgctca cggctgccgc ctcaaag 47 



<210> 326 
<211> 4 7 

< 2 1 2 > DNA 

<213> Homo Sapiens 

< 2 2 0 > 

< 2 2 1 > allele 
<222> 1 . .47 

<223> polymorphic fragment 99-148-76, variant version of SEQ ID249 

< 2 2 1 > allele 
<222> 24 

<223> base T ; C in SEQ ID249 

< 2 2 1 > primer_bind 
<222> 1 . .23 

<223> potential microsequencing oligo 99- 148-76 . misl 

< 2 2 1 > primer_bind 
<222 > 2 5.. 47 

<223> complement potential microsequencing oligo 9 9 - 14 8 - 7 6 . mi s 2 
<400> 326 

tgatagaatg ccttcctgaa ttattactct tgatggcttc ataaaac 47 



< 2 1 (") > 3 2 7 
•21 : > 4" 

• : 1 2 • DMA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 

< 2 2 2 > 1 . . 47 

<223> polymorphic fragment 99-1480-290, variant version of SEQ ID250 

< 2 2 1 > allele 
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<222 > 1 . .23 

<223> potential microsequencing oligo 99- 1480-290 .misl 

<22 1 > primer_bind 

<222 > 25 . .47 

<223> complement potential microsequencing oligo 99 - 14 80 - 2 90 . mis2 

<400> 327 

tgcaccatct tcaccacaac ccctggcaac cactgatcct tttactg 47 



<210> 328 

<211> 47 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1 . .47 

<223> polymorphic fragment 99-1481-285, variant version of SEQ ID251 

<22i> allele 

<222> 24 

<223> base T ; G in SEQ ID251 

<221> primer_bind 

< 2 2 2 > 1 . .23 

<223> potential microsequencing oligo 99- 1481-285 .misl 

<221> primer_bind 

<222> 25 . . 47 

<223> complement potential microsequencing oligo 99 - 14 8 1 - 2 8 5 . mi s2 

<400> 328 

tcccataacc tgttttgctt ctctctctaa cctcaagatg gtataaa 47 



<210> 329 
<211> 4 7 
<212> DNA 

<213> Homo Sapiens 

-22 0> 

• 2 2 1 ■ a : lele 
•:222> . .47 

■:223:- polymorphic fragment 99 1484 - 1 01, variant version of SEQ ID252 

•:221> allele 
<222> 24 

<223> base C ; A in SEQ ID252 

<221> primer_bind 
< 2 2 2 > 1 . . 2 3 

<223> potential microsequencing oliqo 99 - 1 4 84 - 1 0 1 . m i s 1 
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<400> 329 

aaaaagatca aatataagca tgtcactcct ctccttaaaa tctcagt 47 



<210> 330 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> allele 

<222> 1 . .47 

<223> polymorphic fragment 99-1484-328, variant version of SEQ ID253 

<221> allele 

<222> 24 

<223> base C ; G in SEQ ID253 

<221> primer_bind 

< 2 2 2 > 1 . . 23 

<223> potential microsequenc i ng oligo 99 - 14 84 - 3 2 8 . mi s 1 

<221> primer_bind 

< 2 2 2 > 25.. 47 

<223> complement potential mi crosequencing oligo 99 - 14 84 - 32 8 . mis2 

<400> 330 

ggacacgtgg tcatgaggag tttcaaggga ttcagttttc agatccc 47 



<210> 331 

<211> 4 7 

< 2 1 2 > DNA 

<213> Homo Sapiens 

<22 0> 

<221> allele 

-;222> 1 . . 47 

<223> polymorphic fragment 99- 1485-251, variant version of SEQ ID254 

<221> allele 
•:i::2 24 

• ?.:."' base T ; G in SEQ TD254 

• : 2 2 1 : • p r i me r _b i nd 
•:222> 1 . . 23 

•:223:- potential mi crosequenc ing oligo 9 9 - 1 4 8 5 - 2 5 1 . mi s 1 

■ :221> primer_bind 

>; 2 2 2 > 25 47 

■:223 > complement potential mi crosequencing oligo 9 9 - 14 8 5 - 2 5 1 . mi s 2 

•:4 00> 331 
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<211> 47 

< 2 1 2 > DNA 

<213> Homo Sapiens 
<220> 

<221> allele 

<222> 1..47 

<223> polymorphic fragment 99-1490-381, variant version of SEQ ID255 

<221> allele 

<222> 24 

<223> base T ; C in SEQ ID255 

<221> primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 99-1490-381 .misl 

<2 21> primer_bind 

<222> 25 . .47 

<223> complement potential microsequencing oligo 99- 1490 -381 . mis2 

<400> 332 

tgcacagtgg aaataccatg tcatggtacg ctactgtgca tctcttc 47 



<210> 333 
<211> 47 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> allele 
<222> 1 . . 47 

<223> polymorphic fragment 99-1493-280, variant version of SEQ ID256 

<221> allele 
<222> 24 

<223> base G ; A in SEQ ID256 

■;221> primer_bind 
• ; 2 2 2 > 1 . . 2 3 

■:223> potential microsequencing oligo 99 - 14 9 3 - 2 8 0 . mi s 1 

•:221> primer_bind 

•■.222 > 25 . . 47 

:223> complement potential microsequencing oligo 99-1493 280. mis 2 
■:4 00> ^33 

ggatgacaga gtattgttgg agggatgggg tttggctgct tgttttt 47 



■:210> 334 
■:2 11> 4 7 
2 1 2 > DNA 
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<222> 1 . . 47 

<223> polymorphic fragment 99-151-94, variant version of SEQ ID257 

<221> allele 
<222> 24 

<223> base G ; A in SEQ ID257 

<221> primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 151 - 94 . mi si 

< 2 2 1 > primer_bind 
<222> 25 . . 47 

<223> complement potential microsequencing oligo 99- 151 - 94 . mis2 
<400> 334 

attgagatca ttgataagga aatgttctaa aatttcaaaa tctatat 47 



<210> 335 

<211> 47 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 
<222> 1..47 

<223> polymorphic fragment 99-211-291, variant version of SEQ ID258 

<2 2 1 > allele 
<222> 24 

<223> base G ; A in SEQ ID258 

<221> primer_bind 
<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 2 1 1 - 2 91 . mi s 1 

< 2 2 1 > primer_bind 
<222> 2S..47 

<223> complement potential microsequencing oligo 99-211 -291 .mis2 
<400> 335 

ctggttatat cagactgacc ttcgtgtttt caacaggtca atgcctt 47 



<::'10> 336 

<211> 4 6 

■;2 12> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 
<222:> 1 . . 46 

■ :223> polymorphic fragment 99 - 21 3-37, variant version of SEQ T D? ^ ^ 
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<221> primer_bind 
<222> 1 . . 22 

<223> potential mi crosequenc ing oligo 99-213 -37 .misl 

<2 21> pr imer_bind 
<222> 24..46 

<223> complement potential microsequencing oligo 99 - 2 1 3 - 3 7 . mis2 
<400> 336 

gtgcttccgg ctgcaggact gtgcggagga ctccagtgtc tgacag 46 



<210> 337 

<211> 4 7 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> allele 

<222> 1 . . 47 

<223> polymorphic fragment 99-221-442, variant version of SEQ ID260 

<221> allele 

<222> 24 

<223> base C ; A in SEQ ID260 

< 2 2 1 > primer_bind 

<222> 1 . . 23 

<223> potential microsequencing oligo 99 - 2 2 1 - 442 . mi si 

< 2 2 1 > prime r_bind 

< 2 2 2 > 25 . .47 

<223> complement potential microsequencing oligo 99-221-442 .mis2 

<400> 337 

tgcctttgta gatatgcatg ggacttccat gacctagcca gacgaat 47 



<210> 338 
<211> 4 7 
<212> DNA 

•:213;> Homo Sapiens 



•:22 ; :• allele 

<223> polymorphic fragment 99-222-109, variant version of SEQ 1D261 

<22 1 > allele 
<222> 24 

<223;> base T ; C in SEQ ID261 
<221> primer_bind 
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<222> 2S..47 

<223> complement potential microsequencing oligo 99-222 - 109 . mis2 
<400> 338 

caggtgagga gtgctggatt ggctacgata tgaatttctt cagcagt 47 



<210> 339 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 
<222> 1 . . 18 

<223> upstream amplification primer for SEQ 185, SEQ 262, SEQ 186, SEQ 263, 
SEQ 187, SEQ 264 

<400> 339 

tctaacctct catccaac 18 



<210> 340 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<22C)> 

<221> misc_feature 
<222> 1..19 

<223> upstream amplification primer for SEQ 188, SEQ 265, SEQ 189, SEQ 266 
<400> 340 

gttatcgtga gactttttc 19 



<210> 341 

< 2 1 1 > 18 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 

• 222 .• 1 . . 1 8 

• ?.??, ■ upstream amplification primer for SEQ 190, SEQ 267, SEQ 191, SEQ 268 

< 4 0 0 > 3 41 

tgctggtgct gtgataac 18 



<210> 342 
< 2 1 1 > 18 
<212> DNA 
2 1 3 > Homo S a o i en p 
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<223> upstream amplification primer for SEQ 192, SEQ 269, SEQ 193, SEQ 270 
<400> 342 

tacagccctg taagacac 18 



<210> 343 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> upstream amplification primer for SEQ 194, SEQ 271 

<400> 343 

cagtatgttc aatgcacag 19 



<210> 344 

<211> 18 

<212> DNA 

<213> Homo Sapiens 
<220> 

•:221> misc_feature 

<222> 1 . . 18 

<223> upstream amplification primer for SEQ 195, SEQ 272, SEQ 196, SEQ 273 

<400> 344 

aaaacatcga catgggac 18 



<210> 345 
<211> 18 
<212> DNA 

<2 13> Homo Sapiens 
< 2 2 0 > 

■:221> misc_feature 
■:222> 1 . . 18 

■:222> upstream amplification primer for SEQ 197, SEQ 274, SEQ 198, SEQ 275, 
SflQ 199, SEQ 27 6 

■:4UG> 34 5 

aycatttcga gtcatgtg 18 



<210> 34 6 
<211> 18 
<212> DNA 

■:213> Homo Sapiens 
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<400> 346 

ccctctttcc tcatgtag 18 



<210> 347 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> upstream amplification primer for SEQ 202, SEQ 279, SEQ 203, SEQ 280 

<400> 347 

taactcgtaa acagagaac 19 



<210> 348 
<211> 18 
<J12> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> misc_feature 
<222> 1 . . 18 

<223> upstream amplification primer for SEQ 204, SEQ 281, SEQ 205, SEQ 282, 
SEQ 206, SEQ 283, SEQ 207, SEQ 284, SEQ 208, SEQ 285 

<400> 348 

gcgtattgaa gctctttg 18 



<210> 349 
<211> 18 
<212> DNA 

<213> Homo Sapiens 
<2 2 0 > 

<221> misc_f eature 
<22 2> 1 . . 18 

<223> upstream amplification primer for SEQ 209, SEQ 286, SEQ 210, SEQ 287 
• 4 '':(': .> 34 9 

aacacgggga ttttaggc 18 



<210> 350 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 
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<400> 350 

cacatactaa ggctaatgg 



19 



<210> 351 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

<220> 

< 2 2 1 > mi sc_f eature 
<222> 1 . . 18 

<223> upstream amplification primer for SEQ 212, SEQ 289, SEQ 213, SEQ 290 
<40 0> 351 

gttgctggaa cctatttg 18 



<210> 352 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 
< 2 2 2 > 1 . . 1 8 

-223> upstream amplification primer for SEQ 214, SEQ 291, SEQ 215, SEQ 292 
<400> 352 

tcgatggctt aatctacc 18 



<210> 353 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

• :221> misc_f eature 

< 2 2 2 > 1 . . 1 8 

■:223> upstream amplification primer for SEQ 216, SEQ 293, SEQ 217, SEQ 294 

: 4 0 0 > 3 5 3 

aaagaggagt aa a tgggg 18 



■:2 10> 3 54 

■;2i:> 18 

<212> DNA 

■:213> Homo Sapiens 

■:220> 

■:221> misc^f eature 

<- 2 2 2 > 1 . . 7 8 
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<210> 355 

<211> 18 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 18 

<223> upstream amplification primer for SEQ 220, SEQ 297, SEQ 221, SEQ 298 

<400> 355 

atacctaatt tcaggggg 18 



<210> 356 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> upstream amplification primer for SEQ 222, SEQ 299, SEQ 223, SEQ 300 

<400> 356 

ttaacagagt accttggag 19 



<210> 357 
<211> 18 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc__f eature 
<222> 1 . . 18 

<223> upstream amplification primer for SEQ 224, SEQ 301, SEQ 225, SEQ 302 
<40 0> 357 

gtacagcctt ttgcttac 18 



<210> 3 58 

- 2 : > 18 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc^feature 

<222> 1 . . 18 

<223> upstream amplification primer for SEQ 226, SEQ 303 
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<210> 359 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

< 2 2 1 > misc_f eature 
<222> 1 . . 19 

<223> upstream amplification primer for SEQ 227, SEQ 304 
<400> 359 

gctgatgagt tagataacc 19 



<210> 360 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

< 2 2 1 > misc_ feature 
<222> 1 . . 18 

<223> upstream amplification primer for SEQ 228, SEQ 305 

< 4 0 0 > 360 

aaagccagga ctagaagg 18 



<210> 361 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

<220> 

< 2 2 1 > misc_feature 
<222> 1 . . 18 

<223> upstream amplification primer for SEQ 229, SEQ 306, SEQ 230, SEQ 307, 
SEQ 231, SEQ 308, SEQ 232, SEQ 309 

< 4 0 0 > 3 61 

gaccagggtt taagttag 18 



2 1 •; ; • 3 6 2 

• 2 1 1 • 1 3 

.21 2 > DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 

<222> 1 . . 18 

<223> upstream amplification primer for SEQ 233, SEQ 310 

< 4 0 0 > 3 6 2 
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<211> 19 

< 2 1 2 > DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> upstream amplification primer for SEQ 234, SEQ 311 

<400> 363 

ccataacagc tagtacaac 19 



<210> 364 

<211> 18 

< 2 1 2 > DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

< 2 2 2 > 1 . . 18 

<223> upstream amplification primer for SEQ 235, SEQ 312 

<400> 364 

tggaaaggta ctcagaag 18 



<210> 365 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<2 22> 1 . . 1 9 

^223> upstream amplification primer for SEQ 236, SEQ 313 
<400> 365 

agagcatagt ataaagcag 19 



•:210> 366 

■:2i;> 19 

2 12- DNA 

■21 3 > Homo Sapiens 

• :22 1> misc_feature 
..: 2 2 2 > 1 . . 1 9 

<223> upstream amplification primer for SEQ 237, SEQ 314 
*;400> 366 

ctagaagtag ctttaacag 19 
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<213> Homo Sapiens 
<220> 

<221> misc_f eature 

< 2 2 2 > 1 . . 19 

<223> upstream amplification primer for SEQ 238, SEQ 315 

<400> 367 

gcagccaatc ttatatttc 19 



<210> 368 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

< 22 1 > misc_feature 
<222> 1 . . 19 

<223> upstream amplification primer for SEQ 239, SEQ 316, SEQ 240, SEQ 317 
<400> 368 

aaggttgtag agtagaaag 19 



<210> 369 
<211> 18 
< 2 1 2 > DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 
<222> 1 . . 18 

<223> upstream amplification primer for SEQ 241, SEQ 318, SEQ 242, SEQ 319 
<4 00> 36 9 

caactgacac tataaccc 18 



<210> 3 70 
<211> 18 
:212> DNA 

: 2 Homo Sapiens 
22 0 • 

2 2 1 : • misc_f eature 
■:22 2> 1 . . 18 

•:223> upstream amplification primer for SEQ 243, SEQ 320, SEQ 244, SEQ 321, 
SEQ 245, SEQ 322, SEQ 246, SEQ 323, SEQ 247, SEQ 324, SEQ 248, SEQ 325, SEQ 
24 9, SEQ 32 6 

<400> 370 

cagtggagtg tttatgtg 18 



<213> Homo Sapiens 
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<220> 

< 2 2 1 > mi sc_f eature 
< 2 2 2 > 1 . . 19 

<223> upstream amplification primer for SEQ 250, SEQ 327 
<4 00> 371 

ttgcacaaaa ggtatagag 19 



<210> 372 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

<2 2 1 > misc_feature 
<222> 1 . . 19 

<223> upstream amplification primer for SEQ 251, SEQ 328 
<400> 372 

aggctcccct tttgagttg 19 



<210> 373 
<211> 18 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

< 2 2 1 > misc_f eature 
<222> 1 . . 18 

<223> upstream amplification primer for SEQ 252, SEQ 329, SEQ 253, SEQ 330 
<400> 373 

atcctttcta gctgggag 18 



<210> 3 74 
<211> 2 0 
<212> DNA 

<213> Homo Sapiens 
- 2 2 0 • 

<221:- mi sc_f eature 
<222:> 1 . . 20 

<223> upstream amplification primer for SEQ 254, SEQ 331 
<400> 374 

gtttaagaat gtgtgatggg 20 



«- 2 1 0 > 3 7 5 
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<220> 

<221> mi sc_f eature 
<222> 1 . . 19 

<223> upstream amplification primer for SEQ 255, SEQ 332 
<400> 375 

aaggcaacag cgttgtgac 19 



<210> 376 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

< 2 2 1 > misc__f eature 
<222> 1 . . 18 

<223> upstream amplification primer for SEQ 256, SEQ 333 
<400> 376 

ttttgggggt tttcagtg 18 



<210> 377 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 
<222> 1 . . 18 

<223> upstream amplification primer for SEQ 257, SEQ 334 
<400> 377 

aacacaacag caaatccc 18 



<210> 378 
<211> 18 
<212> DNA 

<213> Homo Sapiens 
<2 2 0:> 

-211 • misc_f eature 
<222> 1 . . 18 

■:223> upstream amplification primer for SEQ 258, SEQ 335 
<4 0 0:> 37 8 

tccttacttg taaccccc 18 



<210> 379 
■:2 11> 2 0 
<212> DNA 
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<222> 1 . . 20 

<223> upstream amplification primer for SEQ 259, SEQ 336 
<400> 379 

atactggcag cgtgtgcttc 20 



<210> 380 
<211> 19 
<212> DNA 

<213> Homo Sapiens 



<220> 

< 2 2 1 > misc_feature 
< 2 2 2 > 1 . . 19 

<223> upstream amplification primer for SEQ 260, SEQ 337 
<4 00> 380 

ccctttttct tcactgttc 19 



<210> 381 
<211> 20 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
< 2 2 2 > 1 . . 20 

<223> upstream amplification primer for SEQ 261, SEQ 338 
<400> 381 

aggggagatg agggaagttg 20 



<210> 382 

< 2 1 1 > 20 

■;212> DNA 

■;213> Homo Sapiens 

< 2 2 0 > 

2 2 1 > misc_feature 
-2 22 > 1 . . 20 

>:2;-3:> downstream amplification primer for SEQ 185, SEQ 262, SEQ 186, SEQ 263, 
SEQ 18^, SEQ 264 

<:4 00> 3 82 

gactgtatcc tttgatgcac 20 



<210> 383 

<211> 2 0 

■ :2 12> DNA 

-'213 > Homo San i ens 
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<223> downstream amplification primer for SEQ 188, SEQ 265, SEQ 189, SEQ 266 
<400> 383 

gcataattgt gcttgactgg 20 



<210> 384 

<211> 18 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc^feature 

<222> 1 . . 18 

<223> downstream amplification primer for SEQ 190, SEQ 267, SEQ 191, SEQ 268 

<400> 384 

tgctgagagg agcttttg 18 



<210> 385 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 

< 2 2 2 > 1 . . 1 8 

<223> downstream amplification primer for SEQ 192, SEQ 269, SEQ 193, SEQ 270 

<4Q0> 385 

tgaggactgc taggaaag 18 



<210> 386 
<211> 2 0 
<212> DNA 

-;213> Homo Sapiens 

-: 2 2 0 > 

•.: 2 2 1 > misc^feature 
-22 2:- 1 . . 20 

■:223> downstream amplification primer for SEQ 194, SEQ 271 

■4 Of)- 3 86 

araaaatcag gaacaatggg 20 



<210> 387 

<211> 18 

-;212> DNA 

■;213> Homo Sapiens 

:22 0- 
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<400> 387 

ttgcattttc cccccaac 18 



<210> 388 

<211> 18 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 18 

<223> downstream amplification primer for SEQ 197, SEQ 274, SEQ 198, SEQ 275, 
SEQ 199, SEQ 276 

<4 00> 3 88 

accatttgga caatgggg 18 



<210> 389 
<211> 2 0 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 20 

<223> downstream amplification primer for SEQ 200, SEQ 277, SEQ 201, SEQ 278 
<400> 389 

gctcttaaac tggctctgtg 20 



<210> 390 
<211> 18 
<212> DNA 

<213> Homo Sapiens 

:220> 

<221> misc_feature 
<222> 1 . . 18 

:223> downstream amplification primer for SEQ 202, SEQ 279, SEQ 203, SEQ 280 

>;ou> 390 

< j- jcatgactt cacgtttc 18 



•:;::o> 39i 

<211> 18 

■:2 12 > DNA 

< 2 1 3 > Homo 

•:22 0> 

^ 2 2 1 > misc 



Sapiens 



feature 
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<400> 391 

aggatcttct acagtcac 18 



<210> 392 

<211> 20 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222 > 1 . . 20 

<223> downstream amplification primer for SEQ 209, SEQ 286, SEQ 210, SEQ 287 

<400> 392 

tggtagcgtt tgaaatcatc 20 



<210> 393 

<211> 2 0 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> misc_feature 

<222> 1 . . 20 

<223> downstream amplification primer for SEQ 211, SEQ 288 

<400> 393 

tataagcaca aataggttcc 20 



<210> 394 

<211> 18 

< 2 1 2 > DNA 

<213> Homo Sapiens 
<220:- 

<221:- misc_feature 

<222:- 1 . . 18 

<222:- downstream amplification primer for SEQ 212, SEQ 289, SEQ 213, SEQ 290 

-:4("0:. 394 

gaataactga ggggagtg 18 



-:210> 395 

-.:211> 19 

<212> DNA 

<213> Homo Sapiens 
«.:220:- 

<221> mi sc_f eature 

< 2 2 2-^ 1 . . 1 9 
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<210> 396 

<211> 18 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 18 

<223> downstream amplification primer for SEQ 216, SEQ 293, SEQ 217, SEQ 294 

<400> 396 

ctaaggtgtt gtagacag 18 



<210> 397 
<211> 20 
<212> DNA 

<213> Homo Sapiens 
<22u> 

<2 2 1 > misc_feature 
<222> 1..20 

<223> downstream amplification primer for SEQ 218, SEQ 295, SEQ 219, SEQ 296 
<400> 397 

cacctcgata aatcaagtcc 20 



<210> 398 
<211> 20 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> misc_feature 
<2 2 2> 1..20 

<223> downstream amplification primer for SEQ 220, SEQ 297, SEQ 221, SEQ 298 
<4 00> 3 98 

gttcacttaa ttctgttgag 20 



■:: 2 : 0 > 3 9 9 

<:::.: > ;e 

<2 12;- DNA 

<2 13> Homo Sapiens 
<220> 

<221> misc_feature 

< 2 2 2 > 1 . . 1 8 

<223> downstream amplification primer for SEQ 222, SEQ 299, SEQ 223, SEQ 300 
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<210> 400 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

<220> 

< 2 2 1 > misc_f eature 

<222> 1 . . 18 

<223> downstream amplification primer for SEQ 224, SEQ 301, SEQ 225, SEQ 302 

<400> 400 

attttctgca cagcagcg 18 



<210> 401 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

< 2 2 1 > misc_feature 

<222> 1 . . 19 

<223> downstream amplification primer for SEQ 226, SEQ 303 

<400> 401 

tattttctag ctcttctgg 19 



<210> 402 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 

<222> 1 . . 19 

<223> downstream amplification primer for SEQ 227, SEQ 304 

<400> 402 

agcaagagtg attgtaaag 19 



0:- 403 

dna 

■:<:'?>:• Homo Sapiens 
<22 0> 

<221> misc_feature 
< 2 2 2 > 1..18 

<223> downstream amplification primer for SEQ 228, SEQ 305 
■:4 00> 4 03 

tattcaqaaa ggaqtgqq 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 
<222> 1 . . 18 

<223> downstream amplification primer for SEQ 229, SEQ 306, SEQ 230, SEQ 307, 
SEQ 231, SEQ 308, SEQ 232, SEQ 309 

<400> 404 

agagcgttct tgcctttc 18 



<210> 405 
<211> 2 0 
<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 
<222> 1 . . 20 

<223> downstream amplification primer for SEQ 233, SEQ 310 
<400> 405 

ggtaacccta aaatgttatc 20 



<210> 406 
<211> 21 

< 2 1 2 > DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

< 2 2 2 > 1 . . 21 

<223> downstream amplification primer for SEQ 234, SEQ 311 
<400> 406 

agaaaccata agggtatatt g 21 



<210> 4 07 
. 1 : • 19 

■ :. , dna 

. i • Homo Sapiens 
■:22 0> 

•;221> misc_feature 
■:222> 1 . . 19 

<223> downstream amplification primer for SEQ 235, SEQ 312 
<400> 407 

acagtgcaaa ggttatatc 19 
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<220> 

<221> misc_feature 

<222> 1 . .21 

<223> downstream amplification primer for SEQ 236, SEQ 313 



<400> 408 
gaacaacctt 



gaattagctt g 



21 



<210> 
<211> 
<212> 
<213> 



409 
21 
DNA 
Homo 



Sapiens 




mi sc 



feature 




1 . .21 

downstream amplification primer for SEQ 237, SEQ 314 



<400> 409 

gattccagaa gtccatttca g 



21 



<210> 410 
<211> 21 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 21 

<223> downstream amplification primer for SEQ 238, SEQ 315 
<400> 410 

aggtaagaat gagcaaaaag g 21 

<210> 411 
<211> 19 
<212> DMA 

■:213> Homo Sapiens 

:: o > 

■:221> m.isc_f eature 

<222> 1 . . 19 

■;223> downstream amplification primer for SEQ 23 9, SEQ 316, SEQ 240, SEQ 317 



<400> 411 

gcttgtgttt gttcaattc 



19 



<210> 412 
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<220> 

<221> misc_f eature 
<222> 1 . . 18 

<223> downstream amplification primer for SEQ 241, SEQ 318, SEQ 242, SEQ 319 
<400> 412 

cttgaaatac tcccagcc 18 



<210> 413 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220;> 

< 2 2 1 > misc_feature 
<222> 1 . . 19 

<223> downstream amplification primer for SEQ 243, SEQ 320, SEQ 244, SEQ 321, 
SEQ 245, SEQ 322, SEQ 246, SEQ 323, SEQ 247, SEQ 324, SEQ 248, SEQ 325, SEQ 
249, SEQ 326 

<400> 413 

ccatgaactg agaactttg 19 



<210> 414 

<211> 18 

<212> DNA 

<213> Homo Sapiens 
2 2 0 > 

<221> misc_feature 

< 2 2 2 > 1..18 

<223> downstream amplification primer for SEQ 250, SEQ 327 

<400> 414 

ggtgacaggt aaagaaac 18 



•:210> 415 

•:211> 21 

:212> DNA 

?. 1 ?. • Homo Sapiens 

:: ;: o 

2 2 ". . mi sc_f eature 
■ 2 > i . . 21 

;223> downstream amplification primer for SEQ 251, SEQ 328 
<400> 415 

attcaggcac agaagtcata c 21 



.- 2 1 0 4 16 



240 

<220> 

<221> mi sc_f eature 
< 2 2 2 > 1 . . 21 

<223> downstream amplification primer for 
<400> 416 

agggcagcac aatgtagtaa g 
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SEQ 252, SEQ 329, SEQ 253, SEQ 330 

21 



<210> 417 

<211> 18 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 18 

<223> downstream amplification primer for SEQ 254, SEQ 331 

<400> 417 

cctctttatc tccaaacc 18 



<210> 418 

< 2 1 1 > 19 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

< 2 2 1 > misc_feature 
<222> 1 . . 19 

<223> downstream amplification primer for SEQ 255, SEQ 332 
<400> 418 

gaaaacaatc aagctctgg 19 



<210> 419 

<211> 19 

<212> DNA 

<:213> Homo Sapiens 

. 22 0 • 

• 2 2 : • in: sc_f eature 
-222 1 . . 19 

• 2' 2 • • downstream amplification primer for SEQ 2 56, SEQ 333 
•:4 0 0:> 4 19 

cctttatatc cttggagtc 19 



<:210> 420 
■;211> 21 
.-21 2-- DNA 
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<222> 1 . . 21 



<223> downstream amplification primer for SEQ 257, SEQ 334 
<400> 420 

tattacacgt tccaactctt c 21 



<210> 421 
<211> 20 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> m:i.sc_f eature 
<222> 1 . . 20 

<223> downstream amplification primer for SEQ 258, SEQ 335 
<4 00> 421 

ctgtgtttaa gtgactgctg 



<210> 422 

<211> 21 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> m:i.sc_f eature 

<222> 1 . . 21 

<223> downstream amplification primer for SEQ 259, SEQ 336 

<400> 422 

ttattgcccc acatgcttga g 



<210> 423 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> m_i sc_f eature 

<?.::?.> ; . . 1 9 

<22 3 > downstream amplification primer for SEQ 260, SEQ 337 
<4 00> 4 2 3 

tcattcgtct ggctaggtc 19 



<210> 424 

<211> 21 

< 2 1 2 > DNA 

<213> Homo Sapiens 
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<400> 424 

gaaacagact gaagcaagga c 



21 



<210> 425 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> potential microsequenc ing oligo for 4 - 14 - 107 . misl 



<4 0 0> 425 

acaaccacca aatgcatac 



19 



<210> 426 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 14 - 3 1 7 . mi s 1 



<400> 426 

acatgcaagg tgggcaaga 



19 



<210> 427 
<211> 19 

< 2 1 2 > DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 

< 2 2 2 > 1 . . 1 9 

<223:> potential microsequencing oligo for 4-14-35. misl 
<400:- 427 

aacacagaaa ccgctaaaa 



<210> 42 8 

<211> 2 3 

< 2 1 2 > DNA 

<213> Homo Sapiens 



<220: 
< ? 2 1 - 



5C feature 



tttttgctgt gtcttcaaag tga 



243 



Docket No. GEN-T1 13XC3D2 

23 



<210> 429 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> potential mi crosequenc ing oligo for 4 -20-77. misl 

<400> 429 

acatgaagat tctgaaggg 19 



<210> 430 
<211> 23 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 23 

<223> microsequencing oligo for 4 - 22 - 174 . misl 
<400> 430 

ggattgtgca gaagttgcct ttc 23 



<210> 431 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 -22 - 176 .misl 

<4 00> 431 

tqcagaagtt gcctttcat 19 



o> 4:. 2 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<2 22> 1 . . 19 

^223 > potential mirronenuencinq oliao for 4 £ n . m i ^ i 
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<210> 433 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4-26-72. misl 

<400> 433 

ttaagacagt tagcaggcc 19 



<210> 434 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc__f eature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 4-3-130. misl 
<4 00> 4 34 

gggcctaaaa cagtattct 19 



<210> 435 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> misc_feature 

<222> 1 . . 19 

;223> potential microsequencing oligo for 4-38-63. misl 

<400> 435 

agtt.ataaga aaatcaggc 19 



■:::o> 4 36 

211 -> 1 9 

:: l :: • dna 

;213> Homo Sapiens 

< 2 2 0 > 

< 2 2 1 > misc_feature 

< 2 2 2 > 1 . . 1 9 

<223> potential microsequencing oligo for 4-38-83. misl 

•400- 436 
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<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 
<222> 1 . . 19 

<223> potential mi crosequenc ing oligo for 4-4-152. misl 
<400> 437 

ttcccattgt tcctgactt 19 



<210> 438 

<211> 23 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . .23 

<223> microsequencing oligo for 4-4-187. misl 

<400> 438 

tataaacaga aacatggatg agt 23 



<210> 439 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<22 1 > misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4-4-288. misl 

<400> 439 

catcaactaa ttttcacaa 19 



<2 10> 44 0 

<::;:> 19 

:• : i • dna 

■ 3 ■ Homo Sapiens 
<l: 2 0> 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 -42 - 3 04 . misl 

<;400> 440 

tttaaaacta tttatgtaa 19 



<213> Homo Sapiens 
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<220> 

<221> mi sc_f eature 
<222> 1 . . 23 

<223> microsequencing oligo for 4 - 4 2 - 4 0 1 . mi s 1 
<400> 441 

taagaaagaa ttctgtgttc tgg 23 



<210> 442 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 -4 3 - 3 2 8 . mis 1 

<400> 442 

ttctgtgttc tggccaaag 19 



<210> 443 

<211> 2 3 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> misc_feature 

<222> 1 . . 23 

<223> microsequencing oligo for 4-43-70. misl 

<400> 443 

atcgcctcca ttattctcaa aaa 23 



<210> 444 

<211> 2 3 

<212> DNA 

■ :2 13> Homo Sapiens 

■:2 2 0> 

■:2 2~ > mi sc_f eature 

<222> 1 . . 23 

<223> microsequencing oligo for 4 - 50 - 2 0 9 . mi s 1 

<4 00> 444 

atatagagtg tgcatccctg aca 23 



< 2 1 0 > 4 4 5 
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<220> 

<221> misc_feature 
<222> 1 . . 23 

<223> microsequencing oligo for 4 - 5 0 - 2 93 . mi s 1 
<400> 445 

cctgagtccc agggggctga cag 23 



<210> 446 

<211> 2 3 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

< 2 2 1 > mi sc_f eature 
<222> 1 . . 23 

<223> microsequencing oligo for 4 - 50 - 323 . misl 



<4 00> 446 

tttaaaacat tgatgaatct tta 



<210> 447 

<211> 23 

< 2 1 2 > DNA 

<213> Homo Sapiens 

<220> 

< 2 2 1 > misc_f eature 
<222> 1 . . 23 

<223> microsequencing oligo for 4 - 50 - 3 2 9 . misl 
<400> 447 

acattgatga atctttatta eta 



<210> 448 

<211> 19 

<2 12 > DNA 

<213> Homo Sapiens 

2 0 > 

2 1 > tn i sc_feature 
21- : . . 1 9 

2 3 > potential microsequencing oligo for 4 -50 - 330. misl 
.:400> 448 

gatgaatctt tattactac 19 



■;210> 449 
<211> 2 3 
<212- DNA 
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< 2 2 2 > 1 . . 23 

<223> microsequencing oligo for 4 - 52 - 163 . mis 1 
<400> 449 

gaacaggata ttcttaacta cca 23 



<210> 450 

<211> 23 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 23 

<223> microsequencing oligo for 4-52-88. mi si 

<400> 450 

tccatgtcat tattattcaa aag 23 



<210> 451 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 53 - 2 5 8 . mis 1 

<400> 451 

aatcatgcag agagaatgc 19 



<210> 452 
<211> 23 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 
<::??> 1 . . 2 3 

• 2 2 • microsequencing oligo for 4 54 2S3.misl 

< 4 0 0 > 4 5 2 

aagtagtttt tcacactttc tct 23 



<21C)> 453 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
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<400> 453 

ctatcgtata catctttac 19 



<210> 454 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> potential mi crosequenc ing oligo for 4-55-70. misl 

<400> 454 

aagaacctag gttttaaaa 19 



<210> 455 

<211> 23 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 23 

<223> microsequencing oligo for 4-55-95. misl 

<400> 455 

ctctctatcg tatacatctt tac 23 



<210> 456 

<211> 23 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> mi sc_f eature 

<222> 1 . . 23 

<223> microsequencing oligo for 4 - 5 6 - 1 5 9 . mi s 1 

< 4 0 0> 456 

a^gt'tttcct tctct tctgt aga 



<210> 457 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<22 V- mi sc feature 



s Ml \K1 ■ ScquciKL-N < .[A ill!V M >: Scqucnccl isl d<v ! Ali Mi 



ctcatgttca ctctggttc 
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<210> 458 

<211> 23 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<2 2 1 > misc_f eature 

<222> 1 . . 23 

<223> microsequencing oligo for 4 - 5 8 - 2 8 9 . mi s 1 

<400> 458 

catacctgca gcctgctttt ggt 23 



<210> 459 

<211> 23 

<212> DNA 

<213> Homo Sapiens 
<220> 

<22 1 > misc_f eature 

<222> 1 . . 23 

<223> microsequencing oligo for 4 - 5 8 - 3 1 8 . mi s 1 

<400> 459 

tgactacttt acctgcaata ttt 23 



<210> 460 

<211> 2 3 

<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > mi sc_f eat ure 

<222> 1 . . 23 

• :223> microsequencing oligo for 4 -60 -266 .mi si 

<4 0 0:- 4 60 

aacaqgacca agacactgca tta 2 3 



• : . i o ■ 461 
•;211:- 2 3 
-:212> DNA 

<213> Homo Sapiens 
<22 0> 

<221:> misc_feature 

< ° n n • , i ^3 

-223- microsequencina oliao for 4 -60-293. mis! 
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<210> 462 

<211> 19 

<212 > DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 84 - 24 1 . mi s 1 

< 4 0 0 > 4 6 2 

aaaaaatagt gactgccac 19 



<210> 463 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 84 - 2 62 . mis 1 

<400> 463 

tgaataattc agttcttca 19 



<210> 464 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 86 -2 06 . misl 

< 4 0 0 > 4 64 

tcaaatcagg acacaccac 19 



<:i ;o> 4 65 
<-:::.:> 19 
• 2 , DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> mi sc_f eature 
<222> 1 . . 19 

<223 > potential microsequencing oligo for 4 - 8 6 - 3 0 9 . mi s 1 

<-4 00> 46 S 
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<211> 19 

< 2 1 2 > DNA 

<213> Homo Sapiens 

<220> 

<22 1 > misc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 88 - 34 9 . mi si 

<400> 466 

ctaaaagaca atattcagt 19 



<210> 467 

<211> 23 

<212> DNA 

<213> Homo Sapiens 

<220> 

< 2 2 1 > misc_feature 
<222> 1 . . 23 

<223> microsequencing oligo for 4-89-87. misl 
<400> 467 

ttcttccctg aacgctggtt tea 23 



<210> 468 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 
<222 > 1 . . 19 

<223> potential microsequencing oligo for 9 9 - 12 3 - 184 . mis 1 
<40 0> 468 

cccagaacat tcaccagct 19 



<210> 4 69 

< :: ": i > 1 9 
• 2 : :.: > dka 

■ 2 ". 3 > Homo Sapiens 

■ ;22 0> 

<221> mi sc_f eature 
< 2 2 2 > 1 . . 19 

<223> potential microsequencing oligo for 9 9 - 12 8 - 2 0 2 . mi s 1 
<400> 469 

tctgtttctt agagaactg 19 
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<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_f eature 
<222 > 1 . . 19 

<223> potential microsequencing oligo for 99 - 128 - 275 . misl 
<400> 470 

ccctacctca catgtgtag 19 



<210> 471 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 12 8 - 3 13 . misl 

<400> 471 

tctctagaca gatatacat 19 



<210> 472 
< 2 1 1 > 23 
<212> DNA 

<213> Homo Sapiens 
<220> 

<2 2 1 > misc_f eature 
<222> 1 . . 23 

<223> microsequencing oligo for 99- 128-60 .misl 
<400> 472 

cactgtgacc caggcgctag cgt 23 



<210> 4 73 
<211> 19 
<212> DNA 

<2Z2> Homo Sapiens 

<22 0 ^ 

2. 2 2 > m l s c _ f e a t. u r e 
<222> 1 . . 1 9 

<223 > potential microsequencing oligo for 99 - 1 2 9 0 7 - 2 95 . mi s 1 
<400> 473 

tatggcatta tatctccac 19 



.-21 0- 4 74 
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<220> 

<221> misc_f eature 
<222> 1 . . 19 

<223> microsequencing oligo for 99 - 1 3 0 - 58 . mis 1 
<400> 474 

caaaagagct tcaaaaata 19 



<210> 475 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 
<222> 1..19 

<223> potential microsequencing oligo for 99 - 134 - 3 62 . mi si 
<400> 475 

acactcatgt tagttagat 19 



<210> 476 

<211> 19 

< 2 1 2 > DNA 

<213> Homo Sapiens 

<220> 

< 2 2 1 > misc_feature 

<222> 1 . . 19 

<223> microsequencing oligo for 99 - 14 0 - 13 0 . misl 

<400> 476 

caaaagcagc tacagacca 19 



<2 10> 4 77 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

: : :■ o • 

; :". 2 ". mi sc_featu re 

: 2 ;■;:> i . . i 9 

■ microsequencing oligo for 99 1 4 62 2 3 8.misl 
;4U0> 477 

ttcaaggtta gtaactcat 19 



<210> 478 
•:2 11> 19 
v 2 1 2 > DNA 
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< 2 2 2 > 1 . . 19 

<223 > potential microsequenc ing oligo for 99-147 - 181 . misl 
<400> 478 

catgaaaaag agcatgata 19 



<210> 479 

<211> 19 

< 2 1 2 > DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

< 2 2 2 > 1 . . 19 

<223> potential microsequencing oligo for 99- 1474 - 156 .misl 

<400> 479 

tactcataag ttaaatatt 19 



<210> 480 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 99-1474 - 359 .misl 

<400> 480 

aaaatcaaat tattgtacc 19 



<210> 481 

<211> 19 

<212> DNA 

<2 13> Homo Sapiens 
<2 2 0 > 

<221> misc_feature 

<:::■;:> i . . 1 9 

• 2 2 •• • microsequencing oligo for 99-1 4 79 1 5 8. mi si 
<4 0 0> 4 81 

aaaatccact tgtaatcgc 19 



<210> 482 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
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<400> 482 

agctgtgtac tgaggtcag 19 



<210> 483 

<211> 19 

<212 > DNA 

<213> Homo Sapiens 

<220> 

< 2 2 1 > misc__f eature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 14 8 - 12 9 . misl 
<400> 483 

tatctataca aataatttt 19 



<210> 484 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 14 8 - 132 . misl 
<400> 484 

ctatacaaat aattttgaa 19 



<210> 485 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

< 2 2 1 > misc_feature 
<222 > 1 . . 19 

<223> potential microsequencing oligo for 9 9 - 14 8 - 1 3 9 . mi s 1 

■;4('KJ> 4 85 

aataattttg aatttaata 



< 2 1 0 > 4 8 6 
<211> 19 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<22\> mi sc feature 



S S|f\|<[ Scqucnu's < .1 \ I 1 1 \ \( I )2 V^i.i'h, i'I 'I )\ H ;ai 



ataattttga atttaatac 
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<210> 487 

<211> 19 

<2\2> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 99- 148 - 182 . mi si 

<400> 487 

tgttgatatg ggcaactgt 19 



<210> 488 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 14 8 - 3 66 . mi si 
<400> 488 

tgtcaaaggt ctctccctg 19 



<210> 489 
<211> 19 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 
<2 22> 1..19 

<223> potential microsequencing oligo for 99 - 14 8 - 76 . mi s 1 
<400> 489 

agaatgcctt cctgaatta 19 



<2:0> 490 
<211> 19 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_f eature 

< 2 2 2 > 1 . . 1 9 

<22 3 -- potential microseauenrina olian for 99-1480 P^n.nisl 
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<210> 491 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 19 

<223> potential microsequenc ing oligo for 99 - 14 8 1 - 2 8 5 . mi si 
<400> 491 

ataacctgtt ttgcttctc 19 



<210> 4 92 
<211> 19 
<212> DNA 

<213> Homo Sapiens 

<220> 

< 2 2 1 > mi sc_f eature 
< 2 2 2 > 1 . . 19 

<223> potential microsequencing oligo for 99 - 14 84 - 101 . mi si 
<400> 492 

agatcaaata taagcatgt 19 



<210> 493 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<22 0> 

<221> misc_feature 
<222> 1 . . 19 

<223> microsequencing oligo for 9 9 - 14 84 - 3 2 8 . mi s 1 
<4 00> 493 

acgtggtcat gaggagttt 19 



• : : o • 4 94 

i 9 

• :. : :: • dna 

■:2 13> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 19 

<:223> potential microsequencing oligo for 99 - 14 8 5 - 2 5 1 . mi s 1 
■-4 00- 4 94 
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<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<22 1> misc_f eature 

<222> 1 . . 19 

<223> microsequencing oligo for 99 - 14 90 - 3 8 1 . mis 1 

<400> 495 

cagtggaaat accatgtca 19 



<210> 496 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 99- 1493 -280 . misl 
<400> 496 

gacagagtat tgttggagg 19 



<210> 497 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 151 - 94 . misl 

<400> 497 

agatcattga taaggaaat 19 



-:210> 498 

■ 1> 19 

■ ::> dna 

• r 1 '•• • Homo Sapiens 
«:220> 

■ :221> misc_feature 
<222> 1 . . 1 9 

• :223> microsequencing oligo for 99-211 -291 . misl 
■;400> 498 

ttatatcaga ctgaccttc 19 
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<220> 

<221> misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 9 9 - 2 13 - 3 7 . mi s 1 
<400> 499 

cttccggctg caggactgt 19 



<210> 500 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 99-221 -442 . misl 

<400> 500 

tttgtagata tgcatggga 19 



<210> 501 

<211> 2 3 

<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 

<222> 1 . . 23 

<223> microsequencing oligo for 99-222 -109 .misl 

<400> 501 

caggtgagga gtgctggatt ggc 23 



<210> 502 
<2 11;> 2 3 
<:212:- DNA 

• 2 ". • Homo Sapiens 

• :2 20> 

■.■22".:- mi sc_f eature 
<:222> 1 . . 23 

•:223> microsequencing oligo for 4 - 14 - 1 0 7 . mi s 2 
<400> 502 

ctatcaggca tttgcctggt tgc 23 



-210- 503 
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<220> 

<221> misc_f eature 
<222> 1. .23 

<223> microsequencing oligo for 4 - 14 - 3 17 . mi s2 
<400> 503 

tcatgacctg tgcccacctc ttt 23 



<210> 504 
<211> 23 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 2 3 

<223> microsequencing oligo for 4-14-35. mis2 
<400> 504 

tctctgcaga cagcttctgc ctg 23 



<210> 505 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 4 20 149.mis2 
<400> 505 

agcaggcaat aaaccaaga 19 



<210> 506 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<22 1> mi. sc_f eature 
• 222 - 1 . . 1 9 

■;22 3 > potential microsequencing oligo for 4 2 0 7 7.mis2 
<400> 506 

gtgttctcag acaacaaag 19 



<210> 507 
<211> 19 
-21 2 > DNA 
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<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 22 - 174 . mis2 
<400> 507 

aaattaacat ttttgaaca 19 



<210> 508 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 22 - 176 . mis2 

<400> 508 

acaaattaac atttttgaa 19 



<210> 509 
<211> 23 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 23 

<223> microsequencing oligo for 4-26-60. mis2 
<400> 509 

aagtcgctcc tcggcctgct aac 23 



<210> 510 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<22 0> 

<221> misc_feature 
< 2 ? 2 > 1 . . 1 9 

• 2 2 • potential microsequencing oligo for 4 2 6 7 2.mis2 
<.:400> 51 0 

accctttaaa gtcgctcct 19 



<210> 511 

<211> 23 

<212> DNA 

<2 13> Homo Sapiens 
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<400> 511 

agttaatacc aatttaagct tta 23 



<210> 512 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> mi sc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4-38-63. mis2 

<400> 512 

aaaaaaaaag tttagcctc 19 



<210> 513 

<211> 23 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 

<222> 1 . .23 

<223> microsequencing oligo for 4-38-83. mis2 

<400> 513 

atattctcaa cagcattgcc aaa 23 



<210> 514 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> mi sc_f eature 

<2 22:- 1 . . 19 

•:223> potential microsequencing oligo for 4-4-152. mis2 

•>;()():- 514 

"<jt i t atata taggataac 19 



2 10> 515 

2 11:* 19 

2 12> DNA 

;213> Homo Sapiens 

:220- 

'22V- mi sc feature 
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<210> 516 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc feature 



<222> 1 . . 19 

<223> potential microsequencing oligo for 4-4-288. mis2 



<400> 516 

tgaaatcaaa acataggta 



19 



<210> 517 

<211> 19 

<212> DNA 

<213> Homo Sapiens 



< 2 2 0 > 

< 2 2 1 > misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 4 2 - 3 04 . mi s2 
<4 00> 517 

aaaaacccct gaaaataag 



19 



<210> 518 

< 2 1 1 > 19 
<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 4 2 - 4 0 1 . mi s2 



<:4 00:> 518 

t:ct:gt gggt t taaactttg 



1 9 



: : : ". o 
: 2 11 
: 2 1 2 



51 9 
1 9 
DNA 



:13> Homo Sapiens 



■; 2 2 0 > 

:221> misc_f eature 

:222> 1 . . 19 

-22 3-* potential mi croseauenc i na oliao for" 4 43 



1 fl . r\ i 
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<210> 520 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> mi sc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4-43-70. mis2 

<400> 520 

ttgtgttgtg tcccatggt 19 



<210> 521 

<211> 19 

< 2 1 2 > DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 50 - 2 09 . mi s2 

<400> 521 

cataaagcct tcagtttca 19 



< 2 1 0 > 522 

<211> 19 

< 2 1 2 > DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 5 0 - 2 93 . mi s 2 

<400> 522 

tcaatgtttt aaactgtcc 19 



:'• : 5 2 3 

2 : : : \> 

dija 

2 1 jo- Homo Sapiens 



: 2 2 U > 

;221> misc_feature 
:222> 1 . . 19 

;223> potential microsequencing ol igo for 4 - 5 0 - 3 2 3 . mi s 1 
4 0 0 ■ 52 3 
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<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_f eature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 5 0 - 32 9 . mi s2 
<400> 524 

gcctaaatcg aaccctttt 19 



<210> 525 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 5 0 - 3 3 0 . mi s2 
<400> 525 

agcctaaatc gaacccttt 19 



<210> 526 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 52 - 163 . mis2 
<400> 526 

aatagatgtg taaaattct 19 



<210> 527 
-::::> l^ 
■:2:::> dna 

■ : 1: 3 > Homo Sapiens 
•;220> 

■:221> m;i.sc_f eature 
< 2 2 2 > 1 . . 1 9 

<223> potential microsequencing oligo for 4-52-88. mis2 
<:400> 527 

caccttgtgt attttttaa 19 
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<213> Homo Sapiens 
<220> 

<221> mi sc_f eature 

<222> 1 . . 23 

<223> microsequencing oligo for 4 - 53 -258 . mis2 

<400> 528 

ttaggttaaa atttgagtga gaa 23 



<210> 529 

<211> 19 

<212> DMA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 54 - 2 83 . mi s2 

<400> 529 

taagccatcg attgtatca 19 



<210> 530 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 54 - 3 88 . mi s2 
<400> 530 

gtcttggcgc tgcagcgtg 19 



<210> 531 

<211> 2? 

<:212> DNA 

• 2 "!'••• Homo Sapiens 

■.2 2".:- mi sc_ feature 
<:::22> 1 . . 23 

■:223> microsequencing oligo for 4 -55 -70. mis2 
<400> 531 

taaagatgta tacgatagag agt 23 
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<220> 

<221> misc_f eature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 55 - 95 . mis2 
<400> 532 

gtcttggcgc tgcagcgtg 19 



<210> 533 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 56 - 159 . mis2 

<400> 533 

ttgactgtaa catqqaqac 19 



<210> 534 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 56 - 2 13 . mis2 

<400> 534 

tatcaaactc ctctgaagg 19 



<210> 535 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

< :: :• o : 

< 22 1: mis c_ feature 
•'222: 1 . . 1 9 

• 2 2 3 . potential microsequencing oligo for 4 5 8 289.mis2 
<400: 535 

aggtaaagta gtcacccct 19 



<210> 536 
< 2 1 1 > 19 

-212 - DNA 



s MI\Rf Sequent < il \ I 1 : 1 \t M >: V^pciKcl I >\R 



269 



Docket No. GEN-T1 13XC3D2 



<222> 1 . . 19 

<223> potential microsequenc ing oligo for 4 - 58 - 3 1 8 . mis2 
<400> 536 

gaagaaataa acttgcaaa 19 



<210> 537 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_f eature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 4 -60 -266 .mis2 
<400> 537 

agaaatactg aaactttat 19 



<210> 538 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_f eature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 6 0 - 2 93 . mi s2 
<400> 538 

aggacttcct gctggcttc 19 



<210> 539 

<211> 23 

<212> DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 

< 2 2 2 > 1..23 

<2.'V'> microsequencing oligo for 4 8 4 2 4 1.mis2 

< 4 0 (.) > 5 3 9 

ttctgaagaa ctgaattatt cac 23 



<210> 540 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
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<400> 540 

tgagatcatg ttgctgctt 19 



<210> 541 

<211> 23 

<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 

<222> 1 . . 23 

<223> microsequencing oligo for 4 - 86 -206 .mis2 

<400> 541 

aatgttaacg tgtagatgcc att 23 



<210> 542 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 4 - 86 - 3 0 9 . mi s2 

<400> 542 

gctctctggt tcctcactc 19 



<210> 543 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> misc_f eature 
•:222> 1 . . 19 

■;223> potential microsequencing oligo for 4 - 8 8 - 3 4 9 . mi s2 

■ ■■40(i> 543 

aagaacttgg aaaatctca 19 



;21U> 544 
:211> 19 
;2 12> DNA 

;213> Homo Sapiens 

;220> 

;221> misc feature 



ttctcaacac aaaaactat 



271 



Docket No. GEN-T1 13XC3D2 

19 



<210> 545 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

< 2 2 2 > 1 . . 19 

<223 > potential microsequencing oligo for 99 - 12 3 - 184 . mis2 

<400> 545 

cccagcagaa ctcttggcc 19 



<210> 546 
<211> 19 

< 2 1 2 > DNA 

<213> Homo Sapiens 

< 2 2 0 > 

<221> misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 12 8 - 2 02 . mi s2 
<400> 546 

gtatgtatgt gtgtgtgtt 19 



<210> 547 
<211> 19 

< 2 1 2 > DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 

< 2 2 2 > 1 . . 1 9 

<223> potential microsequencing oligo for 99 - 12 8 - 2 75 . mis2 
■;400> 547 

a cat atatgc atacatttg 19 



1 i 0 • 5AS 
.211 19 
■;212> DNA 

■;213> Homo Sapiens 
< 2 2 0 > 

•:221> mi s cofeature 
■:222> 1 . . 19 

>:223> potential microsequencing oligo for 9 9 - 1 2 8 - 3 1 3 . m i s 2 
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<210> 549 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 12 8 - 6 0 . mi s2 

<400> 549 

ggagtgtcac tgtaagagg 19 



<210> 550 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_reature 

<222> 1 . . 19 

<223> microsequencing oligo for 99 - 12 907 - 2 95 . mi s2 

<400> 550 

ttgtacatca ggtctgccc 19 



<210> 551 

<211> 23 

< 2 1 2 > DNA 

<213> Homo Sapiens 

< 2 2 0 > 

< 2 2 1 > misc_f eature 

<222> 1 . . 23 

<223> microsequencing oligo for 99- 13 0 - 58 . mis2 

<400> 551 

ctcgccatat gcacactcct gaa 23 



• : o • 5 52 

• 2 1 : > 19 

• ; • dna 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_feature 

< 2 2 2 > 1..19 

•::223> microsequencing oligo for 99 134 - 362 . mis2 

<400> 552 
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<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc__f eature 

<222> 1 . . 19 

<223> microsequencing oligo for 99 - 14 0 - 13 0 . mi s2 

<40 0> 553 

catgctcaat tgtttacat 19 



<210> 554 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

< 2 2 1 > misc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 14 62 - 23 8 . mis2 

<400> 554 

ctgaagcaga aacacagca 19 



<210> 555 

<211> 23 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 23 

<223> microsequencing oligo for 99 - 14 7 - 18 1 . mis2 

<400> 555 

tataaagatt taagtttttc ttt 23 



•:210> 556 
•211 - 19 

• : i :: • dna 

•: 2' 1 3 Homo Sapiens 
•:220> 

■ :221> mi sc_f eature 
< 2 2 2 > 1 . . 1 9 

<223> microsequencing oligo for 99 - 1474 - 156 . mis2 
<4 00> 556 

ccatatttct tcttgttat 19 
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<213> Homo Sapiens 
<220> 

<221> misc_f eature 
<222> 1 . . 19 

<223> potential microsequenc ing oligo for 99 - 14 74 - 3 59 . mi s2 
<400> 557 

catctgatat tagggaatt 19 



<210> 558 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_f eature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 1479- 158 .mis2 
<4U0> 55 8 

aatatacact ccaattagc 19 



<210> 5 59 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 1479 - 379 . mis2 
<400> 559 

ctgtaccatg agctgcttc 19 



<2 10> 560 

<2 11> 19 

<2 12> DNA 

<:'!13> Homo Sapiens 

<:\2Q> 

■ '/.? \ • mi sc_f eature 
<2 22 > 1 . . 19 

<223> potential microsequencing oligo for 99 148-129. mis2 
<400> 560 

cagccctatg tattaaatt 19 



•;210> 561 
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<220> 

<221> misc_f eature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 14 8 - 1 32 . mi s2 
<400> 561 

ttgcagccct atgtattaa 19 



<210> 562 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 99- 14 8 - 13 9 . mis2 

<400> 562 

ccttgttttg cagccctat 19 



<210> 563 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 9 9 - 14 8 - 14 0 . mi s2 
<400> 563 

accttgtttt gcagcccta 19 



<210> 564 

<211> 23 

<212> DNA 

<;213> Homo Sapiens 

<:220:- 

■: 2 2 1 mi sc_f eat u re 

• 222 1 . . 23 

• 2 1 .:» microsequencing oligo for" 9 9 148 - 182.mis2 
•:400:- 564 

gaatgctttg ggaccatcca aca 23 



<:210> 565 
■:2 11:- 19 
<212> DNA 



^ MiAKl Vqucn^t^ ii \ , ; At M Vx|ut/i: t i:I M i1>h. I >\H 



276 



Docket No. GEN-T1 13XC3D2 



<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 14 8 - 3 66 . mis2 
<400> 565 

gaggcggcag ccgtgagca 19 



<210> 566 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 99-148-76 .mis2 

<400> 566 

tatgaagcca tcaagagta 19 



<2±U> bb/ 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> microsequencing oligo for 99 - 14 8 0 - 2 9 0 . mi s2 

<400> 567 

aaaaggatca gtggttgcc 19 



<210> 568 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
< 2 2 0 > 

<221> misc^feature 
<222> 1 . . 19 

■;213> microsequencing oligo for' 99 - 1 4 81 285.mis2 
■;4IKJ> 568 

taccatcttg aggttagag 19 



<210> 569 

<211> 19 

<212> DNA 

■:213> Homo Sapiens 
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<400> 569 

agattttaag gagaggagt 19 



<210> 570 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> mi sc_f eature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 1484 - 32 8 . mis2 

<400> 570 

tctgaaaact gaatccctt 19 



<210> 571 

<211> 19 

<. 2 1 2 > DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> microsequencing oligo for 9 9 - 14 8 5 - 2 5 1 . mi s2 

<400> 571 

aggggacatt cttggttct 19 



<210> 572 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
-;220> 

-.:221> misc_feature 

■:22 2> 1 . . 19 

<223> potential microsequencing oligo for 99 - 14 90 - 3 8 1 . mi s2 

-400> 572 

agatgcacag tagcgtacc 1 9 



: 2 1 0 > 5 7 3 
:211> 19 
;212> DNA 

:213> Homo Sapiens 

:220> 

;221> misc feature 



acaagcagcc aaaccccat 
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<210> 574 
<211> 23 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_f eature 
<222> 1 . . 23 

<223> microsequencing oligo for 99 - 151 - 94 . mis2 
<400> 574 

atatagattt tgaaatttta gaa 23 



<210> 575 
<211> 19 
<212> DNA 

<2 13> Homo Sapiens 
<220> 

<221> misc_feature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 99 - 2 11 - 2 91 . mis2 
<400> 575 

cattgacctg ttgaaaaca 19 



<210> 576 

<211> 19 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 

<222> 1 . . 19 

<223> potential microsequencing oligo for 99-213 -37 . mis2 

<400> 576 

tcagacactg gagtcctcc 19 



c : C' :■■ 5 7 7 
;211> 19 
:2 12;- DNA 

<213> Homo Sapiens 
< 2 2 0 > 

■:221> misc_feature 
■;222> 1 . . 19 

•:223> potential microsequencing oliao for 99 2 2 1 - 4 4 2 . m i s2 
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<210> 578 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<220> 

<22 1 > misc_f eature 
<222> 1 . . 19 

<223> potential microsequencing oligo for 99-222 - 109 . mis2 
<400> 578 

ctgaagaaat tcatatcgt 19 
283 
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